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Supplementary Figure 1: Light microscopy image of the Robbea hypermnestra nematode
Representative light micrograph of the habitus of R. hypermnestra under incident light.
Arrowhead (close to the anterior end of the nematode) indicates onset of the ectosymbiotic
coat. Scale bar is 100 µm.

Supplementary Figure 2: Ultrastructural and morphometric analysis of Rhs, Los, and E. coli.
cells
(a-d) Representative scanning electron micrographs of representative cells of sequential
stages of division from left to right. (a) a non-dividing cell, (b) proximally invaginated cell, (c)
proximally and distally invaginated cell, and (d) cell with both poles deeply invaginated.
Single cells were oriented, so that the proximal (nematode-attached) pole points downward
and all cells were recorded at the same magnification. The results are representative of a
minimum of 10 independent experiments. Scale bar is 1 µm.
(e-j) Cell area plotted against either length of (e) Rhs, (f) Los or (g) E. coli cells or width of (h)
Rhs, (i) Los or (j) E. coli cells. Rhs and Los show, unlike E. coli, no significant correlation
between length and cell area. Both Rhs and Los show direct correlation between cell width
and cell area, whilst E. coli shows none. Regression line and R² values of the simple linear
regression analysis are shown for each plot. The results are representative of a minimum of
five independent experiments.

Supplementary Figure 3: Western Blots of Rhs protein extracts
(a) Rhs protein extracts were probed with a commercially available sheep polyclonal anti-E.
coli K88 fimbrial subunit ab/FaeG antibody and with the secondary antibody only as negative
control (neg. con.). (b) Rhs protein extracts were probed with a rabbit polyclonal anti-E. coli
FtsZ antibody and with the secondary antibody only as negative control (neg. con.). Numbers
indicate apparent MW expressed in kDa. Western blots were performed in triplicates.

Supplementary Figure 4: Anti-fimbriae antibody fluorescence profile of Rhs cells and
fimbriae/FtsZ co-staining
(a-b) Symbiont cells were sorted according to their width with the thinnest cells positioned
on the left and the widest (dividing) cells on the right (n = 803). Each cell is represented as a
pixel-wide bar whose length corresponds to the long axis of the cell and that is oriented such
that the proximal cell pole is down and the distal up. In the map of profiles, the intensity of
the pink colour is linearly equivalent to the width of the cells. The increase in colour intensity
from left to right corresponds to the widening of the cells. The red colour corresponds to the
integrated amount of the fimbrial signal in the cells.
(c-f) Representative epifluorescence micrographs of Rhs cells ordered from early to late cell
cycle stages (from left to right). Single cells were oriented, so that the proximal (nematodeattached) pole points downward. FtsZ is stained in green, the fimbriae in red. The results are
representative of a minimum of four independent experiments. Scale bar is 1 µm.

Supplementary Figure 5 FtsZ localization pattern in non-dividing Rhs cells
Bright field images overlie epifluorescence images of 31 Rhs cells (randomly chosen and
aligned) immunostained with antibody anti-FtsZ used for the average fluorescence profile
shown in Figure 2 g (blue line). The results are representative of a minimum of five
independent experiments. Letters and numbers in the images were used for internal
reference. Scale bar is 2 µm.

Supplementary Figure 6 FtsZ localization pattern in proximally invaginated Rhs cells
Bright field images overlie epifluorescence images of 28 Rhs cells (randomly chosen and
aligned) immunostained with antibody anti-FtsZ used for the average fluorescence profile
shown in Figure 2 g (orange line). The results are representative of a minimum of five
independent experiments. Letters and numbers in the images were used for internal
reference. Scale bar is 2 µm.

Supplementary Figure 7 FtsZ localization pattern in Rhs cells with both poles invaginated
Bright field images overlie epifluorescence images of 31 Rhs cells (randomly chosen and
aligned) immunostained with antibody anti-FtsZ used for the average fluorescence profile
shown in Figure 2 g (yellow line). The results are representative of a minimum of five
independent experiments. Letters and numbers in the images were used for internal
reference. Scale bar is 2 µm.

Supplementary Figure 8 FtsZ localization pattern in highly invaginated Rhs cells
Bright field images overlie epifluorescence images of 22 Rhs cells (randomly chosen and
aligned) immunostained with antibody anti-FtsZ used for the average fluorescence profile
shown in Figure 2 g (red line). The results are representative of a minimum of five
independent experiments. Letters and numbers in the images were used for internal
reference. Scale bar is 2 µm.

Supplementary Figure 9 Average fluorescence profiles of Rhs
(a-d) Four individual average fluorescence profiles of Figure 2 g, with the standard error in
5% intervals along the cell length. (e-j) Six individual average fluorescence profiles of Figure 2
h, with the standard error in 5% intervals along the cell length (Note that class 1-4 contain
20% of the cells, whereas class 5 and 6 contain 10% of the cells in the population).

Supplementary Figure 10 3D CLSM images of Rhs FtsZ localization
Three representative cells undergoing early to late stages of division are displayed from left
to right. The lower row of images show the 90° rotated view from the side. The results are
representative of a minimum of three independent experiments. Scale bar is 1 µm.

Supplementary Figure 11 Transversal average fluorescence profiles of Rhs and Los
(a) FtsZ fluorescence plotted against cell width of Rhs cells. The six classes are the same as in
Figure 2 h. FtsZ fluorescence is expressed in relative fluorescence (%) and plotted along the
cell width expressed in percentage.
(b) FtsZ fluorescence plotted against cell width of Los cells. The six classes are the same as in
Figure 2 i. FtsZ fluorescence is expressed in relative fluorescence (%) and plotted along the
cell width expressed in percentage.

Supplementary Figure 12 Full blots (Figure S3A, S3B)

