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Fotul _Tu67_1 CGTCCTTCTTCCTCTCACAAATAC- - - ------ TATATGAG AC------ TACTTTA- TCAAACTTCTCCTACATATT- - - - TACAAC- CATATAAATCT
Fol ag_002_2 CGTCCTTCCTCCTCTCACAAATAC- - - - - - - - - CATATGAG AC------ TACTTTA- TCAAACTTCTCCGACATATT- - - - TACGAC- TATATAAATCT
Focuc_037_1 CGTCCTTCCTCCTCTCACCAATAC- - ------- TATATGAG AC-- - - - - TACTTTA- TCAAACTTCTCCTCCGTATT- - - - TACAAC- TATATAAATCT
Fomin_012_1 CGITCCTTCCTCCTCTCACCAATAC- - - - - - - - - TATATGAG AC-- - - - - TACTTTA- TCAAACTTCTCCTCCGTATT- - - - TACAAC- TATATAAATCT
Fol uf _001_3 CGTCCTTCCTCCTCTCACCAATAC- - - - - - - - - TATATGAG AC-- - - - - TACTTTA- TCAAACTTCTCCTCCGTATT- - - - TACAAC- TATATAAATCT
Fom n_013_2 CGTCCTTCCTCCTCTCACCAATAC- - - ------ TATATGAG AC------ TACTTTA- TCAAACTTCTCCTCCGTATT- - - - TACAAC- TATATAAATCT
Fom n_001_2 CGTCCTTCCTCCTCTCACCAATAC- - - ------ TATATGAG AC------ TACTTTA- TCAAACTTCTCCTCCGTATT- - - - TACAAC- TATATAAATCT
Fom n_004_2 CGTCCTTCCTCCTCTCACCAATAC- - - - - - - - - TATATGAG AC-- - - - - TACTTTA- TCAAACTTCTCCTCCGTATT- - - - TACAAC- TATATAAATCT
Fom n_005_2 CGTCCTTCCTCCTCTCACCAATAC- - ------- TATATGAG AC-- - - - - TACTTTA- TCAAACTTCTCCTCCGTATT- - - - TACAAC- TATATAAATCT
Fom n_006_2 CGTCCTTCCTCCTCTCACCAATAC- - - - - - - - - TATATGAG AC-- - - - - TACTTTA- TCAAACTTCTCCTCCGTATT- - - - TACAAC- TATATAAATCT
Fom n_016_2 - GTCCTTCCTCCTCTCACCAATAC- - - - - - - - - TATATGAG AC-- - - - - TACTTTA- TCAAACTTCTCCTCCGTATT- - - - TACAAC- TATATAAATCT
Forcu_016_2 - GTCCTTCCTCCTCTCACCAATAC- - ----- - - TATATGAG AC------ TACTTTA- TCAAACTTCTCCTCCGTATT- - - - TACAAC- TATATAAATCT
Forcu_024_2 - GTCCTTCCTCCTCTCACCAATAG- - ----- - - TATATGAG AC------ TACTTTA- TCAAACTTCTCCTCCGTATT- - - - TACAAC- TATATAAATCT
Forcu_031_1 - GTCCTTCCTCCTCTCACCAATAC- - - - - - - - - TATATGAG AC-- - - - - TACTTTA- TCAAACTTCTCCTCCGTATT- - - - TACAAC- TATATAAATCT
Fol uf _001_2 ATACATAAATCCTCTCGTAAACAG- - ------- TGTATTAA- AG-- - - - - TTTTTTA- TTAAAATTCTTCTATGTAAT- - - - TATAAC- TA- - - AAATCC
Fol uf _002_2 ATACATAAATCCTCTCGTAAACAC- - - - - - - - - TGTATTAA-AC-- - - - - TTTTTTA- TTAAAATTCTTCTATGTAAT- - - - TATAAC- TA- - - AAATCC
Fol uf _001_1  ----------nn-- AAGTAGATGT- - ------- CACATTAG AC------ TGCGTTATTATTGCTTCTATTATATACT- - - - TACGAC- TATATTAGTCG
Fol uf _002_1 --------------- AGTAGATGT- - - - - - - - - CACATTAG AC-- - - - - TGCGTTATTATTGCTTCTATTATATACT- - - - TACGAC- TATATTAGTCG
Fom n_009 ATTAGT GGGGT CTCAGGTAGGT TAGCT AAGT GCCGGCCGGGAAT TCGCCAGGCT TTCACTAAAAGT AACGCCCGTAAAGT GACGCAAC- - - TGTTCCTC

Fom n_011 ATTAGT GGEGT CTCAGGTAGGT TAGCT AAGT GCCGGCCGGGAAT TCGCCAGGCT TTCACTAAAAGT AACGCCCGTAAAGT GACGCAAC- TGT - - - - - - - -

Fopi S_HDV247_0 - - - - CGGCTTCGACATCGAGAAGG: - - - - - - - - - ACTCGGA- GC- - - - - - GGCGATGGGTCTGCAGATTGT GCAT- - - - - - - TGAAA- - - GGAACAGECC
Fopi s _HDV247_1 - TACATTCACCCACCCTAGTATAT- - ------- CATGIGTA- GCAGCAAGT TCAGTCTAAAAATTTTGIT CAAAGTATA- - - - AAGAGCTTACACTAAGTG
Fopi s_HDV247_2 - TACATTCACCCACCCTAGTATAT- - - - - - - - - CATGTGTA- GCAGCAAGTACAGTGTAAAGT TTTTGTCAAAGTATA- - - - AAGAGCTTACACTAAGTG
Fotul _TuB7_0  =--------cmcmcicmcecceccccccccceccmcmcnoncmc-cmcc—-em-e--em=e==o==~- ATCCACT- - - - TG - - G CCTATTGGTCT
Forap_PHW15  ------ TTCTCCTCAAGGAAACAG- -------- CACATTGA- ACTACCGGTACTTTATTAATACTTCCCTTACATACT- - - - TGCAAC- TATATTAGTCC
Forcu_016_1 CTTTCTTTCTCCACAAGTAAACAC- - - - - - - - - CACATTGA-AC------ TGCTTTACTTCTACTTCTCTTATATATT- - - - TGCAGC- TATATTAGACC
Fom n_016_1 CTTTCTTTCTCCACAAGTAAACAC- - - ----- - CACATTGA-AC------ TGCTTTACTTCTACTTCTCTTATATATT- - - - TGCAGC- TATATTAGACC
Fom n_006_1 CTTTCTTTCTCCACAAGTAAACAC- - - - - - - - - CACATTGA- AG-- - - - - TGCTTTACTTCTACTTCTCTTATATATT- - - - TGCAGC- TATATTAGACC
Fom n_001_1 - TTTCTTTCTCCACAAGTAAACAC- - - ---- - - CACATTGA- AG-- - - - - TGCTTTACTTCTACTTCTCTTATATATT- - - - TGCAGC- TATATTAGACC
Fom n_004_1 - TTTCTTTCTCCACAAGTAAACAC- - ------- CACATTGA- AG-- - - - - TGCTTTACTTCTACTTCTCTTATATATT- - - - TGCAGC- TATATTAGACC
Fom n_005_1 - TTTCTTTCTCCACAAGTAAACAC- - ----- - - CACATTGA- AG-- - - - - TGCTTTACTTCTACTTCTCTTATATATT- - - - TGCAGC- TATATTAGACC
Fom n_013_1 - TTTCTTTCTCCACAAGTAAACAC- - - ---- - - CACATTGA-AC------ TGCTTTACTTCTACTTCTCTTATATATT- - - - TGCAGC- TATATTAGACC
Forcu_024_1 - TTTCTTTCTCCACAAGTAAACAC- - - ------ CACATTGA-AC------ TGCTTTACTTCTACTTCTCTTATATATT- - - - TGCAGC- TATATTAGACC
Foni v_005 - TTTCTTTCTCCACAAGTAAACAC- - - - - - - - - CACATTGA- AG-- - - - - TGCTTTACTTCTACTTCTCTTATATATT- - - - TGCAGC- TATATTAGACC
Foni v_010 CTTTCTTTCTCCACAAGTAAACAC- - - ------ CACATTGA- AG-- - - - - TGCTTTACTTCTACTTCTCTTATATATT- - - - TGCAGC- TATATTAGACC
Foni v_020 CTTTCTTTCTCCACAAGTAAACAC- - ------- CACATTGA- AG-- - - - - TGCTTTACTTCTACTTCTCTTATATATT- - - - TGCAGC- TATATTAGACC
Fol uf _002_0 CTTTCTTTCTCCACAAGTAAACAC- - ------- CACATTGA- AG-- - - - - TGCTTTACTTCTACTTCTCTTATATATT- - - - TGCAGC- TATATTAGACC
Formom 001 CTTTCTTTCTCCACAAGTAAACAC- - - - - - - - - CACATTGA-AC------ TGCTTTACTTCTACTTCTCTTATATATT- - - - TGCAGC- TATATTAGACC
Fol uf _001_0 - TTTCTTTCTCCACAAGTAAACAC- - ------- CACATTGA-AC------ TGCTTTACTTCTACTTCTCTTATATATT- - - - TGCAGC- TATATTAGACC
Fonom 004 - TTTCTTTCTCCACAAGTAAACAC- - - - - - - - - CACATTGA- AG-- - - - - TGCTTTACTTCTACTTCTCTTATATATT- - - - TGCAGC- TATATTAGACC
Fol ag_002_1 CTTTCTTTCTCCACAAGTAAACAC- - - ------ CACATTGA- AG-- - - - - TGCTTTACTTCTACTTCTCTTATATATT- - - - TGCAGC- TATATTAGACC
Foni v_015 CTTTCTTTCTCCACAAGTAAACAC- - ------- CACATTGA- AG-- - - - - TGCTTTACTTCTACTTCTCTTATATATT- - - - TGCAGC- TATATTAGACC
Foni v_021 CTTTCTTTCTCCACAAGTAAACAC- - - ------ CACATTGA- AG-- - - - - TGCTTTACTTCTACTTCTCTTATATATT- - - - TGCAGC- TATATTAGACC
Foni v_037 CTTTCTTTCTCCACAAGTAAACAC- - - - - - - - - CACATTGA-AC------ TGCTTTACTTCTACTTCTCTTATATATT- - - - TGCAGC- TATATTAGACC
Focuc_011 - TTTCTTTCTCCACAAGTAAACAC- - ------- CACATTGA-AC------ TGCTTTACTTCTACTTCTCTTATATATT- - - - TGCAGC- TATATTAGACC
Focuc_035 - TTTCTTTCTCCACAAGTAAACAC- - - - - - - - - CACATTGA- AG-- - - - - TGCTTTACTTCTACTTCTCTTATATATT- - - - TGCAGC- TATATTAGACC
Focuc_037_0 - TTTCTTTCTCCACAAGTAAACAC- - - - - - - - - CACATTGA- AG-- - - - - TGCTTTACTTCTACTTCTCTTATATATT- - - - TGCAGC- TATATTAGACC
Focuc_001 CTTTCTTTCTCCACAAGTAAACAC- - ------- CACATTGA- AG-- - - - - TGCTTTACTTCTACTTCTCTTATATATT- - - - TGCAGC- TATATTAGACC
Focuc_013 CTTTCTTTCTCCACAAGTAAACAC- - - ------ CACATTGA- AG-- - - - - TGCTTTACTTCTACTTCTCTTATATATT- - - - TGCAGC- TATATTAGACC
Focuc_015 CTTTCTTTCTCCACAAGTAAACAC- - - - - - - - - CACATTGA-AC------ TGCTTTACTTCTACTTCTCTTATATATT- - - - TGCAGC- TATATTAGACC
Fol ag_001 - TTTCTTTCTCCACAAGTAAACAC- - ------- CACATTGA-AC------ TGCTTTACTTCTACTTCTCTTATATATT- - - - TGCAGC- TATATTAGACC
Fol ag_005_1 - TTTCTTTCTCCACAAGTAAACAC- - - - - - - - - CACATTGA- AG-- - - - - TGCTTTACTTCTACTTCTCTTATATATT- - - - TGCAGC- TATATTAGACC
Foni v_002 - TTTCTTTCTCCACAAGTAAACAC- - - - - - - - - CACATTGA- AG-- - - - - TGCTTTACTTCTACTTCTCTTATATATT- - - - TGCAGC- TATATTAGACC
Foni v_013 - TTTCTTTCTCCACAAGTAAACAC- - ------ - CACATTGA- AG-- - - - - TGCTTTACTTCTACTTCTCTTATATATT- - - - TGCAGC- TATATTAGACC
Foni v_019 - TTTCTTTCTCCACAAGTAAACAC- - ----- - - CACATTGA- AG-- - - - - TGCTTTACTTCTACTTCTCTTATATATT- - - - TGCAGC- TATATTAGACC
Focuc_018 - TTTCTTTCTCCACAAGTAAACAC- - - ---- - - CACATTGA-AC------ TGCTTTACTTCTACTTCTCTTATATATT- - - - TGCAGC- TATATTAGACC
Focuc_021 - TTTCTTTCTCCACAAGTAAACAC- - - ------ CACATTGA-AC------ TGCTTTACTTCTACTTCTCTTATATATT- - - - TGCAGC- TATATTAGACC
Focuc_030 CTTTCTTTCTCCACAAGTAAACAC- - - - - - - - - CACATTGA- AG-- - - - - TGCTTTACTTCTACTTCTCTTATATATT- - - - TGCAGC- TATATTAGACC
Fol ag_002_0 - - AACACGGCCGGTACATAAACAC- - - AGCCAGCACATAAACAC- - - - - - AGCCGGCACATAAAC- - - - - - ACATACT- - - - TGCAAC- TATATTAGTCC
Fol ag_004 - - AACACGGCCGGTACATAAACAC- - - AGCCAGCACATAAACAC- - - - - - AGCCGGCACATAAAC- - - - - - ACATACT- - - - TGCAAC- TATATTAGTCC
Fol ag_005_0 - - - ACACGGCCGGTACATAAACAC- - - AGCCAGCACATAAACAC: - - - - - AGCCGGCACATAAAC- - - - - - ACATACT- - - - TGCAAC- TATATTAGTCC
Forcu_031_0  -------- GCCGGCACATAAACAT- - - AGCCGGCACATAAACAC- - - - - - AGCCGGCACACAAACACATACCGGTACT- - - - TGCAAC- TATATTAGTCC
Forcu_024_0  -------- GCCGGCACATAAACAT- - - AGCCGGCACATAAACAC- - - - - - AGCCGGCACACAAACACATACCGGTACT- - - - TGCAAC- TATATTAGTCC
Forcu_016_ 0  -------- GCCGGCACATAAACAT- - - AGCCGGCACATAAACAC- - - - - - AGCCGGCACACAAACACATACCGGTACT- - - - TGCAAC- TATATTAGTCC
Fomn_016 0  -------- GCCGGCACATAAACAT- - - AGCCGGCACATAAACAC: - - - - - AGCCGGCACACAAACACATACCGGTACT- - - - TGCAAC- TATATTAGICC
Fom n_005.0  -------- GCCGGCACATAAACAT- - - AGCCGGCACATAAACAC: - - - - - AGCCGGCACACAAACACATACCGGTACT- - - - TGCAAC- TATATTAGICC
Fomn_001.0  --------- CCGGCACATAAACAT- - - AGCCGGCACATAAACAC: - - - - - AGCCGGCACACAAACACATACCGGTACT- - - - TGCAAC- TATATTAGICC
Fom n_004. 0  --------- CCGGCACATAAACAT- - - AGCCGECACATAAACAG: - - - - - AGCCGGCACACAAACACATACCGGTACT- - - - TGCAAC- TATATTAGTICC
Fom n_006_ 0  --------- CCGGCACATAAACAT- - - AGCCGGCACATAAACAG- - - - - - AGCCGGCACACAAACACATACCGGTACT- - - - TGCAAC- TATATTAGTCC
Fomn_012 0  --------- CCGGCACATAAACAT- - - AGCCGGCACATAAACAG- - - - - - AGCCGGCACACAAACACATACCGGTACT- - - - TGCAAC- TATATTAGTCC
Fomn_013. 0  --------- CCGGCACATAAACAT- - - AGCCGGCACATAAACAC- - - - - - AGCCGGCACACAAACACATACCGGTACT- - - - TGCAAC- TATATTAGTCC
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Fotul _Tu67_1  GGACCTCCTCTT----=-=<-«--=-- TCTATGCTCTT- - CGTTCC- - - - - - - - - ACACCATTTCTCAG- TOGTATCAATTTCA: - - - - - TTAAATCTTC
Fol ag_002_2 GGATCTCCTCTCTT- - < - =< - == - = - - TCTATGCTCTT- - CGITCOC- - - - - - - - - ACACCATTTCTAAG TOGTACCAATTTCA: - - - - - TTAAGICTTC
Focuc_037_1 GGATCTCCTCTCTT- - - - =< - = - - = - - TCTTTGCTCTT- - CGTTCC - - - - - - - - ACACCATTTCTAAG TOGTATCAATTTCA: - - - - - TTAAGICTTC
Fom n_012”1 GGATCTCCTCTCTT- - - - < - = - - = - - TCTTTGCTCTT- - CGITCG - - - - - - - - ACACCATTTCTAAG TCGTATCAATTTCA: - - - - - TTAAGICTTC
Fol uf 0013 GGATCTCCTCTCTT- - -« === === - TCTTTGCTCTT- - CGTTCC - - - - - - - - ACACCATTTCTAAG TCGTATCAATTTCA: - - - - - TTAAGICTTC
Fori n_013_2 GGATCTCCTCTCTT- - < - =< - <= - = - - TCTTTGCTCTT- - CGITCC- - - - - - - - - ACACCATTTCTAAG TOGTATCAATTTCA: - - - - - TTAAGICTTC
Fori n_001_2 GGATCTCCTCTCTT- - = - =< - == - = - - TCTTTGCTCTT- - CGITCC- - - - - - - - - ACACCATTTCTAAG TOGTATCAATTTCA: - - - - - TTAAGICTTC
Foni n_004_2 GGATCTCCTCTCTT- - < - =< - = - - = - - TCTTTGCTCTT- - CGITCOC- - - - - - - - - ACACCATTTCTAAG TOGTATCAATTTCA: - - - - - TTAAGICTTC
Foml n_005_2 GGATCTCCTCTCTT- - - - =< - = - - = - - TCTTTGCTCTT- - CGITCOC - - - - - - - - ACACCATTTCTAAG TOGTATCAATTTCA: - - - - - TTAAGICTTC
Form n_006_2 GGATCTCCTCTCTT- - = - - < - = - - = - - TCTTTGCTCTT- - CGITCG - - - - - - - - ACACCATTTCTAAG TCGTATCAATTTCA: - - - - - TTAAGICTTC
Fom n_016_2 GGATCTCCTCTCTT- -« === === - TCTTTGCTCTT- - CGTTCC - - - - - - - - ACACCATTTCTAAG TCGTATCAATTTCA: - - - - - TTAAGICTTC
For cu_016_2 GGATCTCCTCTCTT- - < - =< - == - = - - TCTTTGCTCTT- - CGITCC- - - - - - - - - ACACCATTTCTAAG TOGTATCAATTTCA: - - - - - TTAAGICTTC
For cu_024_2 GGATCTCCTCTCTT- - = - =< - == - = - - TCTTTGCTCTT- - CGITCC- - - - - - - - - ACACCATTTCTAAG TOGTATCAATTTCA: - - - - - TTAAGICTTC
For cu_031_1 GGATCTCCTCTCTT- - = - =< - == - = - - TCTTTGCTCTT- - CGITCOC- - - - - - - - - ACACCATTTCTAAG- TOGTATCAATTTCA: - - - - - TTAAGICTTC
Fol uf 001”2 TGATOCCATCTOCT- - < - = - = - - - - - TCCTTACCCTC- - CTCTCT- - - - - - - - - ATACCCTTTTCAAA- TOOCTCCATCCTCG - - - - - TTAAATCTTA
Fol uf ~002_2 TGATCCCATCTOCT- - - - -« -« - - - - - TCCTTACCCTC- - CTCTCT- - - - - - - - - ATACCCTTTTCAAA- TCOCTCCATCCTCG - - - - - TTAAATCTTA
Fol uf _001_1 ATATCCCATCTTCTTGTCCCATCTCOCTCTTTTCTCTT- - GITTTC - - - - - - - - ACAGCATTACCAAA- CTACACCATCCTCG: - - - - - TTGAAGCTTC
Fol uf 0021 ATATCOCATCTTCTTGTCOCATCTCCCTCTTTTCTCTT- - GITTTG - - - - - - - - ACAGCATTACCAAA- CTACACCATCCTCG - - - - - TTGAAGCTTC
FOM NZ009"  <-ms-mommmeemamaeoaoon TCTTTCCTCTT- - TTTOOC- - - - = - == - - - - CCTTGGCTTAG- ACAGGGCAAT CTAAGGCACCCCACTGTTAC
Fom n_011 ----- TGCTCTCTT- - - =< === e e m e e - - TOCT- - CTTTTT------ - -- COCCCTTGGCTTAG ACAGGGCAATCTAAGGCACCCCACTGTTAC
Fopi s_HDV247_0  GAAGOCOGGCAATG - - - - < - = - - - - - TAGTTGOCAT TGGCACCCAGAACGCT GAACGGCAT CTCT GGGACCACGGAAGCGOCGGAGGAATTAAAGTTTT
Fopi S_HDV247_1 TAATGCOGACAGG: - - - - -« - == - - - CGAGGACGCAT- - GGTGCATGAGOGAAGAGACCTTGTACGRA: - - - - - - - AGCOCCGGAGGAATTAAAGTTTT
Fopi S_HDV247_2 TAATGCOGACAGC: - - - - =< -« - - - - CGAGGACGCAT- - GGTGCATGAGCGAAGAGACCTTGTACGGRA: - - - - - - - AGCOCOGGAGGAATTAAAGTTTT
Fot ul _Tu67_0 e GTACCCTGGTCTGG TCGTG - - =< - =< = - =< wm e mm - e -

For ap_PHWBT5  AGATCCCATATTCT------------- TOCATACTCTT- - CTTTCC - - - - - - - - ACACCCTTTCCAA- - TCOCATCAT,

Forcu_016_1 A ATOCCATCTCCT------------- TCAATTCTCTT- - CTCTQC- - - - - - - - - ACACCCTTTOCNNN- NNNNNNNNNNRE - - - - - - - - - - - - - - - - -

