Species

Iberis umbellata
Iberis umbellata

Cucurbita pepo

Tissue

Stem
Leaf

Cotyledon

Number

26

Transgenic hairy roots
generated

2
1
14+4,32

Fig. S1

Transformation efficiency

7,69% (succeeded once)
6,25% (succeeded once)

46,66+14,40%
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EV CpACT-OvExp
Construct Initial fresh Final Fresh weight Weight gain fold Final dry weight
weight (mg) (mg) (%)
EV 848.98+41.68 3990+2306 4.78+2.75 9.76+1.6%
CpACT-OVExp Not measured 3248+2129 Not measured 10.42+2.01%
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A | - EVline
5.0E3 —— CYP88L2 OVExp line

A5E3 = CYP88L7 OVExp line
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B Molecular formula: C3,H,,0-
Hydroxyl  Carbonyl Double-bond  Acetyl
4 3 3 0

Molecular formula: C;,H5,05
Hydroxyl  Carbonyl  Double-bond  Acetyl
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