
UvA-DARE is a service provided by the library of the University of Amsterdam (https://dare.uva.nl)

UvA-DARE (Digital Academic Repository)

Molecular, genetic and evolutionary analysis of a paracentric inversion in
Arabidopsis thaliana

Fransz, P.; Linc, G.; Lee, C.-R.; Alves Aflitos, S.; Lasky, J.R.; Toomajian, C.; Ali, H.; Peters,
J.; van Dam, P.; Ji, X.; Kuzak, M.; Gerats, T.; Schubert, I.; Schneeberger, K.; Colot, V.;
Martienssen, R.; Koornneef, M.; Nordborg, M.; Juenger, T.E.; de Jong, H.; Schranz, M.E.
DOI
10.1111/tpj.13262
Publication date
2016
Document Version
Other version
Published in
Plant Journal

Link to publication

Citation for published version (APA):
Fransz, P., Linc, G., Lee, C.-R., Alves Aflitos, S., Lasky, J. R., Toomajian, C., Ali, H., Peters,
J., van Dam, P., Ji, X., Kuzak, M., Gerats, T., Schubert, I., Schneeberger, K., Colot, V.,
Martienssen, R., Koornneef, M., Nordborg, M., Juenger, T. E., ... Schranz, M. E. (2016).
Molecular, genetic and evolutionary analysis of a paracentric inversion in Arabidopsis
thaliana. Plant Journal, 88(2), 159-178. https://doi.org/10.1111/tpj.13262

General rights
It is not permitted to download or to forward/distribute the text or part of it without the consent of the author(s)
and/or copyright holder(s), other than for strictly personal, individual use, unless the work is under an open
content license (like Creative Commons).

Disclaimer/Complaints regulations
If you believe that digital publication of certain material infringes any of your rights or (privacy) interests, please
let the Library know, stating your reasons. In case of a legitimate complaint, the Library will make the material
inaccessible and/or remove it from the website. Please Ask the Library: https://uba.uva.nl/en/contact, or a letter
to: Library of the University of Amsterdam, Secretariat, P.O. Box 19185, 1000 GD Amsterdam, The Netherlands.
You will be contacted as soon as possible.

Download date:16 Oct 2026

https://doi.org/10.1111/tpj.13262
https://handle.uba.uva.nl/personal/pure/en/publications/molecular-genetic-and-evolutionary-analysis-of-a-paracentric-inversion-in-arabidopsis-thaliana(6135cd72-d481-4129-8e91-0b9038ffec07).html
https://doi.org/10.1111/tpj.13262


 accession F9H3 SD F9H3/F4C21 SD F4C21 SD F9H3 SD

in % overlap in % in % 32K region in % 
WS 88.7 5.7 41.3 3.9 144.6 4.3 0 0
Col 89.1 6.1 37.1 6.1 140.0 4.9 0 0
C24 92.4 2.9 35.1 2.2 134.8 3.4 31.5 2.7
Ler 104.4 3.8 41.9 3.8 129.6 3.8 34.9 4.5

S2 Table. Estimated molecular lengths in kb based on fiber-FISH analysis (n = 20 - 
30 per accession)

The molecular length in kb is based on the measured physical length (in mm) multiplied by 3.27, 
which is the compaction factor for extended DNA fibers (Fransz et al., 1996) 