Fom n_016_1  A- ATOCCATCTCCT------------- TCAATTCTCTT- - CTCTQG- - - - - - - - - ACACCCTTTCCTAG TOCCATCAQCCTCA: - - - - - TTGAAGTTTG
Fom n_006_1 A ATOCCATCTCCT------------- TCAATTCTCTT- - CTCTQG- - - - - - - - - ACACCCTTTCCTAG TCCCATCAQCCTCA: - - - - - TTGAAGTTTO
Fom n_001_1 A ATCCCATCTCCT-------=----- TCAATTCTCTT- - CTCTCC- - - - - - - - - ACACCCTTTCCTAG TCCCATCAQCCTCA: - - - - - TTGAAGTTTO
Fom n_004_1 A ATCCCATCTCCT-------=----- TCAATTCTCTT- - CTCTCC- - - - - - - - - ACACCCTTTCCTAG TOCCATCAQCCTCA: - - - - - TTGAAGTTTO
Fom n_005_1 A ATCCCATCTCCT-----=-=----- TCAATTCTCTT- - CTCTCC- - - - - - - - - ACACCCTTTCCTAG- TOOCATCAQCCTCA: - - - - - TTGAAGTTTO
Fom n_013"1 A ATCCCATCTCCT-------=----- TCAATTCTCTT- - CTCTCC- - - - = - - - - ACACCCTTTCCTAG TOOCATCAQCCTCA: - - - - - TTGAAGTTTG
Forcu_024_1 A ATCCCATCTCCT-------=----- TCAATTCTCTT- - CTCTQG- - - - - - - - - ACACCCTTTCCTAG TOOCATCAQCCTCA: - - - - - TTGAAGTTTO
Foni v_005~ A ATCCCATCTCCT-------=----- TCAATTCTCTT- - CTCTQG- - - - - - - - - ACACCCTTTCCAAG- TOCCATCAQCCTCA: - - - - - TTGAAGTTTO
Foniv_010 A ATCCCATCTCCT------------- TCAATTCTCTT- - CTCTCC- - - - - - - - - ACACCCTTTCCAAG TCCCATCAQCCTCA: - - - - - TTGAAGTTTO
Foniv_020 A ATCCCATCTCCT-------=----- TCAATTCTCTT- - CTCTCC- - - - - - - - - ACACCCTTTCCAAG- TOCCATCAQCCTCA: - - - - - TTGAAGTTTO
Fol uf Z002_0 A ATCCCATCTCCT-------=----- TCAATTCTCTT- - CTCTCC- - - - - - - - - ACACCCTTTCCAAG- TOOCATCAQCCTCA: - - - - - TTGAAGTTTO
Forom 001~ A- ATOCCATCTCCT-- - --<-=----- TCAATTCTCTT- - CTCTCC- - - - = - - - - ACACCCTTTCCAAG- TOOCATCAQCCTCA: - - - - - TTGAAGTTTG
Foluf _001_0 A ATOCCATCTCCT-------=----- TCAATTCTCTT- - CTCTQG- - - - - - - - - ACACCCTTTCCAAG- TOCCATCAQCCTCA: - - - - - TTGAAGTTTO
Formom 004~ A ATCCCATCTCCT- - - -« -=----- TCAATTCTCTT- - CTCTQG- - - - - - - - - ACACCCTTTCCAAG- TOCCATCAQCCTCA: - - - - - TTGAAGTTTO
Folag_002_1 A ATCCCATCTCCT------------- TCAATTCTCTT- - CTCTCC- - - - - - - - - ACACCCTTTCCAAG TCCCATCAQCCTCA: - - - - - TTGAAGTTTO
Foniv_015~ A ATCCCATCTCCT-------=----- TCAATTCTCTT- - CTCTCC- - - - - - - - - ACACCCTTTCCAAG TOCCATCAQCCTCA: - - - - - TTGAAGTTTO
Foniv_021 A ATOCCATCTCCT-------=----- TCAATTCTCTT- - CTCTCC- - - - - - - - - ACACCCTTTCCAAG- TOOCATCAQCCTCA: - - - - - TTGAAGTTTO
Foniv_037 A ATOCCATCTCCT------------- TCAATTCTCTT- - CTCTCC- - - - = - - - - ACACCCTTTCCAAG- TOOCATCAQCCTCA: - - - - - TTGAAGTTTG
Focuc_011 A ATOCCATCTCCT-------=----- TCAATTCTCTT- - CTCTQG- - - - - - - - - ACACCCTTTCCAAG- TOOCATCAQCCTCA: - - - - - TTGAAGTTTO
Focuc_035 A ATCCCATCTCCT-------=----- TCAATTCTCTT- - CTCTQG- - - - - - - - - ACACCCTTTCCAAG- TOCCATCAQCCTCA: - - - - - TTGAAGTTTO
Focuc_037_0 A ATCCCATCTCCT------------- TCAATTCTCTT- - CTCTCC- - - - - - - - - ACACCCTTTCCAAG TCCCATCAQCCTCA: - - - - - TTGAAGTTTO
Focuc_001~ A ATCCCATCTCCT-------=----- TCAATTCTCTT- - CTCTCC- - - - - - - - - ACACCCTTTCCAAG- TOCCATCAQCCTCA: - - - - - TTGAAGTTTO
Focuc_013 A ATCCCATCTCCT-------=----- TCAATTCTCTT- - CTCTCC- - - - = - - - - ACACCCTTTCCAAG- TOOCATCAQCCTCA: - - - - - TTGAAGTTTO
Focuc_015 A ATOCCATCTCCT-------=----- TCAATTCTCTT- - CTCTCC- - - - = - - - - ACACCCTTTCCAAG- TOOCATCAQCCTCA: - - - - - TTGAAGTTTO
Folag—001 A ATOCCATCTCCT------------- TCAATTCTCTT- - CTCTQG- - - - - - - - - ACACCCTTTCCAAG- TOOCATCAQCCTCA: - - - - - TTGAAGTTTO
Fol ag_005_1 A ATOCCATCTCCT-- - ---------- TCAATTCTCTT- - CTCTQG- - - - - - - - - ACACCCTTTCCAAG- TOCCATCAQCCTCA: - - - - - TTGAAGTTTO
Foni v_002 - - TCAATTCTCTT- - CTCTCC- - - - - - - - - ACACCCTTTCCAAG- TCCCATCAQ -- TTGAAGTTTO
Foni v_013 - - TCAATTCTCTT- - CTCTCC- - - - - - - - - ACACCCTTTCCAAG- TCOCATCAQ - - TTGAAGTTTO
Foniv_019 A ATCCCATCTCCT-------=----- TCAATTCTCTT- - CTCTCC- - - - = - - - - ACACCCTTTCCAAG- TOOCATCAQCCTCA: - - - - - TTGAAGTTTO
Focuc_018 A ATOCCATCTCCT------------- TCAATTCTCTT- - CTCTQC- - - - - - - - - ACACCCTTTCCAAG- TOOCATCAQCCTCA: - - - - - TTGAAGTTTG
Focuc_021 A ATOCCATCTCCT-------=----- TCAATTCTCTT- - CTCTQG- - - - - - - - - ACACCCTTTCCAAG- TOOCATCAQCCTCA: - - - - - TTGAAGTTTO
Focuc_030 A ATCCCATCTCCT- - - --=----- TCAATTCTCTT- - CTCTQG- - - - - - - - - ACACCCTTTCCAAG- TOCCATCAQCCTCA: - - - - - TTGAAGTTTO
Fol ag—002_0  AGGTCCCATCTCCT------------- TCAATTCTCCT- - CTTTCC- - - - - - - - - ACACCCTTTCCAAG TCCCATCAQCCTCA: - - - - - TTGAAGTTTO
Fol ag—004~ AGGTCCCATCTCCT------------- TCAATTCTCCT- - CTTTCC - - - - - - - - ACACCCTTTCCAAG- TOCCATCAQCCTCA: - - - - - TTGAAGTTTO
Fol ag—005_0  AGGTCCCATCTCCT------------- TCAATTCTCCT- - CTTTCC- - - - - - - - - ACACCCTTTCCAAG- TOOCATCAQCCTCA: - - - - - TTGAAGTTTO
Forcu 0310  AGATOCCATCTCCT-------=----- TCAATTCTCCT- - CTTTCC- - - - - - - - - ACACCCTTTCCAAG- TOOCATCAQCCTCA: - - - - - TTGAAATTTO
Forcu 0240  AGATOCCATCTCCT------------- TCAATTCTCCT- - CTTTCG - - - - - - - - ACACCCTTTCCAAG- TOOCATCAQCCTCA: - - - - - TTGAAATTTG
Forcu 016 0  AGATOCCATCTCCT------------- TCAATTCTCCT- - CTTTCG - - - - - - - - ACACCCTTTCCAAG- TOCCATCAQCCTCA: - - - - - TTGAAATTTO
Fom n_016_ 0  AGATOCCATCTCCT-------=----- TCAATTCTCCT- - CTTTCG - - - - - - - - ACACCCTTTCCAAG TCCCATCAQCCTCA: - - - - - TTGAAATTTO
Fom n_005_0  AGATCCCATCTCCT-------=----- TCAATTCTCCT- - CTTTCC - - - - - - - - ACACCCTTTCCAAG- TOCCATCAQCCTCA: - - - - - TTGAAATTTO
Fom n_001_0  AGATCCCATCTCCT-------=----- TCAATTCTCCT- - CTTTCC- - - - - - - - - ACACCCTTTCCAAG- TOOCATCAQCCTCA: - - - - - TTGAAATTTO
Fom n_0040  AGATOCCATCTCCT------------- TCAATTCTCCT- - CTTTCC - - - - - - - - ACACCCTTTCCAAG- TOOCATCAQCCTCA: - - - - - TTGAAATTTO
Fom n_006_0  AGATOCCATCTCCT------------- TCAATTCTCCT- - CTTTQG - - - - - - - - ACACCCTTTCCAAG- TOOCATCAQCCTCA: - - - - - TTGAAATTTO
Fom n_012°0  AGATCCCATCTCCT- - ----------- TCAATTCTCCT- - CTTTCG - - - - - - - - ACACCCTTTCCAAG- TOCCATCAQCCTCA: - - - - - TTGAAATTTO
Fom n_013°0  AGATCCCATCTCCT-- - ---=----- TCAATTCTCCT- - CTTTCG - - - - - - - - ACACCCTTTCCAAG- TCOCATCAJCCTCA: - - - - - TTGAAATTTO
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Fotul _Tu67_1 AACATGAAATTCCTTACTGICC- - - - TCGCCTTTGICTTTACT- - - - GGCCTGECCCTAG - - - - - === - == -=----- CTACCAAGCCTGACCCACCTGG
Fol ag_002_2 AACATGAGATGCCTTACTGICC- - - - TCGCCTTTGICTTTACT- - - - GGCCTGECCCTAG - - - - - - ------=----- CTACCAAGCCTCACCCACCTGG
Focuc_037_1 AACATGAGATGCCTTACTGICC- - - - TCGCCTTTGICTTTACT- - - - GGCCTGECCCTAG - - - -------------- CTACCAAGCCTCACCCACCTGG
Fom n_012_1 AACATGAGATGCCTTACTGICC- - - - TCGCCTTTGICTTTACT- - - - GBGCCTGECCCTAG - - --------------- CTACCAAGCCTCACCCACCTGG
Fol uf _001_3 AACATGAGATGCCTTACTGICC- - - - TCGCCTTTGICTTTACT- - - - GGCCTGECCCTAG - - - - ----=--------- CTACCAAGCCTCACCCACCTGG
Fom n_013_2 AACATGAGATGCCTTACTGICC- - - - TCGCCTTTGICTTTACT- - - - GGCCTGECCCTAG - - - === === === ==~ -~ CTACCAAGCCTCACCCACCTGG
Fom n_001_2 AACATGAGATGCCTTACTGICC- - - - TCGCCTTTGICTTTACT- - - - GGCCTGECCCTAG - - - - - === === - ==~ -~ CTACCAAGCCTCACCCACCTGG
Fom n_004_2 AACATGAGATGCCTTACTGICC- - - - TCGCCTTTGICTTTACT- - - - GGCCTGECCCTAG - - - - - - - ---------- CTACCAAGCCTCACCCACCTGG
Fom n_005_2 AACATGAGATGCCTTACTGICC- - - - TCGCCTTTGICTTTACT- - - - GGCCTGECCCTAG - - --------------- CTACCAAGCCTCACCCACCTGG
Fom n_006_2 AACATGAGATGCCTTACTGICC- - - - TCGCCTTTGICTTTACT- - - - GGCCTGECCCTAG - - - -------------- CTACCAAGCCTCACCCACCTGG
Fom n_016_2 AACATGAGATGCCTTACTGICC- - - - TCGCCTTTGICTTTACT- - - - GGCCTGECCCTAG - - - - ----=--------- CTACCAAGCCTCACCCACCTGG
Forcu_016_2 AACATGAGATGCCTTACTGICC- - - - TCGCCTTTGICTTTACT- - - - GGCCTGECCCTAG - - - == === === ===~ -~ CTACCAAGCCTCACCCACCTGG
Forcu_024_2 AACATGAGATGCCTTACTGICC- - - - TCGCCTTTGICTTTACT- - - - GGCCTGECCCTAG - - - - - === === -=--- -~ CTACCAAGCCTCACCCACCTGG
Forcu_031_1 AACATGAGATGCCTTACTGICC- - - - TCGCCTTTGICTTTACT- - - - GGCCTGECCCTAG - - - - - - ----------- CTACCAAGCCTCACCCACCTGG
Fol uf _001_2 AGCATGAGATTCCTTACTGICC- - - - TCGCCTTTGICTCTACC- - - - GGTCTGECCCTAG - - --------------- CCACCAAGCCAATCCCACGCAA
Fol uf _002_2 AGCATGAGATTCCTTACTGICC- - - - TCGCCTTTGICTCTACC- - - - GGTCTGECCCTAG - - --------------- CCACCAAGCCAATCCCACGCAA
Fol uf _001_1 AACATGAGGITCCTCACTCTCC- - - - TCGCTTTTGITTCTGCG: - - - GCTCTGECGCTAA- - - - - - - - - - - - - - - - - - CCACTAATCCAATCCAACATAA
Fol uf _002_1 AACATGAGGI TCCTCACTCTCC- - - - TCGCTTTTGITTCTGCC- - - - GCTCTGECCCTAA- - - - == == === - - - - - - CCACTAATCCAATCCAACATAA
Form n_009 AACAT- AAAGGCTCCGCTATTTAGAATTCCTTCTATTGCTATTTTAAACTTTAAAAGC- - - - - - - == - - - oo o - - - CCCTTAATTAGCGITTCCTTTG
Fom n_011 AACAT- AAAGGCTCCGCTATTTAGAATTCCTTCTATTGCTATTTTAAACTTTAAAAC- - - - - - - - - - - - o oo - - - CCCTTAATTAGCGITTCCTTTG
Fopi s_HDV247_0 ATTAGTAGCGIG ------------- TCAGCCAGGIC---------- AGCTAAGICCCGG - ---------------- CCGGGAATTCACTCGGCTTTCA
Fopi s_HDV247_1 ATTAGTAGCGIG ------------- TCAGCCAGGIC---------- AGCTAAGICCCCG - ----=--=---=------- CCGGGAATTCACTCGGCTTTCA
Fopi s_HDV247_2 ATTAGTAGGGIC ------------- TCAGGCAGGTIG- - -------- AGCTAAGIGCCGG - - - === =---=-------- CCGGGAATTCACTCGGCTTTCA
Fotul _TUB7_0  -------momomoom oo oo o G ---CCTGTGAG- - - - - - - === mmmm e oo e oo - ACACCAAGCCAATCCAACTTGG
For ap_PHW815 ATGAGATTCCTCACTCTCC- - - - TCGCTTTTGICTCTATC- - - - GCTCTGGCGCTAGCCACCAAGCCAATCCAACCCACCAAGCCAATCCAACTTGG
Forcu_016_1  [f---fF--------mmmommm oo NN- - - - NNNNNNGCGCTGG: - - - - - === === == - - - - CCACCAAGCCAGTCCAACTTGG
Fom n_016_1 GAAATTCCTCACTCTCC- - - - TCGCTTCTGICTCTATC- - - - GCTCTAGCCCTGG - ---------------- CCACCAAGCCAGTCCAACTTGG
Fom n_006_1 GAAATTCCTCACTCTCC- - - - TCGCTTCTGICTCTATC- - - - GCTCTAGCCCTGG - ---------------- CCACCAAGCCAGTCCAACTTGG
Fom n_001_1 GAAATTCCTCACTCTCC- - - - TCGCTTCTGICTCTATC:- - - - GCTCTAGCCCTGG - - - - - == === - === - - - CCACCAAGCCAGTCCAACTTGG
Fom n_004_1 GAAATTCCTCACTCTCGC- - - - TCGCTTCTGICTCTATC- - - - GCTCTAGCGCTGG - - - - === === === -~ -~ CCACCAAGCCAGTCCAACTTGG
Fom n_005_1 GAAATTCCTCACTCTCC- - - - TCGCTTCTGICTCTATC- - - - GCTCTAGCGCTGG - - - - === === === -~ -~ CCACCAAGCCAGTCCAACTTGG
Fom n_013_1 GAAATTCCTCACTCTCC- - - - TCGCTTCTGICTCTATC- - - - GCTCTAGCCCTGG - - - - ------------~- CCACCAAGCCAGTCCAACTTGG
Forcu_024_1 GAAATTCCTCACTCTCC- - - - TCGCTTCTGICTCTATC- - - - GCTCTAGCCCTGG - ---------------~- CCACCAAGCCAGTCCAACTTGG
Foni v_005 GAAATTCCTCACTCTCC- - - - TCGCTTCTGICTCTATC- - - - GCTCTGECCCTGG - - - - - - - == ------ -~ CCACCAAGCCAGTCCAACTTGG
Foni v_010 GAAATTCCTCACTCTCC- - - - TCGCTTCTGICTCTATC:- - - - GCTCTGECCCTGG - - - - - == === === == - - CCACCAAGCCAGTCCAACTTGG
Foni v_020 GAAATTCCTCACTCTCC- - - - TCGCTTCTGICTCTATC- - - - GCTCTGECCCTGG - - - - == === === - - - - - CCACCAAGCCAGTCCAACTTGG
Fol uf _002_0 GAAATTCCTCACTCTCC- - - - TCGCTTCTGICTCTATC- - - - GCTCTGECCCTGG - - - - == === === - - - - - CCACCAAGCCAGTCCAACTTGG
Fonom 001 GAAATTCCTCACTCTCC- - - - TCGCTTCTGICTCTATC- - - - GCTCTGECCCTGG - - - - - - - == ------ -~ CCACCAAGCCAGTCCAACTTGG
Fol uf _001_0 GAAATTCCTCACTCTCC- - - - TCGCTTCTGICTCTATC- - - - GCTCTGECCCTGG - - - - - - - -------- -~ CCACCAAGCCAGTCCAACTTGG
Fonom 004 GAAATTCCTCACTCTCC- - - - TCGCTTCTGICTCTATC:- - - - GCTCTGECCCTGG - - - - ------------- CCACCAAGCCAGTCCAACTTGG
Fol ag_002_1 GAAATTCCTCACTCTCGC- - - - TCGCTTCTGICTCTATC- - - - GCTCTGECCCTGG - - - - - - - ---=------- CCACCAAGCCAGTCCAACTTGG
Foni v_015 GAAATTCCTCACTCTCC- - - - TCGCTTCTGICTCTATC- - - - GCTCTGECCCTGG - - - - === === === - - - - CCACCAAGCCAGTCCAACTTGG
Foni v_021 GAAATTCCTCACTCTCC- - - - TCGCTTCTGICTCTATC- - - - GCTCTGECCCTGG - - - - == === === - - - - - CCACCAAGCCAGTCCAACTTGG
Foni v_037 GAAATTCCTCACTCTCC- - - - TCGCTTCTGICTCTATC- - - - GCTCTGECCCTGG - - - - - - - == ------ -~ CCACCAAGCCAGTCCAACTTGG
Focuc_011 GAAATTCCTCACTCTCC- - - - TCGCTTCTGICTCTATC- - - - GCTCTGECCCTGG - - - - - - - -------- -~ CCACCAAGCCAGTCCAACTTGG
Focuc_035 GAAATTCCTCACTCTCC- - - - TCGCTTCTGICTCTATC:- - - - GCTCTGECCCTGG - - - - - - - == -------- CCACCAAGCCAGTCCAACTTGG
Focuc_037_0 GAAATTCCTCACTCTCC- - - - TCGCTTCTGICTCTATC- - - - GCTCTGECCCTGG - - - - - == === === == - - CCACCAAGCCAGTCCAACTTGG
Focuc_001 GAAATTCCTCACTCTCC- - - - TCGCTTCTGICTCTATC- - - - GCTCTGECCCTGG - - - - == === === - - - - - CCACCAAGCCAGTCCAACTTGG
Focuc_013 GAAATTCCTCACTCTCC- - - - TCGCTTCTGICTCTATC- - - - GCTCTGECCCTGG - - - - == === === - - - - - CCACCAAGCCAGTCCAACTTGG
Focuc_015 GAAATTCCTCACTCTCC- - - - TCGCTTCTGICTCTATC- - - - GCTCTGECCCTGG - - - - - - - == ------ -~ CCACCAAGCCAGTCCAACTTGG
Fol ag_001 GAAATTCCTCACTCTCC- - - - TCGCTTCTGICTCTATC- - - - GCTCTGECCCTGG - - - - - - - == ------ -~ CCACCAAGCCAGTCCAACTTGG
Fol ag_005_1 GAAATTCCTCACTCTCC- - - - TCGCTTCTGICTCTATC:- - - - GCTCTGECCCTGG - - - - - - - == ------ -~ CCACCAAGCCAGTCCAACTTGG
Foni v_002 GAAATTCCTCACTCTCC- - - - TCGCTTCTGICTCTATC- - - - GCTCTGGCCCTGG - - - - - CCACCAAGCCAGT CCAACTTGG
Foni v_013 GAAATTCCTCACTCTCC- - - - TCGCTTCTGICTCTATC- - - - GCTCTGGCCCTGG - - - - - CCACCAAGCCAGICCAACTTGG
Foni v_019 GAAATTCCTCACTCTCC- - - - TCGCTTCTGICTCTATC- - - - GCTCTGECCCTGG - - - - == === === - - - - - CCACCAAGCCAGTCCAACTTGG
Focuc_018 GAAATTCCTCACTCTCC- - - - TCGCTTCTGICTCTATC- - - - GCTCTGECCCTGG - - - - - - === - ----- -~ CCACCAAGCCAGTCCAACTTGG
Focuc_021 GAAATTCCTCACTCTCC- - - - TCGCTTCTGICTCTATC- - - - GCTCTGECCCTGG - - - - ------------~- CCACCAAGCCAGTCCAACTTGG
Focuc_030 GAAATTCCTCACTCTCC- - - - TCGCTTCTGICTCTATC- - - - GCTCTGECCCTGG - - - - ------------- CCACCAAGCCAGTCCAACTTGG
Fol ag_002_0 GAAATTCCTCACTCTCGC- - - - TCGCTTCTGICTCTATC- - - - GCTCTGECCCTGG - - - - == - ---=------- CCACCAAGCCAGTCCAACTTGG
Fol ag_004 GAAATTCCTCACTCTCC- - - - TCGCTTCTGICTCTATC- - - - GCTCTGECCCTGG - - - - == === === - - - - - CCACCAAGCCAGTCCAACTTGG
Fol ag_005_0 GAAATTCCTCACTCTCC- - - - TCGCTTCTGICTCTATC- - - - GCTCTGECCCTGG - - - - === === === - - - - CCACCAAGCCAGTCCAACTTGG
Forcu_031_0 GAAATTCCTCACTCTCC- - - - TCGCTTCTGICTCTATC- - - - GCTCTGECCCTGG - - - - - - - =--=----- -~ CCACCAAGCCAGTCCAACTTGG
Forcu_024_0 GAAATTCCTCACTCTCC- - - - TCGCTTCTGICTCTATC- - - - GCTCTGECCCTGG - - - - - - - - ------- -~ CCACCAAGCCAGTCCAACTTGG
Forcu_016_0 GAAATTCCTCACTCTCC- - - - TCGCTTCTGICTCTATC:- - - - GCTCTGECCCTGG - - - - - - - == ------ -~ CCACCAAGCCAGTCCAACTTGG
Fom n_016_0 GAAATTCCTCACTCTCC- - - - TCGCTTCTGICTCTATC:- - - - GCTCTGECCCTGG - - - - - == === === == - - CCACCAAGCCAGTCCAACTTGG
Fom n_005_0 GAAATTCCTCACTCTCC- - - - TCGCTTCTGICTCTATC- - - - GCTCTGECCCTGG - - - - == === === - - - - - CCACCAAGCCAGTCCAACTTGG
Fom n_001_0 GAAATTCCTCACTCTCC- - - - TCGCTTCTGICTCTATC- - - - GCTCTGECCCTGG - - - - == - === === - - - - CCACCAAGCCAGTCCAACTTGG
Fom n_004_0 GAAATTCCTCACTCTCC- - - - TCGCTTCTGICTCTATC- - - - GCTCTGECCCTGG - - - - - - - == ------ -~ CCACCAAGCCAGTCCAACTTGG
Fom n_006_0 GAAATTCCTCACTCTCC- - - - TCGCTTCTGICTCTATC:- - - - GCTCTGECCCTGG - - - - - - - == -------~- CCACCAAGCCAGTCCAACTTGG
Fom n_012_0 GAAATTCCTCACTCTCC- - - - TCGCTTCTGICTCTATC:- - - - GCTCTGECCCTGG - - - - - - - == -------- CCACCAAGCCAGTCCAACTTGG
Fom n_013_0 GAAATTCCTCACTCTCC- - - - TCGCTTCTGICTCTATC- - - - GCTCTGECECTGG - - - - === == === == - - - CCACCAAGCCAGTCCAACTTGG
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Fotul _Tu67_1
Fol ag_002_2
Focuc_037_1
Fom n_012_1
Fol uf _001_3
Fom n_013_2
Fom n_001_2
Fom n_004_2
Fom n_005_2
Fom n_006_2
Fom n_016_2
Forcu_016_2
Forcu_024_2
Forcu_031_1
Fol uf _001_2
Fol uf _002_2
Fol uf _001_1
Fol uf _002_1
Fom n_009
Fom n_011
Fopi s_HDV247_0
Fopi s_HDV247_1
Fopi s_HDV247_2
Fot ul _Tu67_0
For ap_PHWB15
Forcu_016_1
Fom n_016_1
Fom n_006_1
Fom n_001_1
Fom n_004_1
Fom n_005_1
Fom n_013_1
Forcu_024_1
Foni v_005
Foni v_010
Foni v_020
Fol uf _002_0
Fonom 001
Fol uf _001_0
Fonom 004
Fol ag_002_1
Foni v_015
Foni v_021
Foni v_037
Focuc_011
Focuc_035
Focuc_037_0
Focuc_001
Focuc_013
Focuc_015
Fol ag_001
Fol ag_005_1
Foni v_002
Foni v_013
Foni v_019
Focuc_018
Focuc_021
Focuc_030
Fol ag_002_0
Fol ag_004
Fol ag_005_0
Forcu_031_0
Forcu_024_0
Forcu_016_0
Fom n_016_0
Fom n_005_0
Fom n_001_0
Fom n_004_0
Fom n_006_0
Fom n_012_0
Fom n_013_0

CACTGAGCAAGECGIT- - - - - - - ACTGACTCTTCGCTGGAGCAAAT TGCACGGCATGACGT TGAGAATATAGACT CTGAGT CCGT CCAGTATGT TACAAC
CACTGAGCAAGECCCT- - - - - - - ACTGACTCTTCGCTGGAGCATAT TGCACGCCATGACGT TGAAAATGTAGACT CTGACT CCGT CAAGTATGT TACAAC
CACTGAGCAAGECCCT- - - - - - - ACTGACTCTTCGCTGGAGCATAT TGCACGCCATGACGT TGAGAATGTAGACT CTGACT CCGT CAAGTATGI TACAAC
CACTGAGCAAGECCCT- - - - - - - ACTGACTCTTCGCTGGAGCATAT TGCACGCCATGACGT TGAGAATGTAGACT CTGACT CCGT CAAGTATGT TACAAC
CACTGAGCAAGGECCCT- - - - - - - ACTGACTCTTCGCTGGAGCATATTGCACGCCATGACGT TGAGAATGTAGACT CTGACTCCGT CAAGTATGT TACAAC
CACTGAGCAAGGCCCT- - - - - - - ACTGACT CTTCGCTGGAGCATATTGCACGCCATGACGT TGAGAATGTAGACT CTGACTCCGT CAAGTATGT TACAAC
CACTGAGCAAGECCCT - - - - - - - ACTGACTCTTCGCTGGAGCATATTGCACGCCATGACGT TGAGAATGTAGACT CTGACT CCGT CAAGTATGI TACAAC
CACTGAGCAAGECCCT- - - - - - - ACTGACTCTTCGCTGGAGCATAT TGCACGCCATGACGT TGAGAATGTAGACT CTGACT CCGT CAAGTATGT TACAAC
CACTGAGCAAGECCCT- - - - - - - ACTGACTCTTCGCTGGAGCATAT TGCACGCCATGACGT TGAGAATGTAGACT CTGACT CCGT CAAGTATGI TACAAC
CACTGAGCAAGGECCCT- - - - - - - ACTGACTCTTCGCTGGAGCATAT TGCACGCCATGACGT TGAGAATGTAGACT CTGACT CCGT CAAGTATGT TACAAC
CACTGAGCAAGGECCCT- - - - - - - ACTGACT CTTCGCTGGAGCATATTGCACGCCATGACGT TGAGAATGTAGACT CTGACTCCGT CAAGTATGT TACAAC
CACTGAGCAAGGCCCT- - - - - - - ACTGACTCTTCGCTGGAGCATATTGCACGCCATGACGT TGAGAATGTAGACT CTGACTCCGT CAAGTATGT TACAAC
CACTGAGCAAGECCT- - - - - - - ACTGACTCTTCGCTGGAGCATATTGCACGCCATGACGT TGAGAATGTAGACT CTGACT CCGT CAAGTATGI TACAAC
CACTGAGCAAGECCCT- - - - - - - ACTGACTCTTCGCTGGAGCATAT TGCACGCCATGACGT TGAGAATGTAGACT CTGACT CCGT CAAGTATGT TACAAC
CACTGAGCAGGGCACG- - - - - - - ACTGACTCTTCGCTGGAGCATGT TCCACGCAATAGCGT TGATAATGTAAACGCTAAGT CCATCAAGTATGT TACAGC
CACTGAGCAGGGCACG- - - - - - - ACTGACTCTTCGCTGGAGCATGTI TCCACGCAATAGCGT TGATAATGT AAACGCTAAGT CCATCAAGTATGT TACAGC
TGCTGAGGGAGACACT- - - - - - - ATTGATCCCTCGI TGGAGCT CATTCCGCAGGATAACATTGAGAATACAGGECT TTGGGT CCGT CAACTATGT CACAGC
TGCTGAGGGAGACACT- - - - - - - ATTGATCCCTCGI TGGAGCT CATTCCGCAGGATAACATTGAGAATACAGGCT TTGGGT CCGT CAACTATGT CACAGC
CATG-------- CITT------- CTTTCTCCTCCAGTAAA- - - - - - - - CACCACATTG- ATTGTGAATACAGACCCT GGGT CCGTCAAGTATGT CACTAC
CATG-------- CITT------- CTTTCTCCTCCAGTAAA- - - - - - - - CACCACATTG- ATTGTGAATACAGACCCT GGGT CCGTCAAGTATGT CACTAC
CTAAAAGT AAGGCCCCTAAAGGGACGCACCTTTTGCTTTCTGICT TCTAATGATACT GTATTGT GAATACT GACCCT GGGT CCGT CAATTATGT CACAAC
CTAAAAGT AAGGCCCCTAAAGGGACGCACCTTTTCCT- - - - - TTCTGICTTCTAATGATAT TGT GAATCCTGACCCT GGGT CCGT CAATTATGT CACAAC
CTAAAAGT AAGGCCCCTAAAGGGACGCACCTTTTGCT- - - - - TTCTGICTTCTAATGATATTGTGAATACT GACCCTGGGTCCGT CAATTATGT CACCAC
TACTGAGCAAGACCCT- - - - - - - ATTGATCCTTCGCTGGAGCT TATTCCACGCAAT GCCAT TGAGAATACAGGCCCT GGGT CCGT CAAGTATGTCACAAC
CACTGAGCAAGACCCG- - - - - - - ATTGATCCT TCGCTGGAGCCTATCCCACGCGAT GGCAT TGAGAATAAAGACCCT CGGT CTGT CAAGTATGI CACAAC
TACTGGGCAAGACACT- - - - - - - ATTGATCCT TCGCTGGAGCCTATTCCACGCAATGGTAT TGAGAATACAGACCCT GGGT CCGT CAAGTATGT TACAAC
TACTGGGCAAGACACT- - - - - - - ATTGATCCT TCGCTGGAGCCTATTCCACGCAATGGTAT TGAGAATACAGACCCT GGGT CCGT CAAGTATGIT CACAAC
TACTGGGCAAGACACT- - - - - - - ATTGATCCT TCGCTGGAGCCTATTCCACGCAATGGTAT TGAGAATACAGACCCT GGGT CCGT CAAGTATGT CACAAC
TACTGGECAAGACACT- - - - - - - ATTGATCCTTCGCTGGAGCCTATTCCACGCAATGGT AT TGAGAATACAGACCCT GGGT CCGT CAAGTATGTCACAAC
TACTGGECAAGACACT- - - - - - - ATTGATCCTTCGCTGGAGCCTATTCCACGCAATGGT AT TGAGAATACAGACCCT GGGT CCGT CAAGT ATGTCACAAC
TACTGGGCAAGACACT- - - - - - - ATTGATCCT TCGCTGGAGCCTATTCCACGCAAT GGTAT TGAGAATACAGACCCT GGGT CCGT CAAGTATGI CACAAC
TACTGGGCAAGACACT- - - - - - - ATTGATCCT TCGCTGGAGCCTATTCCACGCAATGGTAT TGAGAATACAGACCCT GGGT CCGT CAAGTATGI CACAAC
TACTGGGCAAGACACT- - - - - - - ATTGATCCT TCGCTGGAGCCTATTCCACGCAATGGTAT TGAGAATACAGACCCT GGGT CCGT CAAGTATGT CACAAC
TACTGGGCAAGACACT- - - - - - - ATTGATCCT TCGCTGGAGCCTATTCCACGCAATGGTAT TGAGAATACAGACCCT GGGT CCGT CAAGTATGT TACAAC
TACTGGECAAGACACT- - - - - - - ATTGATCCTTCGCTGGAGCCTATTCCACGCAATGGT AT TGAGAATACAGACCCT GGGTCCGT CAAGTATGT TACAAC
TACTGGECAAGACACT- - - - - - - ATTGATCCTTCGCTGGAGCCTATTCCACGCAATGGT AT TGAGAATACAGACCCT GGGTCCGT CAAGTATGT TACAAC
TACTGGGCAAGACACT- - - - - - - ATTGATCCT TCGCTGGAGCCTATTCCACGCAAT GGTAT TGAGAATACAGACCCT GGGT CCGT CAAGTATGI TACAAC
TACTGGGCAAGACACT- - - - - - - ATTGATCCT TCGCTGGAGCCTATTCCACGCAATGGTAT TGAGAATACAGACCCT GGGT CCGT CAAGTATGI TACAAC
TACTGGGCAAGACACT- - - - - - - ATTGATCCT TCGCTGGAGCCTATTCCACGCAATGGTAT TGAGAATACAGACCCT GGGT CCGT CAAGTATGI TACAAC
TACTGGGCAAGACACT- - - - - - - ATTGATCCT TCGCTGGAGCCTATTCCACGCAATGGTAT TGAGAATACAGACCCT GGGT CCGT CAAGTATGT TACAAC
TACTGGECAAGACACT- - - - - - - ATTGATCCTTCGCTGGAGCCTATTCCACGCAATGGT AT TGAGAATACAGACCCT GGGTCCGT CAAGTATGT TACAAC
TACTGGECAAGACACT- - - - - - - ATTGATCCTTCGCTGGAGCCTATTCCACGCAATGGT AT TGAGAATACAGACCCT GGGTCCGT CAAGTATGT TACAAC
TACTGGGCAAGACACT- - - - - - - ATTGATCCT TCGCTGGAGCCTATTCCACGCAATGGTAT TGAGAATACAGACCCT GGGT CCGT CAAGTATGI TACAAC
TACTGGGCAAGACACT- - - - - - - ATTGATCCT TCGCTGGAGCCTATTCCACGCAATGGTAT TGAGAATACAGACCCT GGGT CCGT CAAGTATGI TACAAC
TACTGGGCAAGACACT- - - - - - - ATTGATCCT TCGCTGGAGCCTATTCCACGCAATGGTAT TGAGAATACAGACCCT GGGT CCGT CAAGTATGI TACAAC
TACTGGGCAAGACACT- - - - - - - ATTGATCCT TCGCTGGAGCCTATTCCACGCAATGGTAT TGAGAATACAGACCCT GGGT CCGT CAAGTATGT TACAAC
TACTGGECAAGACACT- - - - - - - ATTGATCCTTCGCTGGAGCCTATTCCACGCAATGGT AT TGAGAATACAGACCCT GGGTCCGT CAAGTATGT TACAAC
TACTGGECAAGACACT- - - - - - - ATTGATCCTTCGCTGGAGCCTATTCCACGCAATGGT AT TGAGAATACAGACCCT GGGTCCGT CAAGTATGT TACAAC
TACTGGGCAAGACACT- - - - - - - ATTGATCCT TCGCTGGAGCCTATTCCACGCAATGGTAT TGAGAATACAGACCCT GGGT CCGT CAAGTATGI TACAAC
TACTGGGCAAGACACT- - - - - - - ATTGATCCT TCGCTGGAGCCTATTCCACGCAATGGTAT TGAGAATACAGACCCT GGGT CCGT CAAGTATGT TACAAC
TACTGGGCAAGACACT- - - - - - - ATTGATCCT TCGCTGGAGCCTATTCCACGCAATGGTAT TGAGAATACAGACCCT GGGT CCGT CAAGTATGI TACAAC
TACTGGGCAAGACACT- - - - - - - ATTGATCCT TCGCTGGAGCCTATTCCACGCAATGGTAT TGAGAATACAGACCCT GGGT CCGT CAAGTATGT TACAAC
TACTGGECAAGACACT- - - - - - - ATTGATCCTTCGCTGGAGCCTATTCCACGCAATGGT AT TGAGAATACAGACCCT GGGTCCGT CAAGTATGT TACAAC
TACTGGECAAGACACT- - - - - - - ATTGATCCTTCGCTGGAGCCTATTCCACGCAATGGT AT TGAGAATACAGACCCT GGGTCCGT CAAGTATGT TACAAC
TACTGGGCAAGACACT- - - - - - - ATTGATCCT TCGCTGGAGCCTATTCCACGCAATGGTAT TGAGAATACAGACCCT GGGT CCGT CAAGTATGI TACAAC
TACTGGGCAAGACACT- - - - - - - ATTGATCCT TCGCTGGAGCCTATTCCACGCAATGGTAT TGAGAATACAGACCCT GGGT CCGT CAAGTATGI TACAAC
TACTGGGCAAGACACT- - - - - - - ATTGATCCT TCGCTGGAGCCTATTCCACGCAATGGTAT TGAGAATACAGACCCT GGGT CCGT CAAGTATGI TACAAC
TACTGGGCAAGACACT- - - - - - - ATTGATCCT TCGCTGGAGCCTATTCCACGCAATGGTAT TGAGAATACAGACCCT GGGT CCGT CAAGTATGT TACAAC
TACTGAGCAAGACACT- - - - - - - ATTGATCCTTCGCTGGAGCCTATTCCACTCAATAGT ATTGAGAATACAGACCCT GGGTCCGT CAAGTATGTCACAAC
TACTGAGCAAGACACT- - - - - - - ATTGATCCTTCGCTGGAGCCTATTCCACTCAATAGT ATTGAGAATACAGACCCT GGGT CCGT CAAGT ATGTCACAAC
TACTGAGCAAGACACT- - - - - - - ATTGATCCTTCGCTGGAGCCTATTCCACT CAATAGT AT TGAGAATACAGACCCT GGGT CCGT CAAGTATGI CACAAC
TACTGAGCAAGACACT- - - - - - - ATTGATCCT TCGCTGGAGCCTATTCCACACAATGGTAT TGAGAATACAGACCCT GGGT CCCTCAAGTATGI TACAAC
TACTGAGCAAGACACT- - - - - - - ATTGATCCT TCGCTGGAGCCTATTCCACACAATGGTAT TGAGAATACAGACCCT GGGT CCCTCAAGTATGI TACAAC
TACTGAGCAAGACACT- - - - - - - ATTGATCCTTCGCTGGAGCCTATTCCACACAATGGTAT TGAGAATACAGACCCT GGGT CCCTCAAGTATGT TACAAC
TACTGAGCAAGACACT- - - - - - - ATTGATCCTTCGCTGGAGCCTATTCCACACAATGGT AT TGAGAATACAGACCCT GGGTCCCTCAAGTATGT TACAAC
TACTGAGCAAGACACT- - - - - - - ATTGATCCTTCGCTGGAGCCTATTCCACACAATGGT AT TGAGAATACAGACCCT GGGTCCCTCAAGTATGT TACAAC
TACTGAGCAAGACACT- - - - - - - ATTGATCCT TCGCTGGAGCCTATTCCACACAATGGTAT TGAGAATACAGACCCT GGGT CCCTCAAGTATGI TACAAC
TACTGAGCAAGACACT- - - - - - - ATTGATCCT TCGCTGGAGCCTATTCCACACAATGGTAT TGAGAATACAGACCCT GGGT CCCTCAAGTATGT TACAAC
TACTGAGCAAGACACT- - - - - - - ATTGATCCT TCGCTGGAGCCTATTCCACACAATGGTAT TGAGAATACAGACCCT GGGT CCCTCAAGTATGI TACAAC
TACTGAGCAAGACACT- - - - - - - ATTGATCCTTCGCTGGAGCCTATTCCACACAATGGTAT TGAGAATACAGACCCT GGGT CCCTCAAGTATGT TACAAC
TACTGAGCAAGACACT- - - - - - - ATTGATCCTTCGCTGGAGCCTATTCCACACAATGGTATTGAGAATACAGACCCTGGGTCCCTCAAGTATGT TACAAC
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401

CTTCTCCCCCCCAT TGACCTATCT TGACAT GT CCCAGAGT TGT TAGAT CGGACGACCAGGCACCAT ATGGAGGECCT TGAAAAGCGTATAGATGGCATACC
CTTCCC- - CCCAATTGACCTATCT TAACAT GT CTCAGAGT TATTAGAT CGGACGACCAGGCACCATATGGAGGT CT TGAAAAGCGT CTAGATGGCATACC
CTCCC- - - CCCCAT TGACCTATCT TAACAT GT CTCAGAGT TATTAGAT CGGACGACCAGGCACCAT ATGGAGGCCT TGAAAAGCGTATAGATGGCATACC
CTCCC- - - CCCCAT TGACCTATCT TAACAT GT CTCAGAGT TATTAGAT CGGACGACCAGGCACCATATGGAGGCCT TGAAAAGCGTATAGATGGCATACC
CTCCC- - - CCCCATTGACCTATCTTAACATGT CTCAGAGT TATTAGAT CGGACGACCAGGCACCATAT GGAGGCCT TGAAAAGCGTATAGATGGCATACC
CTCCC- - - CCCCATTGACCTATCTTAACATGT CTCAGAGT TATTAGAT CGGACGACCAGGCACCATAT GGAGGCCT TGAAAAGCGTATAGATGGCATACC
CTCCC- - - CCCCATTGACCTATCT TAACAT GT CTCAGAGT TATTAGAT CGGACGACCAGGCACCATATGGAGGECCT TGAAAAGCGTATAGATGGCATACC
CTCCC- - - CCCCATTGACCTATCT TAACAT GT CTCAGAGT TATTAGAT CGGACGACCAGGCACCAT ATGGAGGCCT TGAAAAGCGTATAGATGGCATACC
CTCCC- - - CCCCAT TGACCTATCT TAACAT GT CTCAGAGT TATTAGAT CGGACGACCAGGCACCAT ATGGAGGCCT TGAAAAGCGTATAGATGGCATACC
CTCCC- - - CCCCAT TGACCTATCT TAACAT GT CTCAGAGT TATTAGAT CGGACGACCAGGCACCATATGGAGGCCT TGAAAAGCGTATAGATGGCATACC
CTCCC- - - CCCCATTGACCTATCTTAACATGT CTCAGAGT TATTAGAT CGGACGACCAGGCACCATAT GGAGGCCT TGAAAAGCGTATAGATGGCATACC
CTCCC- - - CCCCATTGACCTATCTTAACATGT CTCAGAGT TATTAGAT CGGACGACCAGGCACCATAT GGAGGCCT TGAAAAGCGTATAGATGGCATACC
CTCCC- - - CCCCATTGACCTATCT TAACAT GT CTCAGAGT TATTAGAT CGGACGACCAGGCACCATATGGAGGECCT TGAAAAGCGTATAGATGGCATACC
CTCCC- - - CCCCATTGACCTATCT TAACAT GT CTCAGAGT TATTAGAT CGGACGACCAGGCACCATATGGAGGCCT TGAAAAGCGTATAGATGGCATACC
TTTCTCTCCCAT- TTGATCCATCT TAACACGT TCCAGAGCT GT CAGGT TAGACGT TCAGGCATCGGAT GGAGACCT TGAAAAGCGCCT TAACGGCATTGA
TTTCTCTCCCAT- TTGATCCATCTTAACACGT TCCAGAGCTGT CAGGT TAGACGT TCAGGCATCGGAT GGAGACCT TGAAAAGCGCCT TAACGGCATTGA
CGTATTTACCCT- TTCATTGGTI C- TAACATGT CCCAGAGT GGCTACAACAGACCT CCAGACACCAGAT GGAGACCT TGAAAAGCGTGATGATGGTATTCC
CGTATTTACCCT- TTCATTGGT C- TAACATGT CCCAGAGT GGCTACAACAGACCT CCAGACACCAGAT GGAGACCT TGAAAAGCGTGATGATGGTATTCC
TTTCTCTCCCAC- TTTATCCATC- TAACAT GI' CCCAGAGT TGT CAGAT CAGACGT CCAGGCACCAAAT GGAGGCCT TGAAAAGCGT CTTGATGGCATTCC
TTTCTCTCCCAC- TTTATCCATC- TAACAT GT CCCAGAGT TGT CAGAT CAGACGT CCAGGCACCAAAT GGAGGCCT TGAAAAGCGT CTTGATGGCATTCC
TTTCTTTCCCCT- TTTATCCGIC- TAACATGTCCCAGAAT TGT CAGAT CAGACGT CAAGGCACCGGAT GGAGGCCT TGAAAAGCGT CTTGATGGCATTCA
TTTCTTTCCCCT- TTTATCCGTC- TAACAT GTCCCAGAAT TGT CAGAT CAGACGT CAAGGCACCGGAT GGAGGCCT TGAAAAGCGT CTTGATGGCATTCA
TTTCTTTCCCCT- TTTATCCGTC- TAACAT GT CCCAGAGT TGT CAGAT CAGACGT CAAGGCACCGGATGAAGGCCTTGAAAAGCGT CTTGATGGCATTCA
TTTCTCTCCCCC- TTTATCCATC- TAACATGTCCCAGAGT TGT CAGAT CAGACGT CCAGGCACCGGAT GGAGGCCT TGAAAAGCGT CTCGATGGCATTCC
TTTCTCTCCCCC- GT TATCCATC- TAACACGT CCCAGAGT TGT CAGAT CAGACGT CAAGGCACCGGAT GGAGGCCT TGTCAAGCGT CTTGATGGTATTGC
TTTCTGTATCCC- TTGATGTATC- TGACAT GT'CCCAGAGT TGT CAGAT CAGACGT CCAGGCACCGGAT GGAGGCCT TGAAAAGCGT GTTGATGGCATTCC
TTTCTGTATCCC- TTTATGTATC- TAACATGTCCCAGAGT TGT CAGAT CAGACGT CCAGGCAACAAACGGAGGT CTCCAAAAGCGT CTTGATGGTATTCC
TTTCTGTATCCC- TTTATGTATC- TAACAT GTCCCAGAGT TGT CAGAT CAGACGT CCAGGCAACAAACGGAGGT CTCCAAAAGCGT CTTGATGGTATTCC
TTTCTGTATCCC- TTTATGTATC- TAACATGTCCCAGAGT TGT CAGAT CAGACGT CCAGGCAACAAACGGAGGT CTCCAAAAGCGT CTTGATGGTATTCC
TTTCTGTATCCC- TTTATGTATC- TAACATGTCCCAGAGT TGT CAGAT CAGACGT CCAGGCAACAAACGGAGGT CTCCAAAAGCGT CTTGATGGTATTCC
TTTCTGTATCCC- TTTATGTATC- TAACAT GI'CCCAGAGT TGT CAGAT CAGACGT CCAGGCAACAAACGGAGGT CTCCAAAAGCGT CTTGATGGTATTCC
TTTCTGTATCCC- TTTATGTATC- TAACAT GT CCCAGAGT TGT CAGAT CAGACGT CCAGGCAACAAACGGAGGT CTCCAAAAGCGT CTTGATGGTATTCC
TTTCTGTATCCC- TTTATGTATC- TAACATGTCCCAGAGT TGT CAGAT CAGACGT CCAGGCAACAAACGGAGGT CTCCAAAAGCGT CTTGATGGTATTCC
TTTCTGTATCCC- TTGATGTATC- TGACATGI'CCCAGAGT TGT CAGAT CAGACGT CCAGGCACCGGAT GGAGGCCT TGAAAAGCGT GTTGATGGCATTCC
TTTCTGTATCCC- TTGATGTATC- TGACAT GTCCCAGAGT TGT CAGAT CAGACGT CCAGGCACCGGATGGAGGCCTTGAAAAGCGT GTTGATGGCATTCC
TTTCTGTATCCC- TTGATGTATC- TGACAT GTCCCAGAGT TGT CAGAT CAGACGT CCAGGCACCGGAT GGAGGCCT TGAAAAGCGT GTTGATGGCATTCC
TTTCTGTATCCC- TTGATGTATC- TGACATGI'CCCAGAGT TGT CAGAT CAGACGT CCAGGCACCGGAT GGAGGCCT TGAAAAGCGT GT TGATGGCATTCC
TTTCTGTATCCC- TTGATGTATC- TGACATGI'CCCAGAGT TGT CAGAT CAGACGT CCAGGCACCGGAT GGAGGCCT TGAAAAGCGT GTTGATGGCATTCC
TTTCTGTATCCC- TTGATGTATC- TGACATGI'CCCAGAGT TGT CAGAT CAGACGT CCAGGCACCGGAT GGAGGCCT TGAAAAGCGT GTTGATGGCATTCC
TTTCTGTATCCC- TTGATGTATC- TGACATGI'CCCAGAGT TGT CAGAT CAGACGT CCAGGCACCGGAT GGAGGCCT TGAAAAGCGT GTTGATGGCATTCC
TTTCTGTATCCC- TTGATGTATC- TGACAT GT'CCCAGAGT TGT CAGAT CAGACGT CCAGGCACCGGATGGAGGCCTTGAAAAGCGT GTTGATGGCATTCC
TTTCTGTATCCC- TTGATGTATC- TGACAT GTCCCAGAGT TGT CAGAT CAGACGT CCAGGCACCGGAT GGAGGCCT TGAAAAGCGT GTTGATGGCATTCC
TTTCTGTATCCC- TTGATGTATC- TGACATGI'CCCAGAGT TGT CAGAT CAGACGT CCAGGCACCGGAT GGAGGCCT TGAAAAGCGT GT TGATGGCATTCC
TTTCTGTATCCC- TTGATGTATC- TGACATGI'CCCAGAGT TGT CAGAT CAGACGT CCAGGCACCGGAT GGAGGCCT TGAAAAGCGT GTTGATGGCATTCC
TTTCTGTATCCC- TTGATGTATC- TGACATGTI CCCAGAGT TGT CAGAT CAGACGT CCAGGCACCGGAT GGAGGCCT TGAAAAGCGT GTTGATGGCATTCC
TTTCTGTATCCC- TTGATGTATC- TGACATGI CCCAGAGT TGT CAGAT CAGACGT CCAGGCACCGGAT GGAGGCCT TGAAAAGCGT GTTGATGGCATTCC
TTTCTGTATCCC- TTGATGTATC- TGACATGI'CCCAGAGT TGT CAGAT CAGACGT CCAGGCACCGGATGGAGGCCTTGAAAAGCGT GTTGATGGCATTCC
TTTCTGTATCCC- TTGATGTATC- TGACAT GTCCCAGAGT TGT CAGAT CAGACGT CCAGGCACCGGAT GGAGGCCT TGAAAAGCGT GTTGATGGCATTCC
TTTCTGTATCCC- TTGATGTATC- TGACATGI'CCCAGAGT TGT CAGAT CAGACGT CCAGGCACCGGAT GGAGGCCT TGAAAAGCGT GT TGATGGCATTCC
TTTCTGTATCCC- TTGATGTATC- TGACATGI'CCCAGAGT TGT CAGAT CAGACGT CCAGGCACCGGAT GGAGGCCT TGAAAAGCGT GTTGATGGCATTCC
TTTCTGTATCCC- TTGATGTATC- TGACATGI'CCCAGAGT TGT CAGAT CAGACGT CCAGGCACCGGAT GGAGGCCT TGAAAAGCGT GTTGATGGCATTCC
TTTCTGTATCCC- TTGATGTATC- TGACATGI'CCCAGAGT TGT CAGAT CAGACGT CCAGGCACCGGAT GGAGGCCT TGAAAAGCGT GTTGATGGCATTCC
TTTCTGTATCCC- TTGATGTATC- TGACATGI'CCCAGAGT TGT CAGAT CAGACGT CCAGGCACCGGATGGAGGCCTTGAAAAGCGT GTTGATGGCATTCC
TTTCTGTATCCC- TTGATGTATC- TGACATGTCCCAGAGT TGT CAGAT CAGACGT CCAGGCACCGGAT GGAGGCCT TGAAAAGCGT GTTGATGGCATTCC
TTTCTGTATCCC- TTGATGTATC- TGACATGI'CCCAGAGT TGT CAGAT CAGACGT CCAGGCACCGGAT GGAGGCCT TGAAAAGCGT GT TGATGGCATTCC
TTTCTGTATCCC- TTGATGTATC- TGACATGI'CCCAGAGT TGT CAGAT CAGACGT CCAGGCACCGGAT GGAGGCCT TGAAAAGCGT GTTGATGGCATTCC
TTTCTGTATCCC- TTGATGTATC- TGACATGI'CCCAGAGT TGT CAGAT CAGACGT CCAGGCACCGGAT GGAGGCCT TGAAAAGCGT GTTGATGGCATTCC
TTTCTGTATCCC- TTGATGTATC- TGACATGI'CCCAGAGT TGT CAGAT CAGACGT CCAGGCACCGGAT GGAGGCCT TGAAAAGCGT GTTGATGGCATTCC
TTTCTGTATCCC- TTTATCCATC- TAACATGTCCCAGAGT TGT CAGAT CAGACGT CCAGGCACCGGATGGAGGCCTTGAAAAGCGT GTTGATGGCATTCC
TTTCTGTATCCC- TTTATCCATC- TAACAT GT CCCAGAGT TGT CAGAT CAGACGT CCAGGCACCGGAT GGAGGCCT TGAAAAGCGT GTTGATGGCATTCC
TTTCTGTATCCC- TTTATCCATC- TAACAT GI'CCCAGAGT TGT CAGAT CAGACGT CCAGGCACCGGAT GGAGGCCT TGAAAAGCGT GT TGATGGCATTCC
TTTCTGTATCCC- TTTATGTATC- TAACATGT CCCAGAGT TGT CGGAT CAGACGT CCAGGCACCAAACGGAGGT CTCCAAAAGCGT CTTGATGGTATTCC
TTTCTGTATCCC- TTTATGTATC- TAACAT GTCCCAGAGT TGT CGGAT CAGACGT CCAGGCACCAAACGGAGGT CTCCAAAAGCGT CTTGATGGTATTCC
TTTCTGTATCCC- TTTATGTATC- TAACATGTCCCAGAGT TGT CGGAT CAGACGT CCAGGCACCAAACGGAGGT CTCCAAAAGCGT CTTGATGGTATTCC
TTTCTGTATCCC- TTTATGTATC- TAACAT GTCCCAGAGT TGT CGGAT CAGACGT CCAGGCACCAAACGGAGGT CTCCAAAAGCGT CTTGATGGTATTCC
TTTCTGTATCCC- TTTATGTATC- TAACAT GTCCCAGAGT TGT CGGAT CAGACGT CCAGGCACCAAACGGAGGT CTCCAAAAGCGT CTTGATGGTATTCC
TTTCTGTATCCC- TTTATGTATC- TAACAT GI'CCCAGAGT TGT CGGAT CAGACGT CCAGGCACCAAACGGAGGT CTCCAAAAGCGT CTTGATGGTATTCC
TTTCTGTATCCC- TTTATGTATC- TAACAT GT CCCAGAGT TGT CGGAT CAGACGT CCAGGCACCAAACGGAGGT CTCCAAAAGCGT CTTGATGGTATTCC
TTTCTGTATCCC- TTTATGTATC- TAACATGTCCCAGAGT TGT CGGAT CAGACGT CCAGGCACCAAACGGAGGT CTCCAAAAGCGT CTTGATGGTATTCC
TTTCTGTATCCC- TTTATGTATC- TAACAT GT'CCCAGAGT TGT CGGAT CAGACGT CCAGGCACCAAACGGAGGT CTCCAAAAGCGT CTTGATGGTATTCC
TTTCTGTATCCC- TTTATGTATC- TAACAT GTCCCAGAGT TGT CGGAT CAGACGT CCAGGCACCAAACGGAGGT CTCCAAAAGCGTCTTGATGGTATTCC
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501

GATTCC- - - TACCGGACCCAACCCCGAGCAGCT CACTAT GGCAGGAGT CCTCGT GTCATTCACCAT GGT CGGACAGT GGATAC- GGCAAGGAGGAGGCAG
AATTCC- - - TACCGGACCCAACCCCGAGCAGT TAACTATGGCAGGAGT CCTCGT GT CAT TCACCAT GGT CGGACAGCGGAT TC- GGAAAGAAGGAAGCAG
GATTCC- - - TACCGGACCCAACCCCGAGCAGT TAACTAT GGCAGGAGT CCTCGT GTCATTCACCAT GGT CGGACAGT GGATAC- GGAAAGAAGGAGGGAG
GATTCC- - - TACCGGACCCAACCCCGAGCAGT TAACTAT GGCAGGAGT CCTCGT GTCATTCACCAT GGT CGGACAGT GGATAC- GGAAAGAAGGAGGGAG
GATTCC- - - TACCGGACCCAACCCCGAGCAGT TAACTAT GGCAGGAGT CCTCGT GTCATTCACCATGGT CGGACAGT GGATAC- GGAAAGAAGGAGGGAG
GATTCC- - - TACCGGACCCAACCCCGAGCAGT TAACTAT GGCAGGAGT CCTCGT GT CATTCACCAT GGT CGGACAGT GGATAC- GGAAAGAAGGAGGGAG
GATTCC- - - TACCGGACCCAACCCCGAGCAGT TAACTAT GGCAGGAGT CCTCGT GTCATTCACCAT GGT CGGACAGT GGATAC- GGAAAGAAGGAGGGAG
GATTCC- - - TACCGGACCCAACCCCGAGCAGT TAACTAT GGCAGGAGT CCTCGT GTCATTCACCAT GGT CGGACAGT GGATAC- GGAAAGAAGGAGGGAG
GATTCC- - - TACCGGACCCAACCCCGAGCAGT TAACTAT GGCAGGAGT CCTCGT GTCATTCACCAT GGT CGGACAGT GGATAC- GGAAAGAAGGAGGGAG
GATTCC- - - TACCGGACCCAACCCCGAGCAGT TAACTAT GGCAGGAGT CCTCGT GTCATTCACCAT GGT CGGACAGT GGATAC- GGAAAGAAGGAGGGAG
GATTCC- - - TACCGGACCCAACCCCGAGCAGT TAACTAT GGCAGGAGT CCTCGT GTCATTCACCATGGT CGGACAGT GGATAC- GGAAAGAAGGAGGGAG
GATTCC- - - TACCGGACCCAACCCCGAGCAGT TAACTAT GGCAGGAGT CCTCGT GTCATTCACCAT GGT CGGACAGT GGATAC- GGAAAGAAGGAGGGAG
GATTCC- - - TACCGGACCCAACCCCGAGCAGT TAACTAT GGCAGGAGT CCTCGT GTCATTCACCAT GGT CGGACAGT GGATAC- GGAAAGAAGGAGGGAG
GATTCC- - - TACCGGACCCAACCCCGAGCAGT TAACTAT GGCAGGAGT CCTCGT GTCATTCACCAT GGT CGGACAGT GGATAC- GGAAAGAAGGAGGGAG
AGTTCCGTACAACAAT CCCAACCCCAAAGATATTCTTCTGGCAGGAGT CGTCGT GT CAT TTACCAT GGT CGGACAATGGAT TA- GGCAGGGAGGAGGCAG
AGTTCCGTACAACAAT CCCAACCCCAAAGATATTCTTCTGGCAGGAGT CGTCGT GT CAT TTACCAT GGT CGGACAATGGAT TA- GGCAGGGAGGAGGCAG
GGT TCCCTACAACGIT TCCCGGCCCGACAAACAT AGT TATAGCTGGAGT CACT GTGACATTTAT CATGGGCGGCAAAT GGATAA- GGGAAGGAACGAAAAA
GGI TCCCTACAACGT TCCCGECCCGACAAACATAGT TATAGCT GGAGT CACT GT GACAT T TAT CAT GGGCGGCAAATGGATAA- GGGAAGGAACGAAAAA
GGTCCCCTACAGC- - - - - - === === - - - - TAGTTTTAGCAAGAGT CACTGT GACAT T TAT CAT GGCCGGAAAGT GGGT AA- GGGAAGGAACGAACAA
GGTCCCCTACAGC- - - - - - === - - - - - - - - - TAGTTTTAGCAAGAGT CACTGT GACAT T TAT CAT GGCCGGAAAGT GGGT AA- GGGAAGGAACGAACAA
TGI TCCCTACAATGT TGCCGAGCT CCGACAGCTAGT TTTATCAGGT GTCACT GTGACAT TTATCATGGCCGGAAAGT GGGTAA- GGGAAGGAACGAACAG
TGT TCCCTACAATGT TGCCGAGCT CCGACAGCTAGT TTTATCAGGT GTCACT GTGACAT TTATCATGGCCGGAAAGT GBGTAA- GGGAAGGAACGAACAG
TGTTCCCTACAATGT TGCCGAGCT CCGACAGCTAGT TTTATCAGGT GT CACTGT GACATTTAT- ATGGCCGGAAAGT GGGTAA- GGGAAGGAACGAACAG
GGI'TCCCTACAACGT TGCCAACCCCACACAGCTAGI TTTAGCAGGGGT CGT CGT GTCATTCAACAT GGT CTTAAAGCAGGT AA- GGGAAGGAACGAACAA
GGTTCCCTACAACGT TGCCGACCCCCAACAGCTACTTTTAGCAG ACTCTCACA ARCATLLSTTCGAAAGT GGGTAA- AGGAAGGAGGACACAA
GGTCCCCTACAACGT TGCTGACCCGCAACAGATACT CCTCGGAGGAAT GGT CGT GTCCT TTACCAT GI5T CGGAAAGT GGGT AA- AGGAAGGAGGACACAG
TGTTCCCTACAACGT TCCCGGCCCCCAAGAGAT GCT CCTCCGAGHAAT GGTCGT GTCCT T TACCAT (5T CGGAAAGT GGGTAA- AGGAAGGAGGACACAG
TGTTCCCTACAACGT TCCCGGCCCCCAAGAGAT GCT CCTCCGAGHAAT GGTCGT GT CCT T TACCAT 5T CGGAAAGT GGGTAA- AGGAAGGAGGACACAG
TGITCCCTACAACGIT TCCCGGECCCCCAAGAGAT GCT CCTCGGAGHAAT GGT CGT GT CCT TTACCAT Q5T CGGAAAGT GGGTAA- AGGAAGGA- - - - - - - -

TGTTCCCTACAACGT TCCCGGCCCCCAAGAGAT GCTCCTCGGAGHAAT GGT CGT GT CCTTTACCAT 5T CGGAAAGT GGGTAA- AGGAAGGAGGACACAG
TGTTCCCTACAACGT TCCCGGCCCCCAAGAGAT GCT CCTCCGAGHAAT GGTCGT GTCCT T TACCAT (5T CGGAAAGT GGGTAA- AGGAAGGAGGACACAG
TGTTCCCTACAACGT TCCCGGCCCCCAAGAGAT GCT CCTCCGAGHAAT GGTCGT GTCCT T TACCAT 5T CGGAAAGT GGGTAA- AGGAAGGAGGACACAG
TGTTCCCTACAACGT TCCCGGCCCCCAAGAGAT GCT CCTCCGAGHAAT GGTCGT GTCCT T TACCAT (5T CGGAAAGT GGGTAA- AGGAAGGAGGACACAG
GGTCCCCTACAACGT TGCTGACCCGCAACAGAT ACT CCTCGGAGGAAT GGT CGT GTCCT TTACCAT GI5T CGGAAAGT GGGT AA- AGGAAGGAGGACACAG
GGI'CCCCTACAACGT TGCTGACCCGCAACAGATACT CCT CGGAGEAAT GGT CGT GTCCT T TACCAT (5T CGGAAAGT GGGT AANNGGAAGGAGGACACAG
GGT CCCCTACAACGT TGCTGACCCGCAACAGATACT CCTCGGAGGAAT GGT CGT GTCCTTTACCAT GI5T CGGAAAGT GGGT AA- TGGAAGGAGGACACAG
GGTCCCCTACAACGT TGCTGACCCGCAACAGATACT CCTCGGAGGAAT GGT CGT GTCCT TTACCAT GI5T CGGAAAGT GGGT AA- AGGAAGGAGGACACAG
GGTCCCCTACAACGT TGCTGACCCGCAACAGATACT CCTCGGAGGAAT GGT CGT GTCCT TTACCAT GI5T CGGAAAGT GGGT AA- AGGAAGGAGGACACAG
GGTCCCCTACAACGT TGCTGACCCGCAACAGATACT CCTCGGAGGAAT GGT CGT GTCCT TTACCAT GI5T CGGAAAGT GGGT AA- AGGAAGGAGGACACAG
GGTCCCCTACAACGT TGCTGACCCGCAACAGAT ACT CCTCGGAGGAAT GGT CGT GTCCT TTACCAT GI5T CGGAAAGT GGGT AA- AGGAAGGAGGACACAG
GGI'CCCCTACAACGT TGCTGACCCGCAACAGATACT CCT CGGAGEAAT GGT CGT GTCCT T TACCAT (5T CGGAAAGT GGGT AA- AGGAAGGAGGACACAG
GGT CCCCTACAACGT TGCTGACCCGCAACAGATACT CCTCGGAGGAAT GGT CGT GTCCTTTACCAT GI5T CGGAAAGT GGGT AA- AGGAAGGAGGACACAG
GGTCCCCTACAACGT TGCTGACCCGCAACAGATACT CCTCGGAGGAAT GGT CGT GTCCT TTACCAT GI5T CGGAAAGT GGGT AA- AGGAAGGAGGACACAG
GGTCCCCTACAACGT TGCTGACCCGCAACAGATACT CCTCGGAGGAAT GGT CGT GTCCT TTACCAT GI5T CGGAAAGT GGGT AA- AGGAAGGAGGACACAG
GGTCCCCTACAACGT TGCTGACCCGCAACAGATACT CCTCGGAGGAAT GGT CGT GTCCT TTACCAT GIST CGGAAAGT GGGT AA- AGGAAGGAGGACACAG
GGTCCCCTACAACGT TGCTGACCCGCAACAGAT ACT CCTCGGAGGAAT GGT CGT GTCCT TTACCAT GI5T CGGAAAGT GGGT AA- AGGAAGGAGGACACAG
GGI'CCCCTACAACGT TGCTGACCCGCAACAGATACT CCT CGGAGEAAT GGT CGT GTCCT T TACCAT (5T CGGAAAGT GGGT AA- AGGAAGGAGGACACAG
GGT CCCCTACAACGT TGCTGACCCGCAACAGATACT CCTCGGAGGAAT GGT CGT GTCCTTTACCAT GI5T CGGAAAGT GGGT AA- AGGAAGGAGGACACAG
GGTCCCCTACAACGT TGCTGACCCGCAACAGATACT CCTCGGAGGAAT GGT CGT GTCCT TTACCAT GI5T CGGAAAGT GGGT AA- AGGAAGGAGGACACAG
GGTCCCCTACAACGT TGCTGACCCGCAACAGATACT CCTCGGAGGAAT GGT CGT GTCCT TTACCAT GI5T CGGAAAGT GGGT AA- AGGAAGGAGGACACAG
GGTCCCCTACAACGT TGCTGACCCGCAACAGATACT CCTCGGAGGAAT GGT CGT GTCCT TTACCAT GI5T CGGAAAGT GGGT AA- AGGAAGGAGGACACAG
GGTCCCCTACAACGT TGCTGACCCGCAACAGAT ACT CCTCGGAGGAAT GGT CGT GTCCT TTACCAT GIST CGGAAAGT GGGT AA- AGGAAGGAGGACACAG
GGI'CCCCTACAACGT TGCTGACCCGCAACAGATACT CCT CGGAGEAAT GGT CGT GTCCT T TACCAT (5T CGGAAAGT GGGT AA- AGGAAGGAGGACACAG
GGT CCCCTACAACGT TGCTGACCCGCAACAGATACT CCTCGGAGGAAT GGT CGT GTCCTTTACCAT GI5T CGGAAAGT GGGT AA- AGGAAGGAGGACACAG
GGTCCCCTACAACGT TGCTGACCCGCAACAGATACT CCTCGGAGGAAT GGT CGT GTCCTTTACCAT GI5T CGGAAAGT GGGT AA- AGGAAGGAGGACACAG
GGTCCCCTACAACGT TGCTGACCCGCAACAGATACT CCTCGGAGGAAT GGT CGT GTCCT TTACCAT GI5T CGGAAAGT GGGT AA- AGGAAGGAGGACACAG
GGTCCCCTACAACGT TGCTGACCCGCAACAGATACT CCTCGGAGGAAT GGT CGT GTCCT TTACCAT GIST CGGAAAGT GGGT AA- AGGAAGGAGGACACAG
GGTCCCCTACAACGT TGCTGACCCGCAACAGAT ACT CCTCGGAGGAAT GGT CGT GTCCT TTACCAT GI5T CGGAAAGT GGGT AA- AGGAAGGAGGACACAG
GGI'CCCCTACAACGT TCCCGECCCGCAACAGATACT CCT GGGAGEAAT GGT CGT GTCCT T TACCAT (5T CGGAAAGT GGGTAA- AGGAAGGAGGACATAA
GGT CCCCTACAACGT TCCCGGECCCGCAACAGATACT CCT GGGAGGAAT GGT CGT GTCCTTTACCAT GIST CGGAAAGT GGGT AA- AGGAAGGAGGACATAA
GGT CCCCTACAACGT TCCCGGECCCGCAACAGATACT CCT GGGAGGAAT GGT CGT GTCCTTTACCAT GI5T CGGAAAGT GGGT AA- AGGAAGGAGGACATAA
TGTTCCCTACAACGT TCCCGGCCCCCAAGAGAT GCTCCTCCGAGHAAT GGTCGT GTCCT T TACCAT 5T CCGAAAGT GGGTAA- AGGAAGGAAGACATAA
TGTTCCCTACAACGT TCCCGGCCCCCAAGAGAT GCT CCTCCGAGHAAT GGTCGT GTCCT T TACCAT (5T CGGAAAGT GGGTAA- AGGAAGGAAGACATAA
TGTTCCCTACAACGT TCCCGGCCCCCAAGAGAT GCT CCTCCGAGHAAT GGTCGT GTCCT T TACCAT 5T CGGAAAGT GGGTAA- AGGAAGGAAGACATAA
TGI TCCCTACAACGIT TCCCGGECCCCCAAGAGAT GCT CCTCGGAGEAAT GGT CGT GT CCTTTACCATQG5T CGGAAAGT GGGTAA- AGGAAGGAAGACATAA
TGTTCCCTACAACGT TCCCGGCCCCCAAGAGAT GCTCCTCGGAGHAAT GGTCGT GT CCTTTACCAT 5T CGGAAAGT GGGTAA- AGGAAGGAAGACATAA
TGTTCCCTACAACGT TCCCGGCCCCCAAGAGAT GCT CCTCCGAGHAAT GGTCGT GTCCTTTACCAT 5T CGGAAAGT GGGTAA- AGGAAGGAAGACATAA
TGTTCCCTACAACGT TCCCGGCCCCCAAGAGAT GCT CCTCCGAGHAAT GGTCGT GTCCT T TACCAT 5T CGGAAAGT GGGTAA- AGGAAGGAAGACATAA
TGTTCCCTACAACGT TCCCGGCCCCCAAGAGAT GCT CCTCCGAGHAAT GGTCGT GTCCT T TACCAT (5T CGGAAAGT GGGTAA- AGGAAGGAAGACATAA
TGTTCCCTACAACGT TCCCGGCCCCCAAGAGAT GCT CCTCCGAGHAAT GGTCGT GTCCT T TACCAT 5T CGGAAAGT GGGTAA- AGGAAGGA:- - - - - - - -

TGITCCCTACAACGT TCCCGGECCCCCAAGAGAT GCTCCTCGGAGEAAT GGTCGT GT CCTTTACCATG5T CGGAAAGT GGGTAA- AGGAAGGAAGACATAA
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Fotul _Tu67_1 TACTTTCAAATGGGT CTGCAAGCAAATTACCTTCCGTAACCCTGCTACCGT T- - - - - - - - - - - - AACAAGGT GGTCACCTTGACCTCGCAAGGECG - - - -
Fol ag_002_2 TACTTTAAAATACGT CTGCGAGCGAATTAACTTCCGTAATCCTACTACCGT T- - - - - - - - - - - - AACAAGGT GGTCACCTTGECCTCGCAAGGTG - - - -
Focuc_037_1 TACTTTAAAATACGT CTGCTCGCAAATTAACATCCGTAATCCTACTACCGTT- - - - - - - - - - - - AACAAGGT GGTCACCTTGECCTCGAAAGGTG - - - -
Fom n_012_1 TACTTTAAAATACGT CTGCTCGCAAATTAACATCCGTAATCCTACTACCGTT- - - - - - - - - - - - AACAAGGT GGTCACCTTGGCCTCGAAAGGTG - - - -
Fol uf _001_3 TACTTTAAAATACGT CTGCTCGCAAATTAACATCCGTAATCCTACTACCGT T- - - - - - - = - - - - AACAAGGT GGTCACCTTGGCCTCGAAAGGT G - - - -
Fom n_013_2 TACTTTAAAATACGT CTGCTCGCAAATTAACATCCGTAATCCTACTACCGTT- - - - - - - - - - - - AACAAGGT GGTCACCTTGECCTCGAAAGGT G - - - -
Fom n_001_2 TACTTTAAAATACGT CTGCTCGCAAATTAACATCCGTAATCCTACTACCGTT- - - - - - - - - - - - AACAAGGT GGTCACCTTGBCCTCGAAAGGT G - - - -
Fom n_004_2 TACTTTAAAATACGT CTGCTCGCAAATTAACATCCGTAATCCTACTACCGTT- - - - - - - - - - - - AACAAGGT GGTCACCTTGBCCTCGAAAGGTG - - - -
Fom n_005_2 TACTTTAAAATACGT CTGCTCGCAAATTAACATCCGTAATCCTACTACCGTT-- - - - - - - - - - - AACAAGGT GGTCACCTTGECCTCGAAAGGTG - - - -
Fom n_006_2 TACTTTAAAATACGT CTGCTCGCAAATTAACATCCGTAATCCTACTACCGTT- - - - - - - - - - - - AACAAGGT GGTCACCTTGGCCTCGAAAGGTG - - - -
Fom n_016_2 TACTTTAAAATACGT CTGCTCGCAAATTAACATCCGTAATCCTACTACCGI T- - - - - - - = - - - - AACAAGGT GGTCACCTTGGCCTCGAAAGGT G - - - -
Forcu_016_2 TACTTTAAAATACGT CTGCTCGCAAATTAACATCCGTAATCCTACTACCGTT- - - - - - - - - - - - AACAAGGT GGTCACCTTGECCTCGAAAGGT G - - - -
Forcu_024_2 TACTTTAAAATACGT CTGCTCGCAAATTAACATCCGTAATCCTACTACCGTT- - - - - - - - - - - - AACAAGGT GGTCACCTTGBCCTCGAAAGGT G - - - -
Forcu_031_1 TACTTTAAAATACGT CTGCTCGCAAATTAACATCCGTAATCCTACTACCGTT-- - - - - - - - - - - AACAAGGT GGTCACCTTGBCCTCGAAAGGTG - - - -
Fol uf _001_2 TGCTTATAGATACGT CTGCAAGAGCATTAAGT TCCATAACCCCACCGCAAGG: - - - - - - - - - - - AATAAGGT CATCACT TTGAT CGCGAACGGCGCCGCT
Fol uf _002_2 TGCTTATAGATACGT CTGCAAGAGCATTAAGT TCCATAACCCCACCGCAAGG: - - - - - - - - - - - AATAAGGT CATCACT TTGAT CGCGAACGGCGCCGCT
Fol uf _001_1 TGTTTATACATACGT CTGCCAGGGCAT TAACT TCACAAATACCAGCGCGAGG: - - - - - - = - - - - TCTAAGGT TGT CACTGTAATCGCGAACGGAG - - - -
Fol uf _002_1 TGTTTATACATACGT CTGCCAGGGCATTAACT TCACAAATACCAGCCCGAGG: - - - - - - - - - - - TCTAAGGT TGT CACTGTAATCGCGAACGGAG - - - -
Fom n_009 TGTTTACATATACATCTGCAAGGBGCACTAGCT TCACGAATCCCAGCGAGAGG: - - - - - - - - - - - CGTAAGGTCGT CACTTTGGT CGCAAACGGAG: - - - -
Fom n_011 TGTTTACATATACATCTGCAAGGGCATTAGCT TCATGAATCCCAGCGAGAGG - - - - - - - - - - - CGTAAGGTCGT CACTTTGGTCGCAAATGGAG: - - - -
Fopi s_HDV247_0 TGITTACAGATACATCTGTAAGGGCATTAACT TCGCGAATCCCACCGCGAAG: - - --------- CGTAAGGCCGT CACTTTGGTCGCGAACAGAG: - - - -
Fopi s_HDV247_1 TGITTACAGATACATCTGTAAGGGCATTAACTTCGCGAATCCCACCGCGAAG: - - - - - - - - - -~ CGTAAGGCCGT CACTTTGGTCGCGAACAGAG: - - - -
Fopi s_HDV247_2 TGITTACAGATACATCTGTAAGGGCAT TAACT TCGCGAAT CCCACCGCGAAT CCCACCGCGAAGCGTAAGGCCGT CATTTTGGT CGCGAACAGAG - - - -
Fotul _Tu67_0 TGTTTACAGATACATCTGCAACAGCATTAGCT TCGCGAATCCCAGCCCGAGG: - - - - - - - - - - - CGTAAGGT CATCAGT TTGGCCGCGAACGGAG: - - - -
For ap_PHWB15 TGTTTACAGACATATCTGTAACGGCGTCAGCTTCTATAATCCCACCTCAACT- - - - - - - - - - - - CGTAAGGTCGT CACTTTGGTCGCCAACGGTG- - - - -
Forcu_016_1 TGTTTACAGATACATCTGCAAGAGCATTACCTTCACGAATCCCACCTCGACT- - - - - - - - - - - - CGTAAGGTCGTTACTTTGATCGCCAACGGTG- - - - -
Fom n_016_1 TGTTTACAGATACATCTGCAAGAGCATTACCTTCACGAATCCCACCTCGACT- - - - - - - - - - - - CGTAAAGTCGTCACTTTGATCGCCAATGGIG- - - - -
Fom n_006_1 TGTTTACAGATACATCTGCAAGAGCATTACCTTCACGAATCCCACCTCGACT - - - - - = == - - - - CGTAAAGTCGTCACTTTGATCGCCAATGGIG- - - - -
o] 11 T 010l A A R
Fom n_004_1 TGTTTACAGATACATCTGCAAGAGCATTACCTTCACGAATCCCACCTCGACT- - - - - - - - - - - - CGTAAAGTCGTCACTTTGATCGCCAATGGIG- - - - -
Fom n_005_1 TGTTTACAGATACATCTGCAAGAGCATTACCTTCACGAATCCCACCTCGACT- - - - - - - - - - - - CGTAAAGTCGTCACTTTGATCGCCAATGGIG- - - - -
Fom n_013_1 TGTTTACAGATACATCTGCAAGAGCATTACCTTCACGAATCCCACCTCGACT- - - - - - - - - - - - CGTAAAGTCGTCACTTTGATCGCCAATGGIG- - - - -
Forcu_024_1 TGTTTACAGATACATCTGCAAGAGCATTACCTTCACGAATCCCACCTCGACT- - - - - - - - - - - - CGTAAAGTCGTCACTTTGATCGCCAATGGIG- - - - -
Foni v_005 TGTTTACAGATACATCTGCAAGAGCATTACCTTCACGAATCCCACCTCGACT - - - - - = - - - - - - CGTAAGGTCGTTACTTTGATCGCCAACGGTG- - - - -
Foni v_010 TGTTTACAGATACATCTGCAAGAGCAT TACCT TCACGAATCCCACCTCGACT - - - - - = - = - - - - CGTAAGGTCGT TACTTTGATCGCCAACGGTG- - - - -
Foni v_020 TGTTTACAGATACATCTGCAAGAGCATTACCTTCACGAATCCCACCTCGACT - - - - - - - - - - - - CGTAAGGTCGTTACTTTGATCGCCAACGGTG- - - - -
Fol uf _002_0 TGTTTACAGATACATCTGCAAGAGCATTACCTTCACGAATCCCACCTCGACT- - - - - - - - - - - - CGTAAGGTCGT TACTTTGATCGCCAACGGTG- - - - -
Formom 001 TGTTTACAGATACATCTGCAAGAGCATTACCTTCACGAATCCCACCTCGACT- - - - - - - - - - - - CGTAAGGTCGTTACTTTGATCGCCAACGGTG- - - - -
Fol uf _001_0 TGTTTACAGATACATCTGCAAGAGCATTACCTTCACGAATCCCACCTCGACT - - - - - - - - - - - - CGTAAGGTCGTTACTTTGATCGCCAACGGTG- - - - -
Fonom 004 TGTTTACAGATACATCTGCAAGAGCATTACCTTCACGAATCCCACCTCGACT - - - - - = - - - - - - CGTAAGGTCGTTACTTTGATCGCCAACGGTG- - - - -
Fol ag_002_1 TGTTTACAGATACATCTGCAAGAGCAT TACCT TCACGAATCCCACCTCGACT - - - - - = - = - - - - CGTAAGGTCGT TACTTTGATCGCCAACGGTG- - - - -
Foni v_015 TGTTTACAGATACATCTGCAAGAGCATTACCTTCACGAATCCCACCTCGACT- - - - - - - - - - - - CGTAAGGTCGTTACTTTGATCGCCAACGGTG- - - - -
Foni v_021 TGTTTACAGATACATCTGCAAGAGCATTACCTTCACGAATCCCACCTCGACT- - - - - - - - - - - - CGTAAGGTCGTTACTTTGATCGCCAACGGTG- - - - -
Foni v_037 TGTTTACAGATACATCTGCAAGAGCATTACCTTCACGAATCCCACCTCGACT- - - - - - - - - - - - CGTAAGGTCGTTACTTTGATCGCCAACGGTG- - - - -
Focuc_011 TGTTTACAGATACATCTGCAAGAGCATTACCTTCACGAATCCCACCTCGACT- - - - - - - - - - - - CGTAAGGTCGTTACTTTGATCGCCAACGGTG- - - - -
Focuc_035 TGTTTACAGATACATCTGCAAGAGCATTACCTTCACGAATCCCACCTCGACT - - - - - - - - - - - - CGTAAGGTCGTTACTTTGATCGCCAACGGTG- - - - -
Focuc_037_0 TGTTTACAGATACATCTGCAAGAGCAT TACCT TCACGAATCCCACCTCGACT - - - - - = - = - - - - CGTAAGGTCGT TACTTTGATCGCCAACGGTG- - - - -
Focuc_001 TGTTTACAGATACATCTGCAAGAGCATTACCTTCACGAATCCCACCTCGACT- - - - - - - - - - - - CGTAAGGTCGTTACTTTGATCGCCAACGGIG- - - - -
Focuc_013 TGTTTACAGATACATCTGCAAGAGCATTACCTTCACGAATCCCACCTCGACT- - - - - - - - - - - - CGTAAGGTCGT TACTTTGATCGCCAACGGTG- - - - -
Focuc_015 TGTTTACAGATACATCTGCAAGAGCATTACCTTCACGAATCCCACCTCGACT- - - - - - - - - - - - CGTAAGGTCGTTACTTTGATCGCCAACGGTG- - - - -
Fol ag_001 TGTTTACAGATACATCTGCAAGAGCATTACCTTCACGAATCCCACCTCGACT- - - - - - - - - - - - CGTAAGGTCGTTACTTTGATCGCCAACGGTG- - - - -
Fol ag_005_1 TGTTTACAGATACATCTGCAAGAGCATTACCTTCACGAATCCCACCTCGACT - - - - - = - - - - - - CGTAAGGTCGTTACTTTGATCGCCAACGGTG- - - - -
Foni v_002 TGTTTACAGATACATCTGCAAGAGCAT TACCT TCACGAATCCCACCTCGACT - - - - - = - = - - - - CGTAAGGTCGT TACTTTGATCGCCAACGGTG- - - - -
Foni v_013 TGTTTACAGATACATCTGCAAGAGCATTACCTTCACGAATCCCACCTCGACT- - - - - - - - - - - - CGTAAGGTCGTTACTTTGATCGCCAACGGIG- - - - -
Foni v_019 TGTTTACAGATACATCTGCAAGAGCATTACCTTCACGAATCCCACCTCGACT- - - - - - - - - - - - CGTAAGGTCGTTACTTTGATCGCCAACGGTG- - - - -
Focuc_018 TGTTTACAGATACATCTGCAAGAGCATTACCTTCACGAATCCCACCTCGACT- - - - - - - - - - - - CGTAAGGTCGTTACTTTGATCGCCAACGGTG- - - - -
Focuc_021 TGTTTACAGATACATCTGCAAGAGCATTACCTTCACGAATCCCACCTCGACT - - - - - - - - - - - - CGTAAGGTCGTTACTTTGATCGCCAACGGTG- - - - -
Focuc_030 TGTTTACAGATACATCTGCAAGAGCATTACCTTCACGAATCCCACCTCGACT - - - - - = - - - - - - CGTAAGGTCGTTACTTTGATCGCCAACGGTG- - - - -
Fol ag_002_0 TGTTTACAGATACATCT GCAAGAGCAT TAGCT TCGAGAACCACAGCGCGACT - - - - - = = = - - - - CGTAAAGTCGT CACTTTGATCGCCAACGGTG- - - - -
Fol ag_004 TGTTTACAGATACATCTGCAAGAGCATTAGCT TCGAGAACCACAGCGCGACT - - - - - - - - - - - - CGTAAAGTCGT CACTTTGATCGCCAACGGTG- - - - -
Fol ag_005_0 TGTTTACAGATACATCTGCAAGAGCATTAGCT TCGAGAACCACAGCGCGACT - - - - - - - - - - - - CGTAAAGTCGT CACTTTGATCGCCAACGGTG- - - - -
Forcu_031_0 TGTTTACAGATACATCTGCAAGAGCATTGGCT TCGAGAACCACAGCCCGACG: - - - - - - - - - - - CGTAAAGTCGT CACTGTGATCGCCAACGGTG- - - - -
Forcu_024_0 TGTTTACAGATACATCTGCAAGAGCATTGGCTTCGAGAACCACAGCCCGACG: - - - - - - - - - - - CGTAAAGTCGT CACTGTGATCGCCAACGGTG- - - - -
Forcu_016_0 TGTTTACAGATACATCTGCAAGAGCATTGGCTTCGAGAACCACAGCGCGACG: - - - - - - - - - - - CGTAAAGTCGT CACTGTGATCGCCAACGGTG- - - - -
Fom n_016_0 TGTTTACAGATACATCTGCAAGAGCATTGGCT TCGAGAACCACAGCCCGACG: - - - - - - - - - - - CGTAAAGT CGT CACT GT GATCGCCAACGGT G- - - - -
Fom n_005_0 TGTTTACAGATACATCTGCAAGAGCATTGGCT TCGAGAACCACAGCCCGACG: - - - - - - - - - - - CGTAAAGT CGT CACTGT GATCGCCAACGGT G- - - - -
Fom n_001_0 TGTTTACAGATACATCTGCAAGAGCATTGGCT TCGAGAACCACAGCCCGACG: - - - - - - - - - - - CGTAAAGT CGT CACTGT GATCGCCAACGGT G- - - - -
Fom n_004_0 TGTTTACAGATACATCTGCAAGAGCATTGGCT TCGAGAACCACAGCCCGACG: - - - - - - - - - - - CGTAAAGTCGT CACTGTGATCGCCAACGGTG- - - - -
Fom n_006_0 TGTTTACAGATACATCTGCAAGAGCATTGGCTTCGAGAACCACAGCECGACG: - - - - - - - - - - - CGTAAAGTCGT CACTGTGATCGCCAACGGTG- - - - -
FOM N_012_ 0 - - - - o m oo o m o oo m o e oo o o e e e e e e e e e e e e e e e e
Fom n_013_0 TGTTTACAGATACATCTGCAAGAGCATTGGCTTCGAGAACCACAGCCCGACG: - - - - - - - - - - - CGTAAAGTCGT CACTGTGATCGCCAACGGTG- - - - -
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Fotul _Tu67_1  ------ TCTCTCTTCTGAGAAACCAACCCCTTACGCATCAGAGG: - - - - - ----- - GTCAT CGGAAT CAAAGCGCCGGAGGGAGGAT TTGGCCAGACCGT
Fol ag_002_2  ------ TTTCTCTTCTGAAAAACCAACCCCTTACGCATGAGAGG: - - - - ------- GTCATCGGAAT CAAAGCGCCGGAGGGAGGAT TTGGCCAGACCGT
Focuc_037_1  ------ TCACTCTTCTGAAAAACCAACCCTTTACGCATGAGAGG - - - - - - --- - - GTCAT GGGAAT CAAAGCGCCGGAGGGAGGATTTGGCCAGACCTT
Fom n_012.1  ------ TCACTCTTCTGAAAAACCAACCCTTTACGCATGAGAGG - - - - - - --- - - GTCAT GGGAAT CAAAGCGCCGGAGGGAGGATTTGGCCAGACCTT
Foluf_001_3  ------ TCACTCTTCTGAAAAACCAACCCTTTACGCATGAGAGG - ---------- GT CAT GGGAAT CAAAGCGCCGGAGGGAGGATTTGGCCAGACCTT
Fom n_013_2  ------ TCACTCTTCTGAAAAACCAACCCTTTACGCATGAGAGG - - - - - - --- - - GT CATGGGAAT CAAAGCGCCGGAGGGAGGAT TTGGCCAGACCTT
Fom n_001_2 ------ TCACTCTTCTGAAAAACCAACCCTTTACGCATGAGAGG: - - - - - - --- - - GTCAT GGGAAT CAAAGCGCCGGAGGGAGGAT TTGGCCAGACCT T
Fom n_004_2 ------ TCACTCTTCTGAAAAACCAACCCTTTACGCATGAGAGG: - - - - ------- GTCATGGGAAT CAAAGCGCCGGAGGGAGGAT TTGGCCAGACCTT
Fom n_005_2  ------ TCACTCTTCTGAAAAACCAACCCTTTACGCATGAGAGG - - - - - - ---- - GTCAT GGGAAT CAAAGCGCCGGAGGGAGGATTTGGCCAGACCTT
Fom n_006_2  ------ TCACTCTTCTGAAAAACCAACCCTTTACGCATGAGAGG: - - - - - - --- - - GTCAT GGGAAT CAAAGCGCCGGAGGGAGGATTTGGCCAGACCTT
Fom n_016_2 ------ TCACTCTTCTGAAAAACCAACCCTTTACGCATGAGAGG - ---------- GTCAT GGGAAT CAAAGCGCCGGAGGGAGGATTTGGCCAGACCTT
Forcu_016_2  ------ TCACTCTTCTGAAAAACCAACCCTTTACGCATGAGAGG - - - - - - --- - - GT CATGGGAAT CAAAGCGCCGGAGGGAGGAT TTGGCCAGACCTT
Forcu_024_ 2  ------ TCACTCTTCTGAAAAACCAACCCTTTACGCATGAGAGG- - - - - - - --- - - GTCAT GGGAAT CAAAGCGCCGGAGGGAGGAT TTGGCCAGACCT T
Forcu_031_1  ------ TCACTCTTCTGAAAAACCAACCCTTTACGCATGAGAGG: - - - - - - - - - - - GTCATGGGAAT CAAAGCGCCGGAGGGAGGATTTGGCCAGACCT T
Fol uf _001_2 CAAGGCTCGGACCCACTACACT GCAAAT CCACGT GGACCACATATAAGT GBCCCATCTCTATTACATCCACTTGTCGECG: - - - - - == - - = - - - CTCAGA
Fol uf _002_2 CAAGGCTCGGACCCACTACACT GCAAAT CCACGT GGACCACATATAAGT GBCCCATCTCTATTACATCCACTTGTCGACG: - - - = === = = = - - - CTCAGA
Foluf_001_1  ------ CCGACCTCAT GCGCAACCAACCTCTTCCGGCACATAGG - - - - ---- - - - ATCGATAGCGT AGGGCCGCCGGECGGT AGGCT TTGGCCGCACCGT
Foluf_002_1  =------ CCGACCTCATGCGCAACCAACCTCTTCCGGCACATAGG: - - - - - - - - - - - ATCGATAGCGT AGGGECCGCCGGECGGT AGGCT TTGGECCGCACCGT
Fom n_009 ------ CTGCTCTTCTGCACAACCAACCCCTTCTGCAACAGAGA- - - - - - - - - - - - GTCGATGGCGT CAGBGCGCCGGCAGAAGACT TTGGAAACACCGT
Fom n_011 ------ TCGCTCTTCTACACAACCAACCCCTTCTGCAACAGAGA- - - - - - - - -- - - GTCGATGGCGT CAGBGCGCCGECAGAAGACT TTGGAAACACCGT
Fopi s_HDV247_0 ------ TCGCTCCTCTACACAACCAACCCCTTCCGGAACAGAGG - - - - - - - - - - - GTCGATGGCGT CAGGGCACCGGCAGAAGGCTTTGGTAACACGGEC
Fopi s_HDV247_1 ------ TCGCTCCTCTACACAACCAACCCCTTCCGGAACAGAGG - - - - == - - - - - GTCGATGGCGT CAGGGCACCGGCAGAAGGCTTTGGTAACACGGEC
Fopi s_HDV247_2 ------ TCGCTCCTCTACACAACCAACCCCTTCCGGAACAGAGG - - - - - ---- - - GT CGAT GGCGT CAGGGCACCGGCAGAAGGCT TTGGCAACACCGC
Fotul _Tu67_.0  ------ TCATTCT TCTGCGCAACCAACCCCT TCCGCAACAGATA- - - - - - - - - - - - GT CGAT GGCGT CAAGGCGCCGGCAGAAGGCT TTGGCAACACCGT
Forap_PHWB15  ------ CTAGACTTCTAGTCAATCAACCCCTTTCGGAACACAGG: - - - - - - - - - - - GTCGATGGGTATAGG - - - --- - - GGAGACT TGGGTAAGACCGT
Forcu_016_1  ------ TCAAACTTATGGAAAATCAAATCTTTTCGGAACACAGG: - - - - - - --- - - ATCAATAGCGCCAAGGCGCCGGCAGAAGGCT TTGGBCAACACCGT
Fom n_016_1  ------ TCGAACTTTTGAAGAATCAACCCTTTTCGGAACACAGG: - - - - - - - - - - - ATCAATAGCGCCAAGGCGCCGGCAGAAGGCT TTGGBCAACACCGT
Fom n_006_1  ------ TCGAACTTTTGAAGAATCAACCCTTTTCGGAACACAGG: - - - - - - - - - - - ATCAATAGCGCCAAGGCGCCGGCAGAAGGCT TTGGBCAACACCGT
o]t L0 A R e e e e e

Fom n_004_1  ------ TCGAACTTTTGAAGAATCAACCCTTTTCGGAACACAGG: - - - - - - --- - - ATCAAT AGCGCCAAGGCGCCGGCAGAAGGCT TTGGCAACACCGT
Fom n_005_1  =------ TCGAACTTTTGAAGAATCAACCCTTTTCGGAACACAGG: - - - - - - --- - - ATCAATAGCGCCAAGGCGCCGGCAGAAGGCT TTGGCAACACCGT
Fom n_013_1  ------ TCGAACTTTTGAAGAATCAACCCTTTTCGGAACACAGG: - - - - - - --- - - ATCAATAGCGCCAAGGCGCCGGCAGAAGGECT TTGGBCAACACCGT
Forcu_024_1  ------ TCGAACTTTTGAAGAATCAACCCTTTTCGGAACACAGG: - - - - - - - - - - - ATCAATAGCGCCAAGGCGCCGGECAGAAGGCT TTGGCAACACCGT
Foniv_005 ------ TCAAACTTATGGAAAATCAACCCTTTTCGGAACACAGG: - - - - - - - - - - - ATCAATANNNNNNF - - - - = - o e e e o

Foniv_010 ------ TCAAACTTATGGAAAATCAACCCTTTTCGGAACACAGG - - - - - === - - - ATCAATA- - - - - - o s m e

Foniv_020 ------ TCAAACTTATGGAAAATCAACCCTTTTCGGAACACAGG - - - - - - --- - - ATCAAT AGCGCCAAGGCGCCGGCAGAAGGCT TTGGCAACACCGT
Foluf _002_.0  =------ TCAAACTTATGGAAAATCAACCCTTTTCGGAACACAGG: - - - - - - --- - - ATCAATAGCGCCAAGGCGCCGGCAGAAGGCT TTGGCAACACCGT
Fomom 001  ------ TCAAACTTATGGAAAATCAACCCTTTTCGGAACACAGG: - - - - - - --- - - ATCAATAGCGCCAAGGCGCCGGCAGAAGGECT TTGGBCAACACCGT
Foluf_001_0  =------ TCAAACTTATGGAAAATCAACCCTTTTCGGAACACAGG: - - - - - - - -- - - ATCAATAGCGCCAAGGCGCCGGCAGAAGGCT TTGGBCAACACCGT
Forom 004  ------ TCAAACTTATGGAAAATCAACCCTTTTCGGAACACAGG: - - - - - - - - - - - ATCAATAGCGCCAAGGCGCCGGCAGAAGGCT TTGGCAACACCGT
Folag_002_1  =------ TCAAACTTATGGAAAATCAACCCTTTTCGGAACACAGG - ---------- ATCAATACCGCCAAGGCGCCGGCAGAAGGCT TTGGCAACACCGT
Foniv_015 ------ TCAAACTTATGGAAAATCAACCCTTTTCGGAACACAGG: - - - - - - --- - - ATCAATACCGCCAAGGCGCCGGECAGAAGGCT TTGGCAACACCGT
Foniv_021 ------ TCAAACTTATGGAAAATCAACCCTTTTCGGAACACAGG: - - - - - - --- - - ATCAATACCGCCAAGGCGCCGGCAGAAGGCT TTGGCAACACCGT
Foniv_037 ------ TCAAACTTATGGAAAATCAACCCTTTTCGGAACACAGG: - - - - - - --- - - ATCAATACCGCCAAGGCGCCGGCAGAAGGCT TTGGBCAACACCGT
Focuc_011 ------ TCAAACTTATGGAAAATCAACCCTTTTCGGAACACAGG: - - - - - - - -- - - ATCAATACCGCCAAGGCGCCGGCAGAAGGCT TTGGBCAACACCGT
Focuc_035 ------ TCAAACTTATGGAAAATCAACCCTTTTCGGAACACAGG: - - - - - - - - - - - ATCAATACCGCCAAGGCGCCGGCAGAAGGCT TTGGCAACACCGT
Focuc_037_.0  ------ TCAAACTTATGGAAAATCAACCCTTTTCGGAACACAGG - ---------- ATCAATACCGCCAAGGCGCCGGCAGAAGGCT TTGGCAACACCGT
Focuc_001 ------ TCAAACTTATGGAAAATCAACCCTTTTCGGAACACAGG - - - - - - --- - - ATCAATACCGCCAAGGCGCCGGCAGAAGGCT TTGGCAACACCGT
Focuc_013 ------ TCAAACTTATGGAAAATCAACCCTTTTCGGAACACAGG: - - - - - - --- - - ATCAATACCGCCAAGGCGCCGGECAGAAGGCT TTGGCAACACCGT
Focuc_015 ------ TCAAACTTATGGAAAATCAACCCTTTTCGGAACACAGG: - - - - - - ---- - ATCAATACCGCCAAGGCGCCGGCAGAAGGCT TTGGBCAACACCGT
Folag_001 ------ TCAAACTTATGGAAAATCAACCCTTTTCGGAACACAGG: - - - - - - - - - - - ATCAATACCGCCAAGGCGCCGGCAGAAGGCT TTGGBCAACACCGT
Folag 005 1  ------ TCAAACTTATGGAAAATCAACCCTTTTCGGAACACAGG: - - - - - - - - - - - ATCAATACCGCCAAGGCGCCGGCAGAAGGCT TTGGCAACACCGT
Foniv_002 ------ TCAAACTTATGGAAAATCAACCCTTTTCGGAACACAGG - ---------- ATCAATACCGCCAAGGCGCCGGCAGAAGGCT TTGGCAACACCGT
Foniv_013 ------ TCAAACTTATGGAAAATCAACCCTTTTCGGAACACAGG: - - - - - - --- - - ATCAATACCGCCAAGGCGCCGGECAGAAGGCT TTGGCAACACCGT
Foniv_019 ------ TCAAACTTATGGAAAATCAACCCTTTTCGGAACACAGG: - - - - - - --- - - ATCAATACCGCCAAGGCGCCGGCAGAAGGCT TTGGCAACACCGT
Focuc_018 ------ TCAAACTTATGGAAAATCAACCCTTTTCGGAACACAGG: - - - - - - --- - - ATCAATACCGCCAAGGCGCCGGCAGAAGGCT TTGGBCAACACCGT
Focuc_021 ------ TCAAACTTATGGAAAATCAACCCTTTTCGGAACACAGG: - - - - - - - - - - - ATCAATACCGCCAAGGCGCCGGCAGAAGGCT TTGGCAACACCGT
Focuc_030 ------ TCAAACTTATGGAAAATCAACCCTTTTCGGAACACAGG: - - - - - - - - - - - ATCAATACCGCCAAGGCGCCGGCAGAAGGCT TTGGCAACACCGT
Fol ag_002_.0  =------ TCAAACTTATGGAAAATCAACCCTTTTCGGAACACAGG - ---------- ATCAATGGCGT CAGT GCGCCGGCAGAGGGCT TTGGCAACACCGT
Fol ag_004 ------ TCAAACTTATGGAAAATCAACCCTTTTCGGAACACAGG - - - - - - --- - - AT CAATGGCGT CAGT GCGCCGGCAGAGGGCT TTGGCAACACCGT
Folag_005. 0  =------ TCAAACTTATGGAAAATCAACCCTTTTCGGAACACAGG: - - - - - - --- - - ATCAATGGCGT CAGT GCGCCGGCAGAGGGCT TTGGCAACACCGT
Forcu_031_0  =------ TCAAAATTATGGACAATCAACCCTTTTCGGTACACAGG: - - - - - - ---- - ATCAATGGCGT CAAGGCGCCGGCAGAGGGCT TTGGBCAACACCGT
Forcu_024. 0  ------ TCAAAATTATGGACAATCAACCCTTTTCGGTACACAGG: - - - - - - ---- - ATCAATGGCGT CAAGGCGCCGGCAGAGGGCT TTGGBCAACACCGT
Forcu_016 0  =------ TCAAAATTATGGACAATCAACCCTTTTCGGTACACAGG: - - - - - - --- - - ATCAATGGCGT CAAGGCGCCGGCAGAGGGCT TTGGCAACACCGT
Fom n_016_0  ------ TCAAAATTATGGACAATCAACCCTTTTCGGTACACAGG - ---------- AT CAAT GGCGT CAAGGCGCCGGCAGAGGGCT TTGGCAACACCGT
Fom n_005.0  =------ TCAAAATTATGGACAATCAACCCTTTTCGGTACACAGG - - - - - - --- - - AT CAAT GGCGT CAAGGCGCCGGCAGAGGGCT TTGGCAACACCGT
Fom n_001_0  =------ TCAAAATTATGGACAATCAACCCTTTTCGGTACACAGG: - - - - - - --- - - ATCAAT GGCGT CAAGGCGCCGGCAGAGGGCT TTGGBCAACACCGT
Fom n_004. 0  ------ TCAAAATTATGGACAATCAACCCTTTTCGGTACACAGG: - - - - - ----- - ATCAATGGCGT CAAGGCGCCGGCAGAGGGCT TTGGBCAACACCGT
Fom n_006_0  ------ TCAAAATTATGGACAATCAACCCTTTTCGGTACACAGG: - - - - - ---- -~ ATCAATGGCGTCAAGGCGCCGGCAGAGGGCT TTGGBCAACACCGT
o] Ol b O e e e e

Fom n_013_.0  ------ TCAAAATTATGGACAATCAACCCTTTTCGGTACACAGG - ---------- ATCAATGGCGT CAAGGCGCCGGECAGAGGEGCT TTGGCAACACCGT
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TGACATCGITGTCGCCAATGC- - - - - - - - - AAAG - - - AGGCTCCT- - ------------mmmmm - AGTTTGAGGTGAAGT TTCTTAGAGAATTGTI GCGT
TGACATCGITGTCGCCAATC- - - - - - - - - AAAG - - - AGGCTCCT- - ------------------- AGTTTGAGGTGAAGTTTCTTAGAGAATTGTI GCGT
TGACATCGITGTCGCCAATC- - - -- - - - - AAAG - - - AGECTCCT--------=---=--------- AGTTTGAGGTGAAGT TTCTTAGAGAATTGTI GCGT
TGACATCGITGTCGCCAATC- - - - - - - - - AAAG - - - AGECTCCT--------=---==-=------ AGTTTGAGGTGAAGT TTCTTAGAGAATTGT GCGT
TGACATCGITGTCGGCAATGC- - - - - - - - - AAAG - - - AGGCTCCT--------------------- AGTTTGAGGTGAAGI TTCTTAGAGAATTGI GCGT
TGACATCGITGTCGGCAATGC- - - - - - - - - AAAG - - - AGGCTCCT- - ---=--------mmmm o AGTTTGAGGTGAAGI TTCTTAGAGAATTGI GCGT
TGACATCGITGTCGCCAATC- - - - - - - - - AAAG - - - AGGCTCCT- - ------------mmmmm - AGTTTGAGGTGAAGT TTCTTAGAGAATTGI GCGT
TGACATCGITGTCGCCAATC- - - - - - - - - AAAG - - - AGGCTCCT--------------------- AGTTTGAGGTGAAGT TTCTTAGAGAATTGTI GCGT
TGACATCGITGTCGCCAATC- - - -- - - - - AAAG - - - AGECTCCT--------=---=--------- AGTTTGAGGTGAAGT TTCTTAGAGAATTGTI GCGT
TGACATCGITGTCGCCAATC- - - - - - - - - AAAG - - - AGECTCCT--------=---==-=------ AGTTTGAGGTGAAGT TTCTTAGAGAATTGT GCGT
TGACATCGITGTCGGCAATGC- - - - - - - - - AAAG - - - AGGCTCCT--------------------- AGTTTGAGGTGAAGI TTCTTAGAGAATTGI GCGT
TGACATCGITGTCGGCAATGC- - - - - - - - - AAAG - - - AGGCTCCT- - ---=--------mmmmm o AGTTTGAGGTGAAGI TTCTTAGAGAATTGI GCGT
TGACATCGITGTCGCCAATC- - - - - - - - - AAAG - - - AGGCTCCT- - ------------mmmmm - AGTTTGAGGTGAAGT TTCTTAGAGAATTGI GCGT
TGACATCGI TGTCGGCAATC- - - - - - - - - AAAG- - - - AGGCTCCT- - -------------- - - - AGTTTGAGGTGAAGT TTCTTAGAGAATTGT GCGT
TTACTTAGTAATCCACTACACT TGGACCTGAAAGTGGATGT - - - - - - - == - == - - - - - AATGGAGTGGATTTAGGTGGATTT- - - - - GGGTACAGT GCGA
TTACTTAGTAATCCACTACACT TGGACCTGAAAGTGCATGT - - - - - - - = - = == - - - - - AATGGAGTGGATTTAGGTGGATTT- - - - - GGGTACAGT GCGA
TGATATCATAATCAGAGATGGGECAG - - - GAAGTCTGACACTCAAACGGAA- - - - - - - AACTGTATAGTTTGAGCTGI GGTGT CTGAGAGAACTGT GCGA
TGATATCATAATCAGAGATGGCCAG - - - GAAGTCTGACACTCAAACGGAA- - - - - - - AACTGTATAGT TTGAGCTGI GGT GTCTGAGAGAACT GT GCGA
CAATATTGTAGICGGAAATCCTTAG - - - GAAGATCAAAACTCATAGAA- - - - - - - - - GACTGTACAGIT TTGAGGT GGAGT TTCCAAGAGAACT TTGCGG
CAATATTGTAGTCGGAAATCCTTAG: - - - GAAGATCAAAACTCATAGAA- - - - - - - - - GACTGTACAGT TTGAGGT GGAGT TTCCAAGAGAACT TTGCGG
CGATATTGTAGT CGGAAATGCCTAG: - - - GAAGGCTAACGCTCATAAAA:- - - - - - - - - AACTGCACAGT TTGAGGTGAAGT TTCCAAGAGAACTGIGCTG
CGATATTGTAGT CGGAAATCGCCTAG: - - - GAAGGCTAACGCTCATAAAA:- - - - - - - - - AACTGCACAGT TTGAGGTGAAGT TTCCAAGAGAACTGTGCTG
CGATATTGTAGICGGAAATGCCTAG - - - GAAGGCTAACGCTCATAAAA- - - - - - - - - AACTGTACAGT TTGAGGTGAAGT TTCCAAGAGAACT GT GCGG
TGATATTATAGT CAGAAATGCCTAG - - - GAAGGCTAACGCTCAAATAAAA- - - - - - - AACTGTACAGT TTGAGGT GACGT TTCCAAGAGAACT GT GCGG
TGAAATTATTGTCGGCGAATGCCTAG - - - GAAGACAAATGCTAAAACAGAA:- - - - - - - ATCTGTACAGT TTGAGGTGAAAGATCTAACAGAACTGTGCAG
TGATATTGTAATCGGAAATGCCTAG - - - GAAGGCCAACGCTCANNNNNNNN- - - - - - INININININININNNINNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN
TGATATTGTAATCGGAAATGCCTAG - - - GAAGGCCAACGCTCATAAAAAA- - - - - - - AACTGTACAGT TTGAGT TGAAGT TTCTAGGAGAACT GT GCGG
TGATATTGTAATCGGAAATGCCTAG - - - GAAGGCCAACGCTCATAAAAAA- - - - - - - AACTGTACAGTTTGAGT TGAAGT TTCTAGGAGAACT GTGCGG
TGATATTGTAATCGGAAATGCCTAG - - - GAAGGCCAACGCTCATAAAAAA- - - - - - - AACTGTACAGTTTGAGTTGAAGT TTCTAGGAGAACT GT GCGG
TGATATTGTAATCGGAAATGCCTAG - - - GAAGGCCAACGCTCATAAAAAA- - - - - - - AACTGTACAGT TTGAGT TGAAGT TTCTAGGAGAACT GT GCGG
TGATATTGTAATCGGAAATGCCTAG - - - GAAGGCCAACGCTCATAAAAAA- - - - - - - AACTGTACAGT TTGAGT TGAAGT TTCTAGGAGAACT GTGCGG
TGATATTGTAATCGGAAATGCCTAG - - - GAAGGCCAACGCTCATAAAAAA- - - - - - - AACTGTACAGT TTGAGT TGAAGT TTCTAGGAGAACT GT GCGG
————————————————————————————— NNNNNNNNNNNNNNNNAAAAAA- - - - - - - AACTGTACAGT TTGAGT TGAAGT TTCCAGGAGAACTGTGCGG
TGATATTGTAATCGGAAATGCCTAG - - - GAAGGCCAACGCTCATAAAAAA- - - - - - - AACTGTACAGTTTGAGTTGAAGT TTCCAGGAGAACT GT GCGG
TGATATTGTAATCGGAAATGCCTAG - - - GAAGGCCAACGCTCATAAAAAA- - - - - - - AACTGTACAGT TTGAGT TGAAGT TTCCAGGAGAACT GT GCGG
TGATATTGTAATCGGAAATGCCTAG - - - GAAGGCCAACGCTCATAAAAAA- - - - - - - AACTGTACAGT TTGAGT TGAAGT TTCCAGGAGAACT GTGCGG
TGATATTGTAATCGGAAATGCCTAG - - - GAAGGCCAACGCTCATAAAAAA- - - - - - - AACTGTACAGT TTGAGT TGAAGT TTCCAGGAGAACT GTGCGG
TGATATTGTAATCGGAAATGCCTAG - - - GAAGGCCAACGCTCATAAAAAA- - - - - - - AACTGTACAGT TTGAGT TGAAGT TTCCAGGAGAACT GT GCGG
TGATATTGTAATCGGAAATGCCTAG - - - GAAGGCCAACGCTCATAAAAAAA- - - - - - AACTGTACAGTTTGAGT TGAAGT TTCCAGGAGAACT GT GCGG
TGATATTGTAATCGGAAATGCCTAG - - - GAAGGCCAACGCTCATAAAAAAA- - - - - - AACTGTACAGTTTGAGT TGAAGT TTCCAGGAGAACT GT GCGG
TGATATTGTAATCGGAAATGCCTAG - - - GAAGGCCAACGCTCATAAAAAAA- - - - - - AACTGTACAGT TTGAGT TGAAGT TTCCAGGAGAACT GT GCGG
TGATATTGTAATCGGAAATGCCTAG - - - GAAGGCCAACGCTCATAAAAAAA- - - - - - AACTGTACAGT TTGAGT TGAAGT TTCCAGGAGAACT GT GCGG
TGATATTGTAATCGGAAATGCCTAG - - - GAAGGCCAACGCTCATAAAAAA- - - - - - - AACTGTACAGT TTGAGT TGAAGT TTCCAGGAGAACT GTGCGG
TGATATTGTAATCGGAAATGCCTAG - - - GAAGGCCAACGCTCATAAAAAA- - - - - - - AACTGTACAGT TTGAGT TGAAGT TTCCAGGAGAACT GT GCGG
TGATATTGTAATCGGAAATGCCTAG - - - GAAGGCCAACGCTCATAAAAAA- - - - - - - AACTGTACAGTTTGAGT TGAAGT TTCCAGGAGAACT GT GCGG
TGATATTGTAATCGGAAATGCCTAG - - - GAAGGCCAACGCTCATAAAAAA- - - - - - - AACTGTACAGTTTGAGT TGAAGT TTCCAGGAGAACT GT GCGG
TGATATTGTAATCGGAAATGCCTAG - - - GAAGGCCAACGCTCATAAAAAA- - - - - - - AACTGTACAGT TTGAGT TGAAGT TTCCAGGAGAACT GT GCGG
TGATATTGTAATCGGAAATGCCTAG - - - GAAGGCCAACGCTCATAAAAAA- - - - - - - AACTGTACAGT TTGAGT TGAAGT TTCCAGGAGAACT GT GCGG
TGATATTGTAATCGGAAATGCCTAG - - - GAAGGCCAACGCTCATAAAAAAA- - - - - - AACTGTACAGT TTGAGT TGAAGT TTCCAGGAGAACT GTGCGG
TGATATTGTAATCGGAAATGCCTAG - - - GAAGGCCAACGCTCATAAAAAAA- - - - - - AACTGTACAGT TTGAGT TGAAGT TTCCAGGAGAACT GT GCGG
TGATATTGTAATCGGAAATGCCTAG - - - GAAGGCCAACGCTCATAAAAAAA- - - - - - AACTGTACAGTTTGAGT TGAAGT TTCCAGGAGAACT GT GCGG
TGATATTGTAATCGGAAATGCCTAG - - - GAAGGCCAACGCTCATAAAAAAA- - - - - - AACTGTACAGTTTGAGT TGAAGT TTCCAGGAGAACT GT GCGG
TGATATTGTAATCGGAAATGCCTAG - - - GAAGGCCAACGCTCATAAAAAAA- - - - - - AACTGTACAGT TTGAGT TGAAGT TTCCAGGAGAACT GT GCGG
TGATATTGTAATCGGAAATGCCTAG - - - GAAGGCCAACGCTCATAAAAAAA- - - - - - AACTGTACAGT TTGAGT TGAAGT TTCCAGGAGAACT CTGCGG
TGATATTGTAATCGGAAATGCCTAG - - - GAAGGCCAACGCTCATAAAAAAA- - - - - - AACTGTACAGT TTGAGT TGAAGT TTCCAGGAGAACT CTGCGG
TGATATTGTAATCGGAAATGCCTAG - - - GAAGGCCAACGCTCATAAAAAAA- - - - - - AACTGTACAGT TTGAGT TGAAGT TTCCAGGAGAACT CTGCGG

TGATATTGTAATCGGAAATGCCTAG - - - GAAGGCCAACGCT CATTCAGCCGAAGGCTGACTCTACATTAATTCATAAGI TTTCCCGAGT AA- - - TGAGG
TGATATTGTAATCGGAAATGCCTAG - - - GAAGGCCAACGCT CATTCAGCCGAAGGCTGACTCTACATTAATTCATAAGI TTTCCCGAGT AA- - - TGAGG
TGATATTGTAATCGGAAATGCCTAG - - - GAAGGCCAACGCT CATTCAGCCGAAGGCTGACTCTACATTAATTCATAAGT TTTCCCGAGTAA- - - TGAGG

TGATATTGTAATCAGAAATGCCTAG - - - GAAGGCCAACGCTCATAAAA- - - - - - - - - AACTGTACAGT TTGAGGTGAAAT TTCCAGGAGAACT GT GCGG
TGATATTGTAATCAGAAATGCCTAG - - - GAAGGCCAACGCTCATAAAA- - - - - - - - - AACTGTACAGT TTGAGGTGAAAT TTCCAGGAGAACT GT GCGG
TGATATTGTAATCAGAAATGCCTAG - - - GAAGGCCAACGCTCATAAAA- - - - - - - - - AACTGTACAGT TTGAGGTGAAAT TTCCAGGAGAACT GT GCGG
TGATATTGTAATCAGAAATGCCTAG - - - GAAGGCCAACGCTCATAAAA:- - - - - - - - - AACTGTACAGT TTGAGGTGAAATTTCCAGGAGAACT GT GCGG
TGATATTGTAATCAGAAATGCCTAG - - - GAAGGCCAACGCTCATAAAA:- - - - - - - - - AACTGTACAGT TTGAGGTGAAATTTCCAGGAGAACT GT GCGG
TGATATTGTAATCAGAAATGCCTAG - - - GAAGGCCAACGCTCATAAAA- - - - - - - - - AACTGTACAGT TTGAGGTGAAAT TTCCAGGAGAACT GT GCGG
TGATATTGTAATCAGAAATGCCTAG - - - GAAGGCCAACGCTCATAAAA- - - - - - - - - AACTGTACAGT TTGAGGTGAAAT TTCCAGGAGAACT GTGCGG
TGATATTGTAATCAGAAATGCCTAG - - - GAAGGCCAACGCTCATAAAA- - - - - - - - - AACTGTACAGT TTGAGGTGAAAT TTCCAGGAGAACT GTGCGG
TGATATTGTAATCAGAAATGCCTAG - - - GAAGGCCAACGCTCATAAAA:- - - - - - - - - AACTGTACAGTTTGAGGTGAAATTTCCAGGAGAACT GT GCGG
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TICTCTGT- - - -------------="nmmmm-- TGGTTTTGGTTGGECT GGTGGACAGG CATGCTTCC: - - - - - CCAATAGTCTGOCACA:- - - - - = = - - -
MICICIGE- - - ---------------------- TAGTTTTGGTTGGCT GGTGGACAGG TATGCTTCC: - - - - - CCAATAGTCTGOCGCA- - - - - - - - GA
I 4 1 CTGTTGGTGI TGGT TGGCGGACAGG TATGCTTCT- - - - - - CCAATAGT CTGCCACAGGCTTT- GGG
TTTT- - m e m e m e e e CTGITGGTGI'TGGT TGBCGGACAGG: TATGCTTCT- - - - - - CCAATAGT CTGCCACAGGCTTTGGEGG
TTTT-- - o CTGTTGGTGI TGGT TGGCGGACAGG- TATGCTTCT- - - - - - CCAATAGTCTGCCACA- GGCTT- TGG
TTTT--- e o CTGTTGGTGT TGGT TGGCGGACAGG- TATGCTTCT- - - - - - CCAATAGTCTGCCACA- GGCTT- TGG
TTTT- s e e m e CTGTTGGTGI TGGT TGBOGGACAGG TATGCTTCT- - - - - - CCAATAGT CTGCCACAGCCTTT- GGG
I CTGTTGGTGI TGGT TGBCGGACAGG: TATGCTTCT- - - - - - CCAATAGT CTGCCACAGCCTTT- GGG
I CTGTTGGTGI TGGT TGGCGGACAGG TATGCTTCT- - - - - - CCAATAGT CTGCCACAGCCTTT- GGG
TTTT- e e m e e e e CTGITGGTGI'TGGT TGBCGGACAGG- TATGCTTCT- - - - - - CCAATAGT CTGCCACAGGCTTT- GGG
I CTGITGGT GI TGGT TGGCGGACAGG- TATGCTTCT- - - - - - CCAATAGT CTGCCACAGGCTTT- GGG
LI CTGTTGGT GI TGGT TGBOGGACAGG TATGCTTCT- - - - - - CCAATAGT CTGCCACAGCCTTT- GGG
TTTT- s e e m e CTGTTGGTGI TGGT TGBOGGACAGG TATGCTTCT- - - - - - CCAATAGT CTGCCACAGCCTTT- GGG
I CTGTTGGTGI TGGT TGECGGACAGG: TATGCTTCT- - - - - - CCAATAGT CTGCCACAGCCTTT- GGG
TATTCCC - - == === mmmmmmmmm e oo TGACCCTGTACGGTTCATAG - - - - - TACTTATTTTTGTATATAATTGCCTATTAAA - - - - - - - - -
TATTCOC- - = = == == mmmmmmm e e e TGACCCTGTACGGITCATAG - - - - - TACTTATTTTTGTATATAATTGCCTATTAAA- - - - - - - - - -
TTTTTCTG - === === mmmm e e e e - TTCTCATGITTAGCCTGCTAATTGACTATAATTCTGAGTATAGAGI TGCTTTTAGCA- - - - - - - - - -
TTTTTCTG - - - = m o TTCTCATGTTTAGCCT GCTAATTGACTATAATTCTGAGTATAGAGI TGCTTTTAGCA- - - - - - - - - -
TTTT- - - - CTTTTTTICICTICICTT- - - - - - - - TTCTTTTGACTAGCCGGT GGAGAGG TATGCTTCC: - - - - - CCGATTGOCTATCAAA- - - - - - - - - -
TTTT---- CTTTTTICTCTTCTCIT- - - - - - - - TTCTTTTGACTAGCCGGT GGAGAGG TATGCTTCC: - - - - - CCGATTGCOCTATCAAA: - - - - - - - - -
TTTTTTTTTCTCTCTCTCTCTCTTCTTT- - - - - TTCTTTTGGCT GGOOGGT GGAGAGG TATGCTTCC: - - - - - TCGATTGGCTATCAAA - - - - - - - - -
TITTTTTTTCTICTCTCTCTCTCTTCITT- - - - - TTCTTTTGGECTGGCCGGTGGAGAGG TATGCTTCC: - - - - - TCGATTGGCTATCAAA: - - - - - - - - -
TITTTTTTTTTCTCTCTCTCTCTTCTTT- - - - - TTCTTTTGGCT GBCCGGTGGAGAGG TATGCTTCG: - - - - - TCGATTGGCTATCAAA: - - - - - - - - -
TTTTTTTTGGGTTTTTTC === == - == e === - - TTCCTTTGGCT GECTGGT GGAGAGG TATGCTTCC: - - - - - COGCCTGECTATCAAA: - - - - - - - - -
TTTTTTTGTTTAT- = - - m s m e mmeeee e e = TTGTTTTGGCTGECCTGTAGAGAGG: TATGCTTTC: - - - - - CTGCTATCTATAACG: - - - - - - - - -
INININININNININNININNINNININNININNINNININNININNINNNNNNINNNNNNNNNNNNNNNNNNNNNNNN- NNNNNNNNN- - - - - - ININNNNNNNNNNNNNNNF - - - - - - - - -
TTTTTTCCCTTTCTTTTCTTCTCTCTCTCTCTCTTCT TCTGGCT GGCT GGTGGAGAGG: TATGCTTCC: - - - - - CCGATTGGCTATCACA: - - - - - - - - -
TTTTTTCCCTTTCTTTTCTTCTCTCTCTCTCTCTTCTTCTGGCTGECTGGTGGAGAGG TATGCTTCG: - - - - - CCGATTGGCTATCACA- - - - - - - - - -
TTTTTTCCCTTTCTTTTCTTCTCTCTCTCTCTCTTCTTCTGGECTGECTGGTGGAGAGG TATGCTTCC: - - - - - CCGATTGGCTATCACA- - - - - - - - - -
TTTTTTCCCTTTCTTTTCTTCTCTCTCTCTCTCTTCTTCTGGCTGGECTGGTGGAGAGG: TATGCTTCC: - - - - - CCGATTGCCTATCACA- - - - - - - - - -
TTTTTTCCCTTTCTTTTCTTCTCTCTCTCTCTCTTCTTCTGGCTGECTGGTGGAGAGG TATGCTTCC: - - - - - CCGATTGCCTATCACA- - - -- - -- - -
TTTTTTCOCTTTCTTTTCTTCTCTCTCTCTCTCTTCT TCTGGCT GGCT GGTGGAGAGG: TATGCTTCC: - - - - - CCGATTGGCTATCACA: - - - - - - - - -
TTTTTTCCCTTTCTTTTCTTCTCTCTCTCT- - - TTCTTTTGGCTGECTGGTGGAGAGG TATGCTTCG: - - - - - CCGATTGGCTATCACA- - - - - - - - - -
TTTTTTCCCTTTCTTTTCTTCTCTCTCTCT- - - TTCTTTTGGCTGECTGGTGGAGAGG TATGCTTCC- - - - - - CCGATTGGCTATCACA- - - - - - - - - -
TTTTTTCCCTTTCTTTTCTTCTCTCTCTCT- - - TTCTTTTGGCTGGECTGGTGGAGAGG: TATGCTTCC: - - - - - CCGATTGCCTATCACA- - - - - - - - - -
TTTTTTCCCTTTCTTTTCTTCTCTCTCTCT- - - TTCTTTTGGCTGECTGGTGGAGAGG TATGCTTCC: - - - - - CCGATTGCCTATCACA- - - -- - -- - -
TTTTTTCCCTTTCTTTTCTTCTCTCTCTCT- - - TTCTTTTGGCTGGCTGGTGGAGAGG- TATGCTTCG - - - - - CCGATTGGCTATCACA:- - - - - - - - - -
TTTTTTCCCTTTCTTTTCITCTCTCTCICT- - - TTCTTTTGGCTGECTGGT GGAGAGG TATGCTTCG: - - - - - CCGATTGGCTATCACA- - - - - - - - - -
TTTTTTCCCTTTCTTTTCTTCTCTCTCTCT- - - TTCTTTTGGCT GGCTGGT GGAGAGG TATGCTTCG: - - - - - COGATTGGCTATCACA: - - - - - - - - -
TTTTTTCCCTTTCTTTTCTTCTCTCTCTCT- - - TTCTTTTGGCTGECTGGTGGAGAGG TATGCTTCC: - - - - - CCGATTGGCTATCACA- - - - - - - - - -
TTTTTTCCCTTTCTTTTCTTCTCTCTCTCT- - - TTCTTTTGGCTGGECTGGTGGAGAGG: TATGCTTCC: - - - - - CCGATTGCCTATCACA- - - - - - - - - -
TTTTTTCCCTTTCTTTTCTTCTCTCTCTCT- - - TTCTTTTGGCTGECTGGTGGAGAGG TATGCTTCC: - - - - - CCGATTGCCTATCACA- - - -- - -- - -
TTTTTTCCCTTTCTTTTCTTCTCTCTCTCT- - - TTCTTTTGGCTGGCTGGTGGAGAGG: TATGCTTCC: - - - - - CCGATTGGCTATCACA: - - - - - - - - -
TTTTTTCCCTTTCTTTTCTITCTCTCTCICT- - - TTCTTTTGGCTGECTGGT GGAGAGG TATGCTTCG: - - - - - CCGATTGGCTATCACA- - - - - - - - - -
TTTTTTCCCTTTCTTTTCTTCTCTCTCTCT- - - TTCTTTTGGCT GGCTGGT GGAGAGG TATGCTTCG: - - - - - COGATTGGCTATCACA: - - - - - - - - -
TTTTTTCCCTTTCTTTTCTTCTCTCTCTCT- - - TTCTTTTGGCTGECTGGTGGAGAGG TATGCTTCC: - - - - - CCGATTGGCTATCACA- - - - - - - - - -
TTTTTTCCCTTTCTTTTCTTCTCTCTCTCT- - - TTCTTTTGGCTGGECTGGTGGAGAGG: TATGCTTCC: - - - - - CCGATTGCCTATCACA- - - - - - - - - -
TTTTTTCCCTTTCTTTTCTTCTCTCTCTCT- - - TTCTTTTGGCTGECTGGTGGAGAGG TATGCTTCC: - - - - - CCGATTGCCTATCACA- - - -- - -- - -
TTTTTTCCCTTTCTTTTCTTCTCTCTCTCT- - - TTCTTTTGGCTGGCTGGTGGAGAGG- TATGCTTCC: - - - - - CCGATTGGCTATCACA: - - - - - - - - -
TTTTTTCCCTTTCTTTTCTITCTCTCTCICT- - - TTCTTTTGGCTGECTGGT GGAGAGG TATGCTTCG: - - - - - CCGATTGGCTATCACA- - - - - - - - - -
TTTTTTCCCTTTCTTTTCTTCTCTCTCTCT- - - TTCTTTTGGCT GGCTGGT GGAGAGG TATGCTTCG: - - - - - COGATTGGCTATCACA: - - - - - - - - -
TTTTTTCCCTTTCTTTTCTTCTCTCTCTCT- - - TTCTTTTGGCTGECTGGTGGAGAGG TATGCTTCC: - - - - - CCGATTGGCTATCACA- - - - - - - - - -
TTTTTTCCCTTTCTTTTCTTCTCTCTCTCT- - - TTCTTTTGGCTGGECTGGTGGAGAGG: TATGCTTCC: - - - - - CCGATTGCCTATCACA- - - - - - - - - -
TTTTTTCCCTTTCTTTTCTTCTCTCTCTCT- - - TTCTTTTGGCTGECTGGTGGAGAGG TATGCTTCC: - - - - - CCGATTGCCTATCACA- - - -- - -- - -
TTTTTTCCCTTTCTTTTCTTCTCTCTCTCT- - - TTCTTTTGGCTGGCTGGTGGAGAGG: TATGCTTCC: - - - - - CCGATTGGCTATCACA: - - - - - - - - -
TTTTTTCCCTTTCTTTTCTTCTCTCTCTCT- - - TTCTTTTGGCTGECTGGTGGAGAGG TATGCTTCG: - - - - - CCGATTGGCTATCACA- - - - - - - - - -
GITTGGT- = = = = = = == === mmmmmmmmmmmmmmmmmmmm e GCAGACAG- - GGATAAA- TAAGT TTCTCGGAATCTGATTGGT- - CCAGA- - - - - - - - - -
GITTGGT- = = = = == == === mm e mmmmmm e mmmemememe GCAGACAG- - GGATAAA- TAAGTTTCTCGGAATCTGATTGGT- - CCAGA- - - - - - - - - -
GITTGGT- - - = = == == == === mmm e mmmmmemmme GCAGACAG- - GGATAAA- TAAGTTTCTCGGAATCTGATTGGT- - CCAGA- - - - - - - - - -
TTTTTTCCCTTTTTTCTTTTCTCIC - - - - - - - TTCTTTTGGCT GGOCGGT GGAGAGG TATGCTTCCC - - - - CTGGTTGGCTTTCAAA - - - - - - - - -
TTTTTTCCCTTTTTTCTTTTCICIC - - - - - - - TTCTTTTGGCT GGOCGGT GGAGAGG TATGCTTCCC - - - - CTGGTTGGCTTTCAAA: - - - - - - - - -
TTTTTTCCCTTTTTTICTTTTCICIG - - - - - - - TTCTTTTGGECTGGCCGGTGGAGAGG TATGCTTCCC: - - - - CTGGITGGCTTTCAAA- - - - - - - - - -
TTTTTTCCCTTTTTTCTTTTCTICIC - - - - - - - TTCTTTTGGCT GGOCGGT GGAGAGG TATGCTTCCC: - - - - CTGGTTGGCTTTCAAA- - - - - - - - - -
TTTTTTCCCTTTTTTCTTTTCICIC - - - - - - - TTCTTTTGGCT GGOOGGT GGAGAGG TATGCTTCCC: - - - - CTGGTTGGCTTTCAAA- - - - - - - - - -
TTTTTTCCCTTTTTTCTTTTCTICIC - - - - - - - TTCTTTTGGCT GGOCGGT GGAGAGG TATGCTTCCC: - - - - CTGGTTGGCTTTCAAA - - - - - - - - -
TTTTTTCCCTTTTTICTTTTCTCIC - - - - - - - TTCTTTTGGCT GGOCGGT GGAGAGG TATGCTTCCC - - - - CTGGTTGGCTTTCAAA - - - - - - - - -
TTTTTTCCCTTTTTTCTTTTCICIC - - - - - - - TTCTTTTGGCT GGOCGGT GGAGAGG TATGCTTCCC: - - - - CTGGTTGGCTTTCAAA: - - - - - - - - -
TTTTTTCCCTTTTTTCTTTTCTCIC - - - - - - - TTCTTTTGGCT GGOCGGT GGAGAGG TATGCTTCCC: - - - - CTGGTTGGCTTTCAAA- - - - - - - - - -
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Fotul _Tu67_1  --------- GGCTTTTTTATTTTTTTTTATTTTTAGGCGEEEEEEEEEEEEEEEENNAA- - - - - - - - - m - oo oo mmm oo oo oo oo
Fol ag_002_2 GITTTTTTTTTTTTTTTTTTTT T TTTTTTTTTTGEEECECEEEEEGEG - - =~ === === = === -=-=--------ooooooooooooooooo oo
Focuc_037_1 GEGECEEEEGI TTGAGGT TTGAATTGT TCCTTTCGTCCGAACGT G- - - - = - === == == s - s o s oo m oo oo oo oo oo oo o -
Fomin_012_1 GGECECEEEEGI TTGAGGT TTGAATTGT TCCTTTCGTCCGAACGT - - - = - = = = = = == === m o e oo oo oo oo oo oo oo oo oo o
Fol uf _001_3 GGEECGEEEEEGET TTGAGGT TTGAATTGT TCCTTTCGTCOGAACGTCT - - - = - = = = = = = - - s = o oo e oo oo me oo o oo oo oo o o
Fom n_013_2 GECEEEEEEGT TTGAGGT TTGAATTGT TCCTTTCGTCCGAACGT CT- - - = = = === - = s = s - s - mmmmmooooooooooooooooooooooooooo-
Fom n_001_2 GECEEEEEEGT TTGAGGT TTGAATTGT TCCTTTCGTCCGAACGT G- - - - == === == m s s mmmmmomomoooooooooooooooooooo oo
Fom n_004_2 GEGEEEEEEGT TTGAGGT TTGAATTGT TCCTTTCGTCCGAACGT G- - - - === === = - s - s o mmmomo oo oo oooooooooooo oo
Fom n_005_2 GGEGECEEEEGI TTGAGGT TTGAATTGT TCCTTTCGTCCGAACGT G- - - - = == == == - s s s s s o m oo oo oo oo oo oo oo oo o
Fom n_006_2 GGEGECEEEEGI TTGAGGT TTGAATTGT TCCTTTCGTCCGAACGT G- - - - = = = == == === s mmm oo oo oo m oo e e oo oo oo o
Fomi n_016_2 GGECGEEEEEGET TTGAGGT TTGAATTGT TCCTTTCGTCOGAACGTCT - - - = - = = = = = == = s = m oo e oo oo me oo o oo oo oo oo o
Forcu_016_2 GECEEEEEEGT TTGAGGT TTGAATTGT TCCTTTCGTCCGAACGT CT- - - = = = === s = s = s - s - s - mmmmmooooooooooooooooooooooo o
Forcu_024_2 GECEEEEEEGT TTGAGGT TTGAATTGT TCCT TTCGTCCGAACGT CT- - - === === === s = s - s s mmmomooooooooooooooooooooooo o
Forcu_031_1 GGECEEEEEEGT TTGAGGT TTGAATTGT TCCT TTCGTCCGAACGT CT - - - = - === == s - s - s o s s mmmo oo ooooooooooooooo oo
Foluf _001_2 ~ ------------ TCGAGGTACCTGGACCCAAGT TAGCCGAG: - - - - == == == - - s s s mm oo oo oo oo oo oo oo m oo -
Foluf _002_2  ------------ TCGAGGTACCTGGACCCAAGT TAGCCGAGG: - - - = = == == == == === = m o m oo oo oo oo oo oo oo oo oo oo
Foluf _001_1 W --------mmmmmmmmmamen CTTGTACGTAAGAGAGGAAA- - - - - - - - - oo oo m oo e oo oo oo o e oo e e oo
Foluf _002_1  -------mmmmmmmaees CTTGTACGTAAGAGAGGAAAT - - - - - - - - oo oo oo oo oo oo oooooooooooooooo o
Fom n_009 -------e-ieeie oo AGCCCEEEEECCTTTGG === === === mmmmmmmmmmooomoioooooooooooo oo
Fomin_011 ----emmoe oo AGCCCEEEEECCTTTGG - == === === mmmmmmmmmmoomooooooooooooooo oo o
Fopis_HDV247 0 ------------mmmmmmi oo s AGCCGGGAG - - - === - - - mmmmmmmmmmo oo
Fopi s_HDV247_1 ----------mmmmmmmm e o AGCCGGGAG - - - - === - == mmmmmmmmmm oo
Fopi s_HDV247_2 --------mmmommmm oo o AGCCGGEEGA - - - - - - - - - oo m e e
Fotul _Tu67_0  -------mmmmmmmo oo o AGCCEEEEEECTTTTGEG - == == === mm s m-mmmmomoooooooooooooo o
Forap_PHWB15 ~ -------ooommi oo AACCCGERAGGEECTTTGACCTGT - - - == === - mmmmmmmmmmomoommooo oo oo
Forcu_016_1  ----------mmmmmmoii i NN - oo
Fom n_016_1  -----------mmmmimi e AG - - - s oo
Fom n_006_1  ----------mmmmm e L R LR
FOmM N_001_1 = =--mcmcmcmcmcmcmeieee e e e i meieeeeeeeeeeeee-ee-ee-ee-ee-ienesesese-eaon-o-
Fom n_004_1 -------mmomm oo L
Fomn_005_1  -------mmmmmo oo L
Fomin_013_1 = -------mmmmmm oo L O
Forcu_024_1 = ---------mmmmmmm e L€ el
Foni v_005 ~  ------oeoooiiii i AGCCGGGAGGCCTTTGGGTTGT TCCTTTCTTACGAAAGCCTCTATCTTGGAGCTTTCGT TTA
R0 X I e LR T
Foniv_020 ~  -----e-eeieeee oo L O
Foluf _002_ 0  -------mmmmimme oo LG S
Fomom 001 ------o-meoooi oo AGCCG ------mmmmmmmmmm s ooosoooooooooooooooooo-
Foluf _001_0  ---------mmmmmmmmim e s AGCCGEG - -~ == m-mmmmmmmmmmsso oo ooooooooooooooooo-o-
Fomom 004  ------e-eieeee oo AGCCGG - - === m - mmmmmmmmm s
Folag_002_1 W --------mmmmmmmm oo AGCC- - - - - - mmmmmm s eeoeoeeoo o
Foni v_015 = =  ---eeeiemeeime i AGCC- - - - - - s s s s oo
Foniv_021 ~  ----eeeeeeie oo O O I
Foniv_037 - L O
Focuc_011 ------mmmmimim s AGCCGG - - - - - = - mmmmmmmmmmm oo
Focuc_035 ~  --------oieieeeeeii e AGCCGG - - - - - - - s mmmmmmm oo
Focuc_037_0 W --------mmmmmm oo AGCCGG - - = - === - s mm s mm e m e eoeoee oo
Focuc_001 ------mmmmime oo L O
Focuc_013 -------mmioioioioiiiii oo L O e
Focuc_015 --------mioooiiii i AGCCG - - - - -mmmmmmmmmms oo
Folag_001 -------mmmmmimi s AGCCG - - - - - - - mmmmmmmmmm oo
Folag_005_1 W ---------mmmmmmmmii oo S e R
Foniv_002 -----eemmeeee s AGCCG - - == - m - s s o s m e e eoeoeeo oo
Foniv_013 ~  ----cemome oo N O
Foniv_019 -----omo oo LG S
Focuc_018 --------miioooiiii oo AGCCG - - - - -mmmmmmmmmms oo
Focuc_021 ~  -------meieeeeee e AGCCG - - - - - mmmmmmmmm s
Focuc_030 -------m--eieieeeei oo L S R
Folag_002_ 0  ---------mommmmmoons TTTTGTATGECCAGCCGCGAAAGAACGLGE- - - = = = === === = - s oo s oo oo oo oo oo oo o o
Folag_004 -------moimeaa TTTTGTATGECCAGCCECGAAAGAACGCEE- - - - === m - m-mmmmmmmmomoioooooooooooooo o
Folag_005 0  -------vommmmmmamao TTTTGTATGECCAGCCECGAAAGAACGCGCA- - - - === - - m-m-mmmmomooooooooooooo o
Forcu_031 0 -------mmmmimo oo AGCCEEEEGAG - - === - mmmmmmmmmmmmo oo oooooooooooo-o
Forcu_024_0 @ -----c--cmcmcreme e nen i nee e e AGCCEEEEEAG - - === - == - s mmmmmmmmmm oo oo
Forcu_016_0 @ -----c-ecmmiccmn e eeieeas AGCCGEEEGAG- - - = === === m s s mmmmmm oo m oo
Fom n_016_0 W ----------mmmm o AGCCGGEEEGAG- - - === === = s s m s s mm oo e e
Fomn_005_ 0 -------mmmm oo AGCCEEEEGAC- - == === s mmmmmmmmmmmoooooo-ooooioioooooooo
Fomin_001 0 -------mmmmmo oo AGCCEEEEGACE- - = === == s = mmmmmmmmmo o moooooooooooooooo
Fomin_004 0 --------oomm oo AGCCEEEEEACE- - - == === - = mmmmmmmmmmmomooo oo
Fomn_006_0 @ -----c-ecmcnccmicn e es AGCCEEEEEACE- - - - = === = s s s mmmmmm s s s oo
FOM N_012 0 - - - - - s s oo m oo oo e e e e e e e e - e e e e eeoo---ooo---
Fom n_013_0 @ ---------mmmmm e AGCCGGEEEGACE- - - - == == === m s s s mm oo s mm oo e oo
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Alignment: /Users/ Peter/Dropbox/_UA Shared_Martijn_Peter/03.f.sp.markers/figures/ markers_aligned_150bp/ ni cenanme/ 002..13_SI X13. nuscl e. f &
Seavi ew [ bl ocks=100 fontsize=7 A4] on Fri Mar 10 14:21:12 2017

1

Fobul _Gl4 - - NNGTCTCATGGCCCTAC- - - CCGAGTAGTAGAAT CGGGAAAGATAAATAGAGATATATGGBCCTACT - - - - - - - - - CATATCTTGGGITTG: - - - - GAA
Fol yc_002 TAAAATACTATGGTATTGTATATAGAATAGT TGAAT CGGGAAAGATAAATAGAGATATATGGCCTACT - - - - - - - - - CATATCTTAGGITTGC: - - - - GA-
Fol yc_014 TAAAATACTATGGTATTGTATATAGAATAGT TGAAT CGGGAAAGATAAATAGAGATATATGGCCTACT - - - - - - - - - CATATCTTAGGITTC- - - - - GA-
Fol yc_016 TAAAATACTATGGTATTGTATATAGAATAGT TGAAT CGGGAAAGATAAATAGAGATATATGGCCTACT - - - - - - - - - CATATCTTAGGITTG: - - - - GA-
Fol yc_018 TAAAATACTATGGTATTGTATATAGAATAGT TGAATCGGGAAAGATAAATAGAGATATATGGCCTACT - - - - - - - - - CATATCTTAGGITTG: - - - - GA-
Fol yc_038 TAAAATACTATGGTATTGTATATAGAATAGT TGAATCGGGAAAGATAAATAGAGATATATGGCCTACT - - - - - - - - - CATATCTTAGGITTG: - - - - GA-
Fol yc_072 TAAAATACTATGGTATTGTATATAGAATAGT TGAATCGGGAAAGATAAATAGAGATATATGGCCTACT - - - - - - - - - CATATCTTAGGITTG - - - - GA-
Fol yc_4287_0 TAAAATACTATGGTATTGTATATAGAATAGT TGAAT CGGGAAAGATAAATAGAGATATATGGCCTACT - - - - - - - - - CATATCTTAGGITTC- - - - - GA-
Fol yc_004 - AAAATACTATGGTATTGTATATAGAATAGT TGAAT CGGGAAAGATAAATAGAGATATATGGCCTACT - - - - - - - - - CATATCTTAGGITTC- - - - - GA-
Fol yc_026 - AAAATACTATGGTATTGTATATAGAATAGT TGAAT CGGGAAAGATAAATAGAGATATATGGBCCTACT - - - - - - - - - CATATCTTAGGITTG: - - - - GA-
Fol yc_029 - AAAATACTATGGTATTGTATATAGAATAGT TGAAT CGGGAAAGATAAATAGAGATATATGBCCTACT - - - - - - - - - CATATCTTAGGITTG: - - - - GA-
Fol yc_069 - AAAATACTATGGTATTGTATATAGAATAGT TGAAT CGGGAAAGATAAATAGAGATATATGBCCTACT - - - - - - - - - CATATCTTAGGITTG: - - - - GA-
Fol yc_073 - AAAATACTATGGTATTGTATATAGAATAGT TGAAT CGGGAAAGATAAATAGAGATATATGGBCCTACT - - - - - - - - - CATATCTTAGGITTG - - - - GA-
Fol yc_074 - AAAATACTATGGTATTGTATATAGAATAGT TGAAT CGGGAAAGATAAATAGAGATATATGGCCTACT - - - - - - - - - CATATCTTAGGITTC: - - - - GA-
Fol yc_4287_1 - AAAATACTATGGTATTGTATATAGAATAGT TGAAT CGGGAAAGATAAATAGAGATATATGGCCTACT - - - - - - - - - CATATCTTAGGITTC- - - - - GA-
Fol yc_M\25 - AAAATACTATGGTATTGTATATAGAATAGT TGAAT CGGGAAAGATAAATAGAGATATATGGBCCTACT - - - - - - - - - CATATCTTAGGITTG: - - - - GA-
Fophy_KOD886 - AAAATACTATGGTATTGTATATAGAATAGT TGAAT CGGGAAAGATAAATAGAGATATATGBCCTACT - - - - - - - - - CATATCTTAGGITTG: - - - - GA-
Fophy_KQD887 - AAAATACTATGGTATTGTATATAGAATAGT TGAAT CGGGAAAGATAAATAGAGATATATGBCCTACT - - - - - - - - - CATATCTTAGGITTG: - - - - GA-
Fophy_KOD888 TAAAATACTATGGTATTGTATATAGAATAGT TGAATCGGGAAAGATAAATAGAGATATATGGCCTACT - - - - - - - - - CATATCTTAGGITTG - - - - GA-
Focub_B2. 0 ----- TACTATGGTATTATATATAGAATAGTAGAAT CGGGAAAGATAAATAGAGATATATGGCCTACT - - - - - - - - - CATATCTTGGGITTG: - - - - GAA
Forel _001  ----- TACTATGGTATTATATATAGAATAGT GGAAT CGGGAAAGATAAATAGAGATATATGGCCTACT - - - - - - - - - CATATCTTGGGITTC- - - - - GAA
Foniv_013 = ------------- TCCTGT GTAGCCAATCGCATTTCT GTAAATAGT GT GTAGATAGATTCCGATTTCT CTAGCT CAGCACGT CCTGTGCTCCAGTAGGAG
Fovas_NRRL25433 ------------- TCCTGTGTAGCCAATCGCATTTCTGTAAATAGT GT GTAGATAGAT TCCGATTTCTCTAGCT CAGCACGT CCTGTGCTCCAGTAGGAG
FONi Vv_020 e e e TACACATACATACATA- - - - - - - - === - - - - CATA- ------------------
FOl @0 001 oo oo oo oo oo
TR Ts [0 e e T
Focuc_015 - GATGTAT- - - - GTACTGTATATCGAATAGT GTAAT CGGGAAAGATAAATAGAGATATATGGCCTACT - - - - - - - - - CATATCTTGGGITTC- - - - - GAA
Focuc_037 GGATGTAT- - - - GTACTGTATATCGAATAGT GTAAT CGGGAAAGATAAATAGAGATATATGGCCTACT - - - - - - - - - CATATCTTGGGITTG: - - - - GAA
I
Folil_39 - - - - ATACTATGGTATTATATACAGAATAGT GGAAT CGGGAAAGATAAATAGAGACATATGBCCTACT - - - - - - - - - CATATCTTGAGITTG: - - - - GAA
Forcu_016 - - AAATACTATGGTATTATATATAGAATAGT GGAAT CGGGAAAGATAAATAGAGATATATGGBCCTACT - - - - - - - - - CATATCTTGGGITTG: - - - - GAA
For cu_024 - - AAATACTATGGTATTATATATAGAATAGT GGAAT CGGGAAAGATAAATAGAGATATATGGCCTACT - - - - - - - - - CATATCTTGGGITTG: - - - - GAA
For cu_031 - - AAATACTATGGTATTATATATAGAATAGT GGAAT CGGGAAAGATAAATAGAGATATATGGCCTACT - - - - - - - - - CATATCTTGGGITTC- - - - - GAA
Fom n_001 ----- TACTATGGTATTATATATAGAATAGT GGAAT CGGGAAAGATAAATAGAGATATATGBCCTACT - - - - - - - - - CATATCTTGGGITTG: - - - - GAA
Fom n_004 ----- TACTATGGTATTATATATAGAATAGT GGAAT CGGGAAAGATAAATAGAGATATATGBCCTACT - - - - - - - - - CATATCTTGGGITTG: - - - - GAA
Fom n_006  ----- TACTATGGTATTATATATAGAATAGT GGAAT CGGGAAAGATAAATAGAGATATATGBCCTACT - - - - - - - - - CATATCTTGGGITTG: - - - - GAA
Fom n_012 ----- TACTATGGTATTATATATAGAATAGT GGAAT CGGGAAAGATAAATAGAGATATATGBCCTACT - - - - - - - - - CATATCTTGGGITTG: - - - - GAA
Fom n_016 ----- TACTATGGTATTATATATAGAATAGT GGAAT CGGGAAAGATAAATAGAGATATATGGCCTACT - - - - - - - - - CATATCTTGGGITTG: - - - - GAA
Fom n_005 - - - - ATACTATGGTATTATATATAGAATAGT GGAAT CGGGAAAGATAAATAGAGATATATGGCCTACT - - - - - - - - - CATATCTTGGGITTC- - - - - GAA
Fom n_009 - - - - ATACTATGGTATTATATATAGAATAGT GGAAT CGGGAAAGATAAATAGAGATATATGGBCCTACT - - - - - - - - - CATATCTTGGGITTG: - - - - GAA
Fom n_010 - - - - ATACTATGGTATTATATATAGAATAGT GGAAT CGGGAAAGATAAATAGAGATATATGBCCTACT - - - - - - - - - CATATCTTGGGITTG: - - - - GAA
Fom n_011 - - - - ATACTATGGTATTATATATAGAATAGT GGAAT CGGGAAAGATAAATAGAGATATATGBCCTACT - - - - - - - - - CATATCTTGGGITTG: - - - - GAA
Fom n_013 - - - - ATACTATGGTATTATATATAGAATAGT GGAAT CGGGAAAGATAAATAGAGATATATGGBCCTACT - - - - - - - - - CATATCTTGGGITTG: - - - - GAA
Focuc_018 ----- TACTATGGTATTATATATAGAATAGT GGAAT CGGGAAAGATAAATAGAGATATATGGCCTACT - - - - - - - - - CATATCTTGGGITTG: - - - - GAA
Focuc_021 ----- TACTATGGTATTATATATAGAATAGT GGAAT CGGGAAAGATAAATAGAGATATATGGCCTACT - - - - - - - - - CATATCTTGGGITTC- - - - - GAA
Focuc_030  ----- TACTATGGTATTATATATAGAATAGT GGAAT CGGGAAAGATAAATAGAGATATATGBCCTACT - - - - - - - - - CATATCTTGGGITTG: - - - - GAA
Foniv_002 ----- TACTATGGTATTATATATAGAATAGT GGAAT CGGGAAAGATAAATAGAGATATATGBCCTACT - - - - - - - - - CATATCTTGGGITTG: - - - - GAA
Foniv_005 ----- TACTATGGTATTATATATAGAATAGT GGAAT CGGGAAAGATAAATAGAGATATATGBCCTACT - - - - - - - - - CATATCTTGGGITTG: - - - - GAA
Foniv_015 ----- TACTATGGTATTATATATAGAATAGT GGAAT CGGGAAAGATAAATAGAGATATATGGECCTACT - - - - - - - - - CATATCTTGGGITTG: - - - - GAA
Foniv_019 ----- TACTATGGTATTATATATAGAATAGT GGAAT CGGGAAAGATAAATAGAGATATATGGECCTACT - - - - - - - - - CATATCTTGGGITTG: - - - - GAA
Foniv_021 ----- TACTATGGTATTATATATAGAATAGT GGAAT CGGGAAAGATAAATAGAGATATATGGCCTACT - - - - - - - - - CATATCTTGGGITTC- - - - - GAA
Foni v_010 - - - - ATACTATGGTATTATATATAGAATAGT GGAAT CGGGAAAGATAAATAGAGATATATGGBCCTACT - - - - - - - - - CATATCTTGGGITTG: - - - - GAA
Foni v_037 - - - - ATACTATGGTATTATATATAGAATAGT GGAAT CGGGAAAGATAAATAGAGATATATGBCCTACT - - - - - - - - - CATATCTTGGGITTG: - - - - GAA
Fopi s_HDV247 - - - - ATACTATGGTATTATATATAGAATAGT GGAAT CGGGAAAGATAAATAGAGATATATGBCCTACT - - - - - - - - - CATATCTTGGGITTG: - - - - GAA
Focub_B2_1 - - - - ATACTACGGTATTATATATAGAATAGT GGAAT CGGGAAAGATAAATAGAGATATATGGBCCTACT - - - - - - - - - CATATCTTGGGITTG: - - - - GAA
Focub_l15 - - - - ATACTACGGTATTATATATAGAATAGT GGAAT CGGGAAAGATAAATAGAGATATATGGECCTACT - - - - - - - - - CATATCTTGGGITTG: - - - - GAA
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ATCCTTCATCATCGACAATACAACGAATTAATTACCCTATATCT TAACCATTTACT GGCCTGCCCACTATGACTCGGT TTCATCTTATCCTTTTACCACT
ATCCTTCATCATCGACAGT ACAACGAATTAATTACCCTATAACATAACA- - - TAACATACTGCCCACTATGACTCGGT TTCATCTTATCCTTTTACCACT
ATCCTTCATCATCGACAGT ACAACGAAT TAATTACCCTATAACATAACA- - - TAACATACTGCCCACTATGACTCGGT TTCATCTTATCCTTTTACCACT
ATCCTTCATCATCGACAGT ACAACGAATTAAT TACCCTATAACATAACA- - - TAACATACTGCCCACTATGACTCGGT TTCATCTTATCCTTTTACCACT
ATCCTTCATCATCGACAGT ACAACGAATTAATTACCCTATAACATAACA- - - TAACATACT GCCCACTATGACTCGGITTCATCTTATCCTTTTACCACT
ATCCTTCATCATCGACAGT ACAACGAATTAATTACCCTATAACATAACA- - - TAACATACTGCCCACTATGACTCGGT TTCATCTTATCCTTTTACCACT
ATCCTTCATCATCGACAGT ACAACGAATTAATTACCCTATAACATAACA- - - TAACATACTGCCCACTATGACTCGGT TTCATCTTATCCTTTTACCACT
ATCCTTCATCATCGACAGT ACAACGAATTAATTACCCTATAACATAACA- - - TAACATACTGCCCACTATGACTCGGT TTCATCTTATCCTTTTACCACT
ATCCTTCATCATCGACAGT ACAACGAATTAATTACCCTATAACATAACA- - - TAACATACTGCCCACTATGACTCGGT TTCATCTTATCCTTTTACCACT
ATCCTTCATCATCGACAGT ACAACGAATTAAT TACCCTATAACATAACA- - - TAACATACTGCCCACTATGACTCGGT TTCATCTTATCCTTTTACCACT
ATCCTTCATCATCGACAGT ACAACGAATTAATTACCCTATAACATAACA- - - TAACATACTGCCCACTATGACTCGGITTCATCTTATCCTTTTACCACT
ATCCTTCATCATCGACAGTACAACGAATTAATTACCCTATAACATAACA- - - TAACATACTGCCCACTATGACTCGGT TTCATCTTATCCTTTTACCACT
ATCCTTCATCATCGACAGT ACAACGAATTAATTACCCTATAACATAACA- - - TAACATACTGCCCACTATGACTCGGT TTCATCTTATCCTTTTACCACT
ATCCTTCATCATCGACAGT ACAACGAATTAATTACCCTATAACATAACA- - - TAACATACTGCCCACTATGACTCGGT TTCATCTTATCCTTTTACCACT
ATCCTTCATCATCGACAGT ACAACGAATTAATTACCCTATAACATAACA- - - TAACATACTGCCCACTATGACTCGGT TTCATCTTATCCTTTTACCACT
ATCCTTCATCATCGACAGT ACAACGAATTAAT TACCCTATAACATAACA- - - TAACATACTGCCCACTATGACTCGGT TTCATCTTATCCTTTTACCACT
ATCCTTCATCATCGACAGTACAACGAATTAATTACCCTATAACATAACA- - - TAACATACTGCCCACTATGACTCGGITTCATCTTATCCTTTTACCACT
ATCCTTCATCATCGACAGTACAACGAATTAATTACCCTATAACATAACA- - - TAACATACTGCCCACTATGACTCGGTTTCATCTTATCCTTTTACCACT
ATCCTTCATCATCGACAGT ACAACGAATTAATTACCCTATAACATAACA- - - TAACATACTGCCCACTATGACTCGGT TTCATCTTATCCTTTTACCACT
ATCCTTCATTATCGACAATACAACGAATTAATTACCTTATATCT TAACCATTTACT GGCCTGCCCACTATGACTCGGT TTCATCTTATCCTTTTACCACT
ATCCTTCATCATCGACAATACAACGAAT TAAT TACCCTATATCT TAACCATATACT GGCATGCCCACCATGACTCGGT TTCATCTTATCCTTTTACCACT
ACTTTTCGGEEECCTACGECCCCCCGGACGAAAAATACACATACATACAT - - - - - ACATACTGCCCACTATGACTCGGTTTCATCTTATCCTTTTACCACT
ACTTTTCGGGEECCTACGECCCCCCGGACGAAAAATACACATACATACAT - - - - - ACATACTGCCCACTATGACTCGGITTCATCTTATCCTTTTACCACT
----------------------------------------------------------- CTGCCCACTATGACTCGGTTTCATCTTATCCTTTTACCACT

ATCCTTAATCGT CGACAATACAACGAAT TAAT TACCCTATATCT TAACAACT TACGGGCCTGCCCACTATGACTCGGT TTCATCTTATCCTTTTACCACT
ATCCTTAATCGTCGACAATACAACGAAT TAAT TACCCTATATCT TAACAACT TACGGGCCTGCCCACTATGACTCGGT TTCATCTTATCCTTTTACCACT
---------------------------------------------------------------------- GCCTCGGTTTCAGCTTATCCTTGTACCACT
ATCCTTCATCATCGACAATACAAAGAATTAATTACCCTATATCTTAACCATTTACT GGCCTGCCCACTATGACTCGGT TTCGTCTTATCCTTTTACCACT
ATCCTTCA- - - TCGACAATACAACGAATTAATTACCCTATATCT TAACCATTTACT GGCCTGCCCACTATGACTCGGT TTCATCTTATCCTTTTACCACT
ATCCTTCA- - - TCGACAATACAACGAATTAATTACCCTATATCT TAACCATTTACT GGCCTGCCCACTATGACTCGGT TTCATCTTATCCTTTTACCACT
ATCCTTCA- - - TCGACAATACAACGAATTAATTACCCTATATCT TAACCATTTACT GGCCTGCCCACTATGACTCGGT TTCATCTTATCCTTTTACCACT
ATCCTTCATCATCGACAATACAACGAATTAATTACCCTATATCT TAACCATTTACT GGCCTGCCCACTATGACTCGGT TTCATCTTATTCTTTTACCACT
ATCCTTCATCATCGACAATACAACGAATTAATTACCCTATATCTTAACCATTTACT GGCCTGCCCACTATGACTCGGT TTCATCTTATTCTTTTACCACT
ATCCTTCATCATCGACAATACAACGAATTAATTACCCTATATCTTAACCATTTACT GGCCTGCCCACTATGACTCGGT TTCATCTTATTCTTTTACCACT
ATCCTTCATCATCGACAATACAACGAATTAATTACCCTATATCT TAACCATTTACT GGCCTGCCCACTATGACTCGGT TTCATCTTATTCTTTTACCACT
ATCCTTCATCATCGACAATACAACGAATTAATTACCCTATATCT TAACCATTTACT GGCCTGCCCACTATGACTCGGT TTCATCTTATTCTTTTACCACT
ATCCTTCATCATCGACAATACAACGAATTAATTACCCTATATCT TAACCATTTACT GGCCTGCCCACTATGACTCGGT TTCATCTTATTCTTTTACCACT
ATCCTTCATCATCGACAATACAACGAATTAATTACCCTATATCT TAACCATTTACT GGCCTGCCCACTATGACTCGGT TTCATCTTATTCTTTTACCACT
ATCCTTCATCATCGACAATACAACGAATTAATTACCCTATATCTTAACCATTTACT GGCCTGCCCACTATGACTCGGT TTCATCTTATTCTTTTACCACT
ATCCTTCATCATCGACAATACAACGAATTAATTACCCTATATCTTAACCATTTACT GGCCTGCCCACTATGACTCGGTTTCATCTTATTCTTTTACCACT
ATCCTTCATCATCGACAATACAACGAATTAATTACCCTATATCT TAACCATTTACT GGCCTGCCCACTATGACTCGGT TTCATCTTATTCTTTTACCACT
ATCCTTCATCATCGACAATACAACGAATTAATTACCCTATATCT TAACCATTTACT GGCCTGCCCACTATGACTCGGT TTCATCTTATCCTTTTACCACT
ATCCTTCATCATCGACAATACAACGAATTAATTACCCTATATCT TAACCATTTACT GGCCTGCCCACTATGACTCGGT TTCATCTTATCCTTTTACCACT
ATCCTTCATCATCGACAATACAACGAATTAATTACCCTATATCT TAACCATTTACT GGCCTGCCCACTATGACTCGGT TTCATCTTATCCTTTTACCACT
ATCCTTCATCATCGACAATACAACGAATTAATTACCCTATATCTTAACCATTTACT GGCCTGCCCACTATGACTCGGT TTCATCTTATCCTTTTACCACT
ATCCTTCATCATCGACAATACAACGAATTAATTACCCTATATCTTAACCATTTACT GGCCTGCCCACTATGACTCGGT TTCATCTTATCCTTTTACCACT
ATCCTTCATCATCGACAATACAACGAATTAATTACCCTATATCT TAACCATTTACT GGCCTGCCCACTATGACTCGGT TTCATCTTATCCTTTTACCACT
ATCCTTCATCATCGACAATACAACGAATTAATTACCCTATATCT TAACCATTTACT GGCCTGCCCACTATGACTCGGT TTCATCTTATCCTTTTACCACT
ATCCTTCATCATCGACAATACAACGAATTAATTACCCTATATCT TAACCATTTACT GGCCTGCCCACTATGACTCGGT TTCATCTTATCCTTTTACCACT
ATCCTTCATCATCGACAATACAACGAATTAATTACCCTATATCT TAACCATTTACT GGCCTGCCCACTATGACTCGGT TTCATCTTATCCTTTTACCACT
ATCCTTCATCATCGACAATACAACGAATTAATTACCCTATATCTTAACCATTTACT GGCCTGCCCACTATGACTCGGT TTCATCTTATCCTTTTACCACT
ATCCTTCATCATCGACAATACAACGAATTAATTACCCATTATCTTAACCATTTACT GGCCTGCCCACTATGACTCGGT TTCATCTTATCCTTTTACCACT
ATCCTTCATCATCGACAATACAACGAAT CAATTACCCTATATCT TAACCATTCACT GGCCTGCCCACAATGACTCGGT TTCACCTTATCCTTTTACCATT
ATCCTTCATCATCGACAATACAACGAAT CAATTACCCTATATCT TAACCAT TCACT GGCCTGCCCACAATGACTCGGT TTCACCTTATCCTTTTACCATT
———————————————————————————————————————————————————————————— TGCCCACAATGACTCGGTTTCACCTTATCCTTTTACCATT
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ACTTTTCTCCTGGITCTCCTATTGCTTAGGGGAGT TAGAGGT GT CTGAT T TGT CTGATCAGCCT CCTAGCGT CGAAAATACT TATCGGGATCAGECCTTC
ACTTTTCTCCTGGITCTCCTATTGCTTAGGGGAGT TAGAGGT GT CTGAT T TGT CTGATCAGCCTCCTAGCGT CGAAAATACT TATCGGGATCAGECCTTC
ACTTTTCTCCTGGITCTCCTAT TGCTTAGGGGAGT TAGAGGT GT CTGAT T TGT CTGATCAGCCTCCTAGCGT CGAAAATACT TATCGGGATCAGECCTTC
ACTTTTCTCCTGGITCTCCTATTGCTTAGGGGAGT TAGAGGT GT CTGAT T TGT CTGATCAGCCTCCTAGCGT CGAAAATACT TATCGGGATCAGECCTTC
ACTTTTCTCCTGGI TCTCCTATTGCT TAGGGGAGT TAGAGGT GT CTGATTTGT CTGATCAGCCT CCTAGCGT CGAAAATACT TATCGGGATCAGGCCTTC
ACTTTTCTCCTGGT TCTCCTATTGCT TAGGGGAGT TAGAGGT GT CTGATTTGT CTGATCAGCCT CCTAGCGT CGAAAATACT TATCGGGATCAGGCCTTC
ACTTTTCTCCTGGITCTCCTATTGCTTAGGGGAGT TAGAGGT GT CTGAT T TGT CTGATCAGCCT CCTAGCGT CGAAAATACT TATCGGGATCAGECCTTC
ACTTTTCTCCTGGITCTCCTATTGCTTAGGGGAGT TAGAGGT GT CTGAT T TGT CTGATCAGCCT CCTAGCGT CGAAAATACT TATCGGGATCAGECCTTC
ACTTTTCTCCTGGITCTCCTAT TGCTTAGGGGAGT TAGAGGT GT CTGAT T TGT CTGATCAGCCTCCTAGCGT CGAAAATACT TATCGGGATCAGECCTTC
ACTTTTCTCCTGGITCTCCTATTGCTTAGGGGAGT TAGAGGT GT CTGAT T TGT CTGATCAGCCTCCTAGCGT CGAAAATACT TATCGGGATCAGECCTTC
ACTTTTCTCCTGGI TCTCCTATTGCT TAGGGGAGT TAGAGGT GT CTGATTTGT CTGATCAGCCT CCTAGCGT CGAAAATACT TATCGGGATCAGGCCTTC
ACTTTTCTCCTGGT TCTCCTATTGCT TAGGGGAGT TAGAGGT GT CTGATTTGT CTGATCAGCCT CCTAGCGT CGAAAATACT TATCGGGATCAGGCCTTC
ACTTTTCTCCTGGITCTCCTATTGCTTAGGGGAGT TAGAGGT GT CTGAT T TGT CTGATCAGCCT CCTAGCGT CGAAAATACT TATCGGGATCAGECCTTC
ACTTTTCTCCTGGITCTCCTATTGCTTAGGGGAGT TAGAGGT GT CTGAT T TGT CTGATCAGCCTCCTAGCGT CGAAAATACT TATCGGGATCAGECCTTC
ACTTTTCTCCTGGITCTCCTAT TGCTTAGGGGAGT TAGAGGT GT CTGAT T TGT CTGATCAGCCTCCTAGCGT CGAAAATACT TATCGGGATCAGECCTTC
ACTTTTCTCCTGGITCTCCTATTGCTTAGGGGAGT TAGAGGT GT CTGAT T TGT CTGATCAGCCTCCTAGCGT CGAAAATACT TATCGGGATCAGECCTTC
ACTTTTCTCCTGGI TCTCCTATTGCT TAGGGGAGT TAGAGGT GT CTGATTTGT CTGATCAGCCT CCTAGCGT CGAAAATACT TATCGGGATCAGGCCTTC
ACTTTTCTCCTGGT TCTCCTATTGCT TAGGGGAGT TAGAGGT GT CTGATTTGT CTGATCAGCCT CCTAGCGT CGAAAATACT TATCGGGATCAGGCCTTC
ACTTTTCTCCTGGITCTCCTATTGCTTAGGGGAGT TAGAGGT GT CTGAT T TGT CTGATCAGCCT CCTAGCGT CGAAAATACT TATCGGGATCAGECCTTC
ACTTTTCTCCTGGITCTCCTATTGCTTTGGGCAGT - - - - - - TGITCTGATTTGI CTGATCAGCCTCCTAGCGT CGAAAATACT TATCGGGATCAGGTCTTC
ACTTTTCTCCTGGITCTCCTAT TGCTTAGGGGAGT TAGAGGT GT CCGAT T TGT CTGATCAGCCTCCTAGCGT CGAAAATACT TATCGGGATCAGECCTTC
ACTTTCCTCTTGGITCTCCTATTGCTTAGGGGAGT TAGAGGT GT CTGAT T TGT CTGATCAGCCTCCTAGCGT CGAAAATACT TATCGGGATCAGECCTTC
ACTTTCCTCTTGGI TCTCCTATTGCT TAGGGGAGT TAGAGGT GT CTGATTTGT CTGATCAGCCT CCTAGCGT CGAAAATACT TATCGGGATCAGGCCTTC
ACTTTCCTCTTGGT TCTCCTATTGCT TAGGGGAGT TAGAGGT GTCTGATTTGT CTGATCAGCCT CCTAGCGT CGAAAATACT TATCGGGATCAGGCCTTC
———————————————————————————————————————————————————————— ATCAGCCTCCTAGCGT CGAAAATACT TATCGGGATCAGGCCTTC
———————————————————————————————————————————————————————— ATCAGCCTCCTAGCGT CGAAAATACT TATCGGGATCAGGCCTTC
ACTTTTCTCCTGGITCTCCTAT TGCTTAGGGGAGT TAGAGGT GT CTGAT T TGT CTGATCAGCCTCCTAGCGT CGAAAATACT TATCGGGATCAGECCTTC
ACTTTTCTCCTGGITCTCCTATTGCTTAGGGGAGT TAGAGGT GT CTGAT T TGT CTGATCAGCCTCCTAGCGT CGAAAATACT TATCGGGATCAGECCTTC
ACTTTTCTCCTGGI TCTCCTATGGCT TAGGGGAGT TAGAGGT GT CTGATTTGT CTGACCAGCCT CCTAGCGT CGAAAATACT TATCGGGATCAGGCCTTC
ACTTTTCTCCTGGT TCTCCTATTGCT TAGGGGAGT TAGAGGT GT CTGATTTGT CTGATCAGCCT CCTAGCGT CGAAAATACT TATCGGGATCAGGCCTTC
ACTTGICTCCTGGITCTCCTATTGCTTAGGGGAGT TAGAGGT GT CTGAT T TGT CTGATCAGCCT CCTAGCGT CGAAAATACT TATCGGGATCAGECCTTC
ACTTGICTCCTGGITCTCCTAT TGCTTAGGGGAGT TAGAGGT GT CTGAT T TGT CTGATCAGCCT CCTAGCGT CGAAAATACT TATCGGGATCAGECCTTC
ACTTGICTCCTGGITCTCCTAT TGCTTAGGGGAGT TAGAGGT GT CTGAT T TGT CTGATCAGCCTCCTAGCGT CGAAAATACT TATCGGGATCAGECCTTC
ACTTTTCTCCTGGITCTCCTATTGCTTAGGGGAGT TAGAGGT GT CTGAT T TGT CTGATCAGCCTCCTAGCGT CGAAAATACT TATCGGGATCAGECCTTC
ACTTTTCTCCTGGI TCTCCTATTGCT TAGGGGAGT TAGAGGT GT CTGATTTGT CTGATCAGCCT CCTAGCGT CGAAAATACT TATCGGGATCAGGCCTTC
ACTTTTCTCCTGGT TCTCCTATTGCT TAGGGGAGT TAGAGGT GT CTGATTTGT CTGATCAGCCT CCTAGCGT CGAAAATACT TATCGGGATCAGGCCTTC
ACTTTTCTCCTGGITCTCCTATTGCTTAGGGGAGT TAGAGGT GT CTGAT T TGT CTGATCAGCCT CCTAGCGT CGAAAATACT TATCGGGATCAGECCTTC
ACTTTTCTCCTGGITCTCCTATTGCTTAGGGGAGT TAGAGGT GT CTGAT T TGT CTGATCAGCCT CCTAGCGT CGAAAATACT TATCGGGATCAGECCTTC
ACTTTTCTCCTGGITCTCCTAT TGCTTAGGGGAGT TAGAGGT GT CTGAT T TGT CTGATCAGCCTCCTAGCGT CGAAAATACT TATCGGGATCAGECCTTC
ACTTTTCTCCTGGITCTCCTATTGCTTAGGGGAGT TAGAGGT GT CTGAT T TGT CTGATCAGCCTCCTAGCGT CGAAAATACT TATCGGGATCAGECCTTC
ACTTTTCTCCTGGI TCTCCTATTGCT TAGGGGAGT TAGAGGT GTCTGATTTGT CTGATCAGCCT CCTAGCGT CGAAAATACT TATCGGGATCAGGCCTTC
ACTTTTCTCCTGGT TCTCCTATTGCT TAGGGGAGT TAGAGGT GT CTGATTTGT CTGATCAGCCT CCTAGCGT CGAAAATACT TATCGGGATCAGGCCTTC
ACTTTTCTCCTGGITCTCCTATTGCTTAGGGGAGT TAGAGGT GT CTGAT T TGT CTGATCAGCCT CCTAGCGT CGAAAATACT TATCGGGATCAGGCCTTC
ACTTTTCTCCTGGITCTCCTATTGCTTAGGGGAGT TAGAGGT GT CTGAT T TGT CTGATCAGCCT CCTAGCGT CGAAAATACT TATCGGGATCAGECCTTC
ACTTTTCTCCTGGITCTCCTAT TGCTTAGGGGAGT TAGAGGT GT CTGAT T TGT CTGATCAGCCTCCTAGCGT CGAAAATACT TATCGGGATCAGECCTTC
ACTTTTCTCCTGGITCTCCTATTGCTTAGGGGAGT TAGAGGT GT CTGAT T TGT CTGATCAGCCTCCTAGCGT CGAAAATACT TATCGGGATCAGECCTTC
ACTTTTCTCCTGGI TCTCCTATTGCT TAGGGGAGT TAGAGGT GTCTGATTTGIT CTGATCAGCCT CCTAGCGT CGAAAATACT TATCGGGATCAGGCCTTC
ACTTTTCTCCTGGT TCTCCTATTGCT TAGGGGAGT TAGAGGT GT CTGATTTGT CTGATCAGCCT CCTAGCGT CGAAAATACT TATCGGGATCAGGCCTTC
ACTTTTCTCCTGGITCTCCTATTGCTTAGGGGAGT TAGAGGT GT CTGAT T TGT CTGATCAGCCT CCTAGCGT CGAAAATACT TATCGGGATCAGECCTTC
ACTTTTCTCCTGGITCTCCTATTGCTTAGGGGAGT TAGAGGT GT CTGAT T TGT CTGATCAGCCTCCTAGCGT CGAAAATACT TATCGGGATCAGECCTTC
ACTTTTCTCCTGGITCTCCTAT TGCTTAGGGGAGT TAGAGGT GT CTGAT T TGT CTGATCAGCCTCCTAGCGT CGAAAATACT TATCGGGATCAGECCTTC
ACTTTTCTCCTGGITCTCCTATTGCTTAGGGGAGT TAGAGGT GT CTGAT T TGT CTGATCAGCCTCCTAGCGT CGAAAATACT TATCGGGATCAGECCTTC
ACTTTTCTCCTGGI TCTCCTATTGCT TAGGGGAGT TAGAGGT GTCTGATTTGT CTGATCAGCCT CCTAGCGT CGAAAATACT TATCGGGATCAGGCCTTC
ACTTTTCTCCTGGT TCTCCTATTGCT TAGGAGAGT TAGAGGT TTCTGATTTGT CTGATCAGCCT CCTAGCGT CGAAAATACTTATCGGGATCAGGCCTTC
ACTTTTCTCCTGGITCTCCTATTGI TTAGGGGAGI TAGAGGT GT CTGAT T TGT CTGATCAGCCT CCTAGCGT CGAAAATACT TATCGGGATCAGECCTTC
ACTTTTCTCCTGGITCTCCTATTGI TTAGGGGAGT TAGAGGT GT CTGAT T TGT CTGATCAGCCT CCTAGCGT CGAAAATACT TATCGGGATCAGECCTTC
ACTTTTCTCCTGGITCTCCTATTGI TTAGGGGAGT TAGAGGTGT CTGAT T TGT CTGATCAGCCTCCTAGCGT CGAAAATACT TATCGGGATCAGGCCTTC
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AACGAAGAGGAGCTACT CAAAGT CGT GGACGAGCT CTCGGTAGAGCT AACAAACCATACGGAACGGEGCCCT AGT CTCGGAAGCAGCACTACAGAGECGT C
AACGAAGAGGAGCTACT CAAAGT CGT GGACGAGCT CT CGGTAGAGCGAACAGAGCATACGGAACGGEGECCCT AGT CTCGGAAGCAGCAGTACAGAAGCGT C
AACGAAGAGGAGCTACT CAAAGT CGT GGACGAGCT CT CGGTAGAGCGAACAGAGCATACGGAACGGEECCCT AGT CTCGGAAGCAGCAGTACAGAAGCGT C
AACGAAGAGGAGCTACT CAAAGT CGT GGACGAGCT CT CGGTAGAGCGAACAGAGCATACGGAACGGEECCCT AGT CTCGGAAGCAGCAGTACAGAAGCGT C
AACGAAGAGGAGCTACT CAAAGT CGT GGACGAGCT CT CGGT AGAGCGAACAGAGCATACGGAACGGGCCCTAGT CTCGGAAGCAGCAGTACAGAAGCGT C
AACGAAGAGGAGCTACT CAAAGT CGT GGACGAGCT CT CGGT AGAGCGAACAGAGCATACGGAACGGEGECCCT AGT CTCGGAAGCAGCAGTACAGAAGCGT C
AACGAAGAGGAGCTACT CAAAGT CGT GGACGAGCT CT CGGT AGAGCGAACAGAGCAT ACGGAACGGEGCCCT AGT CTCGGAAGCAGCAGTACAGAAGCGT C
AACGAAGAGGAGCTACT CAAAGT CGT GGACGAGCT CT CGGTAGAGCGAACAGAGCATACGGAACGGEGCCCT AGT CTCGGAAGCAGCAGTACAGAAGCGT C
AACGAAGAGGAGCTACT CAAAGT CGT GGACGAGCT CT CGGTAGAGCGAACAGAGCATACGGAACGGEECCCT AGT CTCGGAAGCAGCAGTACAGAAGCGT C
AACGAAGAGGAGCTACT CAAAGT CGT GGACGAGCT CT CGGTAGAGCGAACAGAGCATACGGAACGGEECCCT AGT CTCGGAAGCAGCAGTACAGAAGCGT C
AACGAAGAGGAGCTACT CAAAGT CGT GGACGAGCT CT CGGT AGAGCGAACAGAGCATACGGAACGGGCCCTAGT CTCGGAAGCAGCAGTACAGAAGCGT C
AACGAAGAGGAGCTACT CAAAGT CGT GGACGAGCT CT CGGT AGAGCGAACAGAGCAT ACGGAACGEGCCCT AGT CTCGGAAGCAGCAGTACAGAAGCGT C
AACGAAGAGGAGCTACT CAAAGT CGT GGACGAGCT CT CGGT AGAGCGAACAGAGCAT ACGGAACGGEGCCCT AGT CTCGGAAGCAGCAGTACAGAAGCGT C
AACGAAGAGGAGCTACT CAAAGT CGT GGACGAGCT CT CGGT AGAGCGAACAGAGCAT ACGGAACGGEGCCCT AGT CTCGGAAGCAGCAGTACAGAAGCGT C
AACGAAGAGGAGCTACT CAAAGT CGT GGACGAGCT CT CGGT AGAGCGAACAGAGCAT ACGGAACGGEGECCCTAGT CTCGGAAGCAGCAGTACAGAAGCGT C
AACGAAGAGGAGCTACT CAAAGT CGT GGACGAGCT CTCGGT AGAGCGAACAGAGCAT ACGGAACGGEGECCCTAGT CTCGGAAGCAGCAGTACAGAAGCGT C
AACGAAGAGGAGCTACT CAAAGT CGT GGACGAGCT CT CGGT AGAGCT AACAGAGCATACGGAACGGGCCCTAGT CTCGGAAGCAGCAGTACAGAAGCGT C
AACGAAGAGGAGCTACT CAAAGT CGT GGACGAGCT CTCGGT AGAGCT AACAGAGCAT ACGGAACGGEGCCCT AGT CTCGGAAGCAGCAGTACAGAAGCGT C
AACGAAGAGGAGCTACT CAAAGT CGT GGACGAGCT CTCGGT AGAGCT AACAGAGCAT ACGGAACGGEGCCCTAGT CTCGGAAGCAGCAGTACAGAAGCGT C
AACGAAGAGGAGCTACT CAAAGT CGT GGACGAGCT CT TGGT AGAGCT AACAAACCAT ACGAAACGGEGCCCT AGT CTCGGAAGCAGCAGTACAGAAGCGT C
AACGAAGAGGAGCTACT CAAAGT CGT GGACGAGCT CTCGGT AGAGCT AACAGAGCAT ACGGAGCGGEGECCCTAGT CTCGAAAGCAGCAGTACAGAGGECGT C
AACGAAGAGGAGCT GCTCAAAGT CGT GGACGAGCT CT CGGTAGAGCT AACAGAGCATACGGAACGGEECCCT AGT CTCGGAAGCAGCATTACAGAGECGT C
AACGAAGAGGAGCT GCTCAAAGT CGT GGACGAGCT CT CGGT AGAGCT AACAGAGCATACGGAACGGGCCCTAGT CTCGGAAGCAGCATTACAGAGCECGIC
AACGAAGAGGAGCT GCTCAAAGT CGT GGACGAGCT CTCGGT AGAGCT AACAGAGCAT ACGGAACGGEGCCCT AGT CTCGGAAGCAGCAT TACAGAGGECGI C
AACGAAGAGGAGCT GCTCAAAGT CGT GGACGAGCT CTCGGT AGAGCT AACAGAGCAT ACGGAACGGEGCCCTAGT CTCGGAAGCAGCAT TACAGAGGECGI C
AACGAAGAGGAGCT GCTCAAAGT CGT GGACGAGCT CTCGGTAGAGCT AACAGAGCATACGGAACGGEGECCCT AGT CTCGGAAGCAGCATTACAGAGECGT C
AACGAAGAGCAGCT GCTGAAAGT CGT GGACGAGCT CTCGGT AGAGCT AACAGAGCAT ACGGAACGGEGCCCTAGT CTCGGAAGCAGCAT TACAGAGGECGT C
AACGAAGAGCAGCT GCTGAAAGT CGT GGACGAGCT CT CGGTAGAGCT AACAGAGCATACGGAACGGEECCCT AGT CTCGGAAGCAGCATTACAGAGECGT C
AACGAAGAGGAGCT GCTCAAAGT CGT GGACGAGCT CT CGGT AGAGCT AACAGAGCATACGGAACGGGCCCTAGT CTCGGAAGCAGCATTACAGAGCECGIC
AACGAAGAGGAGCTACT CAAAGT CGT GGACGACCT CTCGGT AGAGCT AACAGAGCAT ACGGAACGGEGCCCT AGT CTCGGAAGCAGCACTACAGAGGECGT C
AACGAAGAT GAGCTACT CAAAGT CGT GGACGAGCT CTCGGT AGAGCT AACAAAGCAT ACGGAACGGEGCCCT AGT CTCGGAAGCAGCAGTACAGAAGCGT C
AACGAAGAT GAGCTACT CAAAGT CGT GGACGAGCT CTCGGT AGAGCT AACAAAGCAT ACGGAACGGEGCCCT AGT CTCGGAAGCAGCAGTACAGAAGCGT C
AACGAAGATGAGCTACT CAAAGT CGT GGACGAGCT CTCGGT AGAGCT AACAAAGCAT ACGGAACGGEGCCCTAGT CTCGGAAGCAGCAGTACAGAAGCGT C
AACGAAGAGGAGCTACT CAAAGT CGT GGACGAGCT CTCGGT AGAGCT AACAGAGCAT ACGGAACGGEGECCCTAGT CTCGGAAGCAGCAGTACAGAGECGT C
AACGAAGAGGAGCTACT CAAAGT CGT GGACGAGCT CT CGGT AGAGCT AACAGAGCATACGGAACGGGCCCTAGT CTCGGAAGCAGCAGTACAGAGCECGTC
AACGAAGAGGAGCTACT CAAAGT CGT GGACGAGCT CTCGGT AGAGCT AACAGAGCAT ACGGAACGGEGCCCT AGT CTCGGAAGCAGCAGT ACAGAGGECGT C
AACGAAGAGGAGCTACT CAAAGT CGT GGACGAGCT CTCGGT AGAGCT AACAGAGCAT ACGGAACGGEGCCCT AGT CTCGGAAGCAGCAGTACAGAGGECGT C
AACGAAGAGGAGCTACT CAAAGT CGT GGACGAGCT CTCGGT AGAGCT AACAGAGCAT ACGGAACGGEGCCCT AGT CTCGGAAGCAGCAGTACAGAGGECGT C
AACGAAGAGGAGCTACT CAAAGT CGT GGACGAGCT CTCGGT AGAGCT AACAGAGCAT ACGGAACGGEGCCCTAGT CTCGGAAGCAGCAGTACAGAGGECGT C
AACGAAGAGGAGCTACT CAAAGT CGT GGACGAGCT CTCGGT AGAGCT AACAGAGCAT ACGGAACGGEGECCCTAGT CTCGGAAGCAGCAGTACAGAGCECGT C
AACGAAGAGGAGCTACT CAAAGT CGT GGACGAGCT CT CGGT AGAGCT AACAGAGCATACGGAACGGGCCCTAGT CTCGGAAGCAGCAGTACAGAGCECGTC
AACGAAGAGGAGCTACT CAAAGT CGT GGACGAGCT CTCGGT AGAGCT AACAGAGCAT ACGGAACGGEGCCCT AGT CTCGGAAGCAGCAGT ACAGAGGECGT C
AACGAAGAGGAGCTACT CAAAGT CGT GGACGAGCT CTCGGT AGAGCT AACAGAGCAT ACGGAACGGEGCCCT AGT CTCGGAAGCAGCAGTACAGAGGECGT C
AACGAAGAGGAGCTACT CAAAGT CGT GGACGAGCT CT CGGT AGAGCT AACAGAGCAT ACGGAACGGEGCCCT AGT CTCGGAAGCAGCAGTACAGAGGECGT C
AACGAAGAGGAGCTACT CAAAGT CGT GGACGAGCT CTCGGT AGAGCT AACAGAGCAT ACGGAACGGEGCCCTAGT CTCGGAAGCAGCAGTACAGAGGECGT C
AACGAAGAGGAGCTACT CAAAGT CGT GGACGAGCT CTCGGT AGAGCT AACAGAGCAT ACGGAACGGEGECCCTAGT CTCGGAAGCAGCAGTACAGAGECGT C
AACGAAGAGGAGCTACT CAAAGT CGT GGACGAGCT CT CGGT AGAGCT AACAGAGCAT ACGGAACGGGCCCTAGT CTCGGAAGCAGCAGTACAGAGCECGTC
AACGAAGAGGAGCTACT CAAAGT CGT GGACGAGCT CTCGGT AGAGCT AACAGAGCAT ACGGAACGGEGCCCT AGT CTCGGAAGCAGCAGT ACAGAGGECGT C
AACGAAGAGGAGCTACT CAAAGT CGT GGACGAGCT CTCGGT AGAGCT AACAGAGCAT ACGGAACGGEGCCCT AGT CTCGGAAGCAGCAGT ACAGAGGECGT C
AACGAAGAGGAGCTACT CAAAGT CGT GGACGAGCT CTCGGT AGAGCT AACAGAGCAT ACGGAACGGEGCCCT AGT CTCGGAAGCAGCAGTACAGAGGECGT C
AACGAAGAGGAGCTACT CAAAGT CGT GGACGAGCT CTCGGT AGAGCT AACAGAGCAT ACGGAACGGEGCCCTAGT CTCGGAAGCAGCAGTACAGAGGECGT C
AACGAAGAGGAGCTACT CAAAGT CGT GGACGAGCT CTCGGT AGAGCT AACAGAGCAT ACGGAACGGEGECCCTAGT CTCGGAAGCAGCAGTACAGAGCECGT C
AACGAAGAGGAGCTACT CAAAGT CGT GGACGAGCT CT CGGT AGAGCT AACAGAGCAT ACGGAACGGGCCCTAGT CTCGGAAGCAGCAGTACAGAGCECGTC
AACGAAGAGGAGCTACT CAAAGT CGT GGACGAGCT CTCGGT AAAGCT AACAAACCAT ACGGAACGGACCCT AGT CTCGGAAGCAGCACTACAGAGGECGT C
AACGAAGAGGAGCTACT CAAAGT CGT GGACGAGCT CTCGGT AAAGCT AACAAACCAT ACGGAACGGEGCCCT AGT CTCGGAAGCAGCACTACAGAGGECGI C
AACGAAGAGGAGCTACT CAAAGT CGT GGACGAGCT CT CGGT AAAGCT AACAAACCAT ACGGAACGGEGCCCT AGT CTCGGAAGCAGCACTACAGAGGECGT C
AACGAAGAGGAGCTACT CAAAGT CGT GGACGAGCT CTCGGT AAAGCT AACAAACCAT ACGGAACGGEGCCCTAGT CTCGGAAGCAGCACTACAGAGGECGT C
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AAGACGACGAACACCCTAACGGACCT TGCCCGAGGGGAGGAAGT CTTTATGT TGAT TCAGACGAAGATAGGT CATGCAACGCAAAAT GGGGAATTCAAAC
AAGACGACGAACACCCTAACGGACCT TGCCCGAGGGGAGGACGT CTTTATGI TGAT TCAGAT GAAGATAGT TCATGCAACGCAAAAT GGGGAACTCAAAC
AAGACGACGAACACCCTAACGGACCT TGCCCGAGGGGAGGACGT CTTTATGT TGAT TCAGAT GAAGATAGT TCATGCAACGCAAAAT GGGGAACTCAAAC
AAGACGACGAACACCCTAACGGACCT TGCCCGAGGGGAGGACGT CTTTATGT TGAT TCAGAT GAAGATAGT TCATGCAACGCAAAAT GGGGAACTCAAAC
AAGACGACGAACACCCTAACGGACCT TGCCCGAGGGGAGGACGT CTTTATGT TGATTCAGAT GAAGATAGT TCATGCAACGCAAAAT GGGGAACTCAAAC
AAGACGACGAACACCCTAACGGACCT TGCCCGAGGGGAGGACGT CTTTATGT TGATTCAGAT GAAGATAGT TCATGCAACGCAAAAT GGGGAACTCAAAC
AAGACGACGAACACCCTAACGGACCT TGCCCGAGGGGAGGACGT CTTTATGIT TGAT TCAGAT GAAGATAGIT TCATGCAACGCAAAAT GGGGAACTCAAAC
AAGACGACGAACACCCTAACGGACCT TGCCCGAGGGGAGGACGT CTTTATGT TGAT TCAGAT GAAGATAGT TCATGCAACGCAAAAT GGGGAACTCAAAC
AAGACGACGAACACCCTAACGGACCT TGCCCGAGGGGAGGACGT CTTTATGI TGAT TCAGAT GAAGATAGT TCATGCAACGCAAAAT GGGGAACTCAAAC
AAGACGACGAACACCCTAACGGACCT TGCCCGAGGGGAGGACGT CTTTATGT TGAT TCAGAT GAAGATAGT TCATGCAACGCAAAAT GGGGAACTCAAAC
AAGACGACGAACACCCTAACGGACCT TGCCCGAGGEGAGGACGT CTTTATGT TGATTCAGAT GAAGATAGT TCATGCAACGCAAAAT GGGGAACTCAAAC
AAGACGACGAACACCCTAACGGACCT TGCCCGAGGGGAGGACGT CTTTATGT TGAT TCAGAT GAAGATAGT TCATGCAACGCAAAAT GGGGAACTCAAAC
AAGACGACGAACACCCTAACGGACCT TGCCCGAGGGGAGGACGT CTTTATGT TGAT TCAGAT GAAGATAGIT TCATGCAACGCAAAAT GGGGAACTCAAAC
AAGACGACGAACACCCTAACGGACCT TGCCCGAGGGGAGGACGT CTTTATGT TGAT TCAGAT GAAGATAGT TCATGCAACGCAAAAT GGGGAACTCAAAC
AAGACGACGAACACCCTAACGGACCT TGCCCGAGGGGAGGACGT CTTTATGT TGAT TCAGAT GAAGATAGT TCATGCAACGCAAAAT GGGGAACTCAAAC
AAGACGACGAACACCCTAACGGACCT TGCCCGAGGGGAGGACGT CTTTATGT TGAT TCAGAT GAAGATAGT TCATGCAACGCAAAAT GGGGAACTCAAAC
AAGACGACGAACACCCTAACGGACCT TGCCCGAGGEGAGGACGT CTTTATGT TGATTCAGAT GAAGATAGT TCATGCAACGCAAAAT GGGGAATTCAAAC
AAGACGACGAACACCCTAACGGACCT TGCCCGAGGGGAGGACGT CTTTATGT TGATTCAGAT GAAGATAGT TCATGCAACGCAAAAT GGGGAATTCAAAC
AAGACGACGAACACCCTAACGGACCT TGCCCGAGGGGAGGACGT CTTTATGIT TGAT TCAGAT GAAGATAGT TCATGCAACGCAAAAT GGGGAATTCAAAC
AAGACGACGAACACCCTAACGGACCT TGCCCGAGGGGAGGACGT CTTTATGT TGAT TCAGAT GAAGATAGGT CATGCAACGCAAAAT GGGGATTTCAAAC
AAGACGACCAACACCCTAACGGGECCT TGCCCGAGGGGAGGACGT TTTTATGI TGAT TCAGAT GAAGATACGT CATGCAACGCAAAAT GGGGAATTCAAAC
AAGACGACGAACACCCTAACGGACCT TGCCCGAGGGGAGGACGT CTTTAT GT TGAT TCAGAT GAAGATAGGT CATGCAACGCAAAAT GGGGAATTCAAAC
AAGACGACGAACACCCTAACGGACCT TGCCCGAGGGGAGGACGT CTTTATGT TGATTCAGAT GAAGATAGGT CATGCAACGCAAAAT GGGGAATTCAAAC
AAGACGACGAACACCCTAACGGACCT TGCCCGAGGGGAGGACGT CTTTATGT TGAT TCAGAT GAAGATAGGT CATGCAACGCAAAAT GGGGAATTCAAAC
AAGACGACGAACACCCTAACGGGECCT TGCCCGAGGGGAGGACGT CTTTAT G TGAT TCAGAT GAAGATAGGT CATGCAACGCAAAAT GGGGAATTCAAAC
AAGACGACGAACACCCTAACGGACCT TGCCCGAGGGGAGGACGT CTTTATGT TGAT TCAGAT GAAGATAGGT CATGCAACGCAAAAT GGGGAATTCAAAC
AAGACGACGAACACCCTAACGGACCT TGCCCGAGGGGAGGACGT CTTTATGI TGAT TCAGAT GAAGATAGGT CATGCAACGCAAAAT GGGGAATTCAAAC
AAGACGACGAACACCCTAACGGACCT TGCCCGAGGGGAGGACGT CTTTAT GT TGAT TCAGAT GAAGATAGGT CATGCAACGCAAAAT GGGGAATTCAAAC
AAGACGACGAACACCCTAACGGACCT TGCCCGAGGGGAGGACGT CTTTATGT TGATTCAGAT GAAGATAGGT CATGCAACGCAAAAT GGGGAATTCAAAC
AAGACGACGAACACCCTAACGGACCT TGCCCGAGGGGAGGACGT CTTTATGT TGAT TCAGAT GAAGATAGGT CATGCAACGCAAAAT GGGGAATTCAAAC
AAGACGACGAATACCCTAACGGACCT TGCCCGAGGGGAGGACGT CTTTATGIT TGAT TCAGAT GAAGATAGGT CATGCAACGCAAAAT GGGGAATTCAAAC
AAGACGACGAATACCCTAACGGACCT TGCCCGAGGGGAGGACGT CTTTATGI TGAT TCAGAT GAAGATAGGT CATGCAACGCAAAAT GGGGAATTCAAAC
AAGACGACGAATACCCTAACGGACCT TGCCCGAGGGGAGGACGT CTTTATGI TGAT TCAGAT GAAGATAGGT CATGCAACGCAAAAT GGGGAATTCAAAC
AAAACGACGAATACCCTAACGGACCT TGCCCGAGGGGAGGACGT CTTTATGT TGAT TCAGAT GAAGATAGGT CATGCAACGCAAAAT GGGGAATTCAAAC
AAAACGACGAAT ACCCTAACGGACCT TGCCCGAGGGGAGGACGT CTTTATGT TGATTCAGAT GAAGATAGGT CATGCAACGCAAAAT GGGGAATTCAAAC
AAAACGACGAAT ACCCTAACGGACCT TGCCCGAGGGGAGGACGT CTTTATGT TGAT TCAGAT GAAGATAGGT CATGCAACGCAAAAT GGGGAATTCAAAC
AAAACGACGAATACCCTAACGGACCT TGCCCGAGGGGAGGACGT CTTTATGT TGAT TCAGAT GAAGATAGGT CATGCAACGCAAAAT GGGGAATTCAAAC
AAAACGACGAATACCCTAACGGACCT TGCCCGAGGGGAGGACGT CTTTATGT TGAT TCAGAT GAAGATAGGT CATGCAACGCAAAAT GGGGAATTCAAAC
AAAACGACGAATACCCTAACGGACCT TGCCCGAGGGGAGGACGT CTTTATGI TGAT TCAGAT GAAGATAGGT CATGCAACGCAAAAT GGGGAATTCAAAC
AAAACGACGAATACCCTAACGGACCT TGCCCGAGGGGAGGACGT CTTTAT GT TGAT TCAGAT GAAGATAGGT CATGCAACGCAAAAT GGGGAATTCAAAC
AAAACGACGAAT ACCCTAACGGACCT TGCCCGAGGGGAGGACGT CTTTATGT TGATTCAGAT GAAGATAGGT CATGCAACGCAAAAT GGGGAATTCAAAC
AAAACGACGAAT ACCCTAACGGACCT TGCCCGAGGGGAGGACGT CTTTATGT TGAT TCAGAT GAAGATAGGT CATGCAACGCAAAAT GGGGAATTCAAAC
AAAACGACGAATACCCTAACGGACCT TGCCCGAGGGGAGGACGT CTTTATGT TGAT TCAGAT GAAGATAGGT CATGCAACGCAAAAT GGGGAATTCAAAC
AAAACGACGAATACCCTAACGGACCT TGCCCGAGGGGAGGACGT CTTTATGT TGAT TCAGAT GAAGATAGGT CATGCAACGCAAAAT GGGGAATTCAAAC
AAAACGACGAATACCCTAACGGACCT TGCCCGAGGGGAGGACGT CTTTATGT TGAT TCAGAT GAAGATAGGT CATGCAACGCAAAAT GGGGAATTCAAAC
AAAACGACGAATACCCTAACGGACCT TGCCCGAGGGGAGGACGT CTTTAT GT TGAT TCAGAT GAAGATAGGT CATGCAACGCAAAAT GGGGAATTCAAAC
AAAACGACGAAT ACCCTAACGGACCT TGCCCGAGGGGAGGACGT CTTTATGT TGATTCAGAT GAAGATAGGT CATGCAACGCAAAAT GGGGAATTCAAAC
AAAACGACGAAT ACCCTAACGGACCT TGCCCGAGGGGAGGACGT CTTTATGT TGAT TCAGAT GAAGATAGGT CATGCAACGCAAAAT GGGGAATTCAAAC
AAAACGACGAATACCCTAACGGACCT TGCCCGAGGGGAGGACGT CTTTATGT TGAT TCAGAT GAAGATAGGT CATGCAACGCAAAAT GGGGAATTCAAAC
AAAACGACGAATACCCTAACGGACCT TGCCCGAGGGGAGGACGT CTTTATGT TGAT TCAGAT GAAGATAGGT CATGCAACGCAAAAT GGGGAATTCAAAC
AAAACGACGAATACCCTAACGGACCT TGCCCGAGGGGAGGACGT CTTTATGT TGAT TCAGAT GAAGATAGGT CATGCAACGCAAAAT GGGGAATTCAAAC
AAAACGACGAATACCCTAACGGACCT TGCCCGAGGGGAGGACGT CTTTAT GT TGAT TCAGAT GAAGATAGGT CATGCAACGCAAAAT GGGGAATTCAAAC
AAAACGACGAATACCCTAACGGACCT TGCCCGAGGEGAGGACGT CTTTATGT TGATTCAGAT GAAGATAGGT CATGCAACGCAAAAT GGGGAATTCAAAC
AAAACGGCCAATACCCTAACGGAGT TTGCCCGAGECGAGGACGT TTTTATTTTGATATAGAT GAAGATACGT CATGCAACGCAAAAT GGGGAATTGCAAC
AAAACGACCAATACCCTAACGGAGT TTGCCCGAGT GGAGGACGT TTTTATCT TGATGTAGAT GAAGATAGGT CATGCAACAGT AAAT GGGGAATTGCAAC
AAAACGACCAATACCCTAACGGAGT TTGCCCGAGT GGAGGACGT TTTTATCT TGATGTAGAT GAAGATAGGT CATGCAACAGT AAAT GGGGAATTGCAAC
AAAACGACCAATACCCTAACGGAGT TTGCCCGAGT GGAGGACGT TTTTATCT TGATGTAGAT GAAGATAGGT CATGCAACAGT AAAT GGGGAATTGCAAC
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GGACAACGATGT TAGAACGT TTGGCTCAACT GGT TCGGT TTGCGCAGGBCACGT TCAGECGGAT CACT TGCGCT TGCTGCTATACAATGCACCCCATCACG
GCACAACGATGT TAAAACGT T TGGCTCAACT GGT TCGGT TTGCGCAGGCACGT TCAGGCGGAT CACT TGCGCT TGCTGCTATACAATGCACCCCATCACG
GCACAACGATGT TAAAACGT T TGGCTCAACT GGT TCGGT TTGCGCAGGBCACGT TCAGGCGGAT CACT TGCGCT TGCTGCTATACAATGCACCCCATCACG
GCACAACGATGT TAAAACGT T TGGCTCAACT GGT TCGGT TTGCGCAGGBCACGT TCAGGCGGAT CACT TGCGCT TGCTGCTATACAATGCACCCCATCACG
GCACAACGATGT TAAAACGT TTGGCTCAACTGGT TCGGT TTGCGCAGGCACGT TCAGGCGGAT CACT TGCGCT TGCTGCTATACAAT GCACCCCATCACG
GCACAACGATGT TAAAACGT TTGGCTCAACTGGT TCGGT TTGCGCAGGCACGT TCAGGCGGAT CACT TGCGCT TGCTGCTATACAAT GCACCCCATCACG
GCACAACGATGT TAAAACGT TTGGCTCAACT GGT TCGGT TTGCGCAGGECACGT TCAGECGGAT CACT TGCGCT TGCTGCTATACAATGCACCCCATCACG
GCACAACGATGT TAAAACGT T TGGCTCAACT GGT TCGGT TTGCGCAGGECACGT TCAGGCGGAT CACT TGCGCT TGCTGCTATACAATGCACCCCATCACG
GCACAACGATGT TAAAACGT T TGGCTCAACT GGT TCGGT TTGCGCAGGBCACGT TCAGGCGGAT CACT TGCGCT TGCTGCTATACAATGCACCCCATCACG
GCACAACGATGT TAAAACGT T TGGCTCAACT GGT TCGGT TTGCGCAGGBCACGT TCAGGCGGAT CACT TGCGCT TGCTGCTATACAATGCACCCCATCACG
GCACAACGATGT TAAAACGT TTGGCTCAACTGGT TCGGT TTGCGCAGGCACGT TCAGGCGGAT CACT TGCGCTTGCTGCTATACAAT GCACCCCATCACG
GCACAACGATGT TAAAACGT TTGGCTCAACTGGT TCGGT TTGCGCAGGCACGT TCAGGCGGAT CACT TGCGCT TGCTGCTATACAAT GCACCCCATCACG
GCACAACGATGT TAAAACGT TTGGCTCAACT GGT TCGGT TTGCGCAGGECACGT TCAGECGGAT CACT TGCGCT TGCTGCTATACAATGCACCCCATCACG
GCACAACGATGT TAAAACGT T TGGCTCAACT GGT TCGGT TTGCGCAGGBCACGT TCAGGCGGAT CACT TGCGCT TGCTGCTATACAATGCACCCCATCACG
GCACAACGATGT TAAAACGT T TGGCTCAACT GGT TCGGT TTGCGCAGGCACGT TCAGGCGGAT CACT TGCGCT TGCTGCTATACAATGCACCCCATCACG
GCACAACGATGT TAAAACGT T TGGCTCAACT GGT TCGGT TTGCGCAGGBCACGT TCAGGCGGAT CACT TGCGCT TGCTGCTATACAATGCACCCCATCACG
GCACAACGATGT TAAAACGT TTGGCTCAACTGGT TCGGT TTGCGCAGGCACGT TCAGGCGGAT CACT TGCGCTTGCTGCTATACAAT GCACCCCATCACG
GCACAACGATGT TAAAACGT TTGGCTCAACTGGT TCGGT TTGCGCAGGCACGT TCAGGCGGAT CACT TGCGCT TGCTGCTATACAAT GCACCCCATCACG
GCACAACGATGT TAAAACGT TTGGCTCAACT GGT TCGGT TTGCGCAGGECACGT TCAGECGGAT CACT TGCGCT TGCTGCTATACAATGCACCCCATCACG
GGACAACGATGT TAGAACGT T TGGCTCAACT GGT TCGGT TTGCGCAGGBCACGT TCAGGCGGAT CACT TGCGCT TGCTGCTATACAATGCACCCCATCACG
GGACAACGATGT TAGAACGT T TGGCTCAACT GGT TCGGT TTGCGCAGGBCACGT TCAGGCGGAT CACT TGCGCT TGCTGCTATACAATGCACCCCATCACG
GCACGACGATGT TAGAACGT T TGGCTCAACT GGT TCGGT TTGCGCAGGBCACGT TCAGGCGGAT CACT TGCGCT TGCT GCTATACAATGCACCCCATCACG
GCACGACGATGT TAGAACGT TTGGCTCAACTGGI TCGGT TTGCGCAGGCACGT TCAGGCGGAT CACT TGCGCTTGCTGCTATACAAT GCACCCCATCACG
GCACGACGATGT TAGAACGT TTGGCTCAACTGGT TCGGT TTGCGCAGGCACGT TCAGGCGGAT CACT TGCGCT TGCTGCTATACAAT GCACCCCATCACG
GCACGACGATGT TAGAACAT T TGGCTCAACT GGT TCGGT TTGCGCAGGBCACGT TCAGECGGAT CACT TGCGCT CGCTGCTATACAATGCACCCCATGACG
GCACGACGATGT TAGAACAT T TGGCTCAACT GGT TCGGT TTGCGCAGGCACGT TCAGGCGGAT CACT TGCGCT CGCTGCTATACAATGCACCCCATGACG
GCACGACGATGT TAGAACGT T TGGCTCAACT GGT TCGGT TTGCGCAGGBCACGT TCAGGCGGAT CACT TGCGCT TGCTGCTATACAATGCACCCCATCACG
GCACGACGATGT TAGAACGT T TGGCTCAACT GGT TCGGT TTGCGCAGGBCACGT TCAGGCGGAT CACT TGCGCT TGCT GCTATACAATGCACCCCATCACG
GCACGACGATGT TAGAACGT TTGGCTCAACTGGI TCGGT TTGCGCAGGCACGT TCAGGCGGAT CACT TGCGCTTGCTGCTATACAAT GCACCCCATCACG
GGACAACGATGT TAGAACGT TTGGCTCAACTGGT TCGGT TTGCGCAGGCACGT TCAGGCGGAT CACT TGCGCT TGCTGCTATACAACGCACCCCATCACG
GCACAACGATGT TAGAACGT TTGGCTCAACT GGT TCGGT TTGCGCAGGECACGT TCAGECGGAT CACT TGCGCT TGCT GCTATACAATGCACCCCATCACG
GCACAACGATGT TAGAACGT TTGGCTCAACT GGT TCGGT TTGCGCAGGCACGT TCAGGCGGAT CACT TGCGCT TGCTGCTATACAATGCACCCCATCACG
GCACAACGATGT TAGAACGT T TGGCTCAACT GGT TCGGT TTGCGCAGGBCACGT TCAGGCGGAT CACT TGCGCT TGCTGCTATACAATGCACCCCATCACG
GCACGACGATGCTAGAACGT T TGGCTCAACT GGT TCGGT TTGCGCAGGBCACGT TCAGGCGGAT CACT TGCGCT TGCT GCTATACAATGCACCCCATCGCG
GCACGACGATGCTAGAACGT TTGGCTCAACTGGI TCGGT TTGCGCAGECACGT TCAGGCGGAT CACT TGCGCT TGCTGCTATACAAT GCACCCCATCGCG
GCACGACGATGCTAGAACGT TTGGCTCAACTGGT TCGGT TTGCGCAGGCACGT TCAGGCGGAT CACT TGCGCT TGCTGCTATACAAT GCACCCCAT CGCG
GCACGACGATGCTAGAACGT TTGGCTCAACT GGT TCGGT TTGCGCAGGECACGT TCAGECGGAT CACT TGCGCT TGCT GCTATACAATGCACCCCATCGCG
GCACGACGATGCTAGAACGT TTGGCTCAACT GGT TCGGT TTGCGCAGGBCACGT TCAGGCGGAT CACT TGCGCT TGCT GCTATACAATGCACCCCATCGCG
GCACGACGATGCTAGAACGT T TGGCTCAACT GGT TCGGT TTGCGCAGGBCACGT TCAGGCGGAT CACT TGCGCT TGCTGCTATACAATGCACCCCATCGCG
GCACGACGATGCTAGAACGT T TGGCTCAACT GGT TCGGT TTGCGCAGGBCACGT TCAGGCGGAT CACT TGCGCT TGCT GCTATACAATGCACCCCATCGCG
GCACGACGATGCTAGAACGT TTGGCTCAACTGGI TCGGT TTGCGCAGGCACGT TCAGGCGGAT CACT TGCGCT TGCTGCTATACAAT GCACCCCAT CGCG
GCACGACGATGCTAGAACGT TTGGCTCAACTGGT TCGGT TTGCGCAGGCACGT TCAGGCGGAT CACT TGCGCT TGCTGCTATACAAT GCACCCCAT CGCG
GCACGACGATGCTAGAACGT TTGGCTCAACT GGT TCGGT TTGCGCAGGECACGT TCAGECGGAT CACT TGCGCT TGCT GCTATACAATGCACCCCATCGCG
GCACGACGATGCTAGAACGT TTGGCTCAACT GGT TCGGT TTGCGCAGGBCACGT TCAGGCGGAT CACT TGCGCT TGCT GCTATACAATGCACCCCATCGCG
GCACGACGATGCTAGAACGT T TGGCTCAACT GGT TCGGT TTGCGCAGGBCACGT TCAGGCGGAT CACT TGCGCT TGCTGCTATACAATGCACCCCATCGCG
GCACGACGATGCTAGAACGT T TGGCTCAACT GGT TCGGT TTGCGCAGGBCACGT TCAGGCGGAT CACT TGCGCT TGCT GCTATACAATGCACCCCATCGCG
GCACGACGATGCTAGAACGT TTGGCTCAACTGGI TCGGT TTGCGCAGECACGT TCAGGCGGAT CACT TGCGCT TGCTGCTATACAAT GCACCCCATCGCG
GCACGACGATGCTAGAACGT TTGGCTCAACTGGT TCGGT TTGCGCAGGCACGT TCAGGCGGAT CACT TGCGCT TGCTGCTATACAAT GCACCCCAT CGCG
GCACGACGATGCTAGAACGT TTGGCTCAACT GGT TCGGT TTGCGCAGGECACGT TCAGECGGAT CACT TGCGCT TGCTGCTATACAATGCACCCCATCGCG
GCACGACGATGCTAGAACGT TTGGCTCAACT GGT TCGGT TTGCGCAGGBCACGT TCAGGCGGAT CACT TGCGCT TGCT GCTATACAATGCACCCCATCGCG
GCACGACGATGCTAGAACGT T TGGCTCAACT GGT TCGGT TTGCGCAGGBCACGT TCAGGCGGAT CACT TGCGCT TGCTGCTATACAATGCACCCCATCGCG
GCACGACGATGCTAGAACGT T TGGCTCAACT GGT TCGGT TTGCGCAGGBCACGT TCAGGCGGAT CACT TGCGCT TGCT GCTATACAATGCACCCCATCGCG
GCACGACGATGCTAGAACGT TTGGCTCAACTGGI TCGGT TTGCGCAGGCACGT TCAGGCGGAT CACT TGCGCTTGCTGCTATACAAT GCACCCCAT CGCG
GGCCCACGAAACTAGAACCTTTGGCTCAACTGGT TCGGT TTGCGCAGGCCCGT TCAGGCGGAT CACT TGCGCTTGCTGCTTTACAACGT ACCCCATCACG
TCCCGACGAAACTAGAACGT TTGGCTCAACT GGT TCGGT T TGCGCAGGCACGT TCAGBCGGATCACT TGCGCT TGCT GCT TTACAACGCACCCCATCACG
TCCCGACGAAACTAGAACGT TTGGCTCAACT GGT TCGGT T TGCGCAGGCACGT TCAGGBCGGATCACT TGCGCT TGCT GCT TTACAACGCACCCCATCACG
TCCCGACGAAACTAGAACGT TTGGCTCAACT GGT TCGGT T TGCGCAGGCACGT TCAGGBCGGATCACT TGCGCT TGCTGCT TTACAACGCACCCCATCACG
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GATAATAAT GTAAGAGGGAATAACTAT CTTTTAAGAGGCCT TATTAGT TACTAACT CAAAGCCTACT AGAT GCCAAGAAT GGACGGAATATATTGCCCAA
GATAATAAT GTAAGGGGGAATAACTAT CTTTTAAGATGCCT TATTAGT TACTAACT CAAACCCTACT AGGT GCCAAGAAT GGACGGAATATATTGCCCAA
GATAATAAT GTAAGGGGGAATAACTAT CTTTTAAGATGCCTTATTAGT TACTAACT CAAACCCTACT AGGT GCCAAGAAT GGACGGAATATATTGCCCAA
GATAATAAT GTAAGGGGGAATAACTAT CTTTTAAGATGCCTTATTAGT TACTAACT CAAACCCTACT AGGT GCCAAGAAT GGACGGAATATATTGCCCAA
GATAATAATGT AAGGGGGAATAACTATCTTTTAAGATGCCTTATTAGT TACT AACT CAAACCCT ACTAGGT GCCAAGAAT GGACGGAATATATTGCCCAA
GATAATAAT GTAAGGGGGAATAACTAT CTTTTAAGATGCCTTATTAGT TACTAACT CAAACCCTACT AGGT GCCAAGAAT GGACGGAATATATTGCCCAA
GATAATAAT GTAAGGGGGAATAACTAT CTTTTAAGATGCCTTATTAGT TACTAACT CAAACCCT ACT AGGT GCCAAGAAT GGACGGAATATATTGCCCAA
GATAATAAT GTAAGGGGGAATAACTAT CTTTTAAGATGCCT TATTAGT TACTAACT CAAACCCTACT AGGT GCCAAGAAT GGACGGAATATATTGCCCAA
GATAATAAT GTAAGGGGGAATAACTAT CTTTTAAGATGCCTTATTAGT TACTAACT CAAACCCTACT AGGT GCCAAGAAT GGACGGAATATATTGCCCAA
GATAATAAT GTAAGGGGGAATAACTAT CTTTTAAGATGCCTTATTAGT TACTAACT CAAACCCTACT AGGT GCCAAGAAT GGACGGAATATATTGCCCAA
GATAATAATGT AAGGGGGAATAACTATCTTTTAAGATGCCTTATTAGT TACT AACT CAAACCCT ACTAGGT GCCAAGAAT GGACGGAATATATTGCCCAA
GATAATAAT GTAAGGGGGAATAACTAT CTTTTAAGATGCCTTATTAGT TACTAACT CAAACCCTACT AGGT GCCAAGAAT GGACGGAATATATTGCCCAA
GATAATAAT GTAAGGGGGAATAACTAT CTTTTAAGATGCCT TATTAGT TACTAACT CAAACCCTACT AGGT GCCAAGAAT GGACGGAATATATTGCCCAA
GATAATAAT GTAAGGGGGAATAACTAT CTTTTAAGATGCCTTATTAGT TACTAACT CAAACCCTACT AGGT GCCAAGAAT GGACGGAATATATTGCCCAA
GATAATAAT GTAAGGGGGAATAACTAT CTTTTAAGATGCCTTATTAGT TACTAACT CAAACCCTACT AGGT GCCAAGAAT GGACGGAATATATTGCCCAA
GATAATAAT GTAAGGGGGAATAACTAT CTTTTAAGATGCCTTATTAGT TACTAACT CAAACCCTACT AGGT GCCAAGAAT GGACGGAATATATTGCCCAA
GATAATAATGT AAGGGGGAATAACTATCTTTTAAGATGCCTTATTAGT TACT AACT CAAACCCT ACTAGGT GCCAAGAATGGACGGAATATATTGCCCAA
GATAATAAT GTAAGGGGGAATAACTAT CTTTTAAGATGCCTTATTAGT TACTAACT CAAACCCTACT AGGT GCCAAGAAT GGACGGAATATATTGCCCAA
GATAATAAT GTAAGGGGGAATAACTAT CTTTTAAGATGCCT TATTAGT TACTAACT CAAACCCT ACT AGGT GCCAAGAAT GGACGGAATATATTGCCCAA
GATAATAAT GTAAGAGGGAATAACTAT CTTTTAAGAGGCCT TATT TGT TACTAACT CAAAGCCT ACT AGGAGCCAAGAAT GGACGGAATATATTGCCTAA
GATAATAAT GTAAGAGGGAATAACTAT CTTTTAAGAGGCCT TATTAGT TACTAACT CAAAGCCTACT AGGT GCCAAGAAT GGACGGAATATATTGCCCAA
GATAATAAT GTAAGAGT GAATAACTAGCT TTTAAGAGGCCT TGTTAGT TACTAACT CAAAGCCT ACT AGGT GCCAAGAAT GGACGGAATATATTGCCCAA
GATAATAATGT AAGAGT GAATAACTAGCT TTTAAGAGGCCT TGTTAGT TACT AACT CAAAGCCT ACTAGGT GCCAAGAAT GGACGGAATATATTGCCCAA
GATAATAATGTAAGAGT GAATAACTAGCT TTTAAGAGGCCT TGT TAGT TACTAACT CAAAGCCT ACT AGGT GCCAAGAAT GGACGGAATATATTGCCCAA
GATAATAATGTAAGAGT GAATAACTAGCT TTTAAGAGGCCT TGT TAGT TACTAACT CAAAGCCT ACT AGGT GCCAAGAAT GGACGGAATACATTGCCCAA
GATAATAATGTAAGAGT GAATAACTAGCT TTTAAGAGGCCT TGT TAGT TACTAACT CAAAGCCTACT AGGT GCCAAGAAT GGACGGAATACATTGCCCAA
GATAATAATGTAAGAGT GAATAACTAGCT TTTAAGAGGCCT TGT TAGT TACTAACT CAAAGCCTACT AGGT GCCAAGAAT GGACGGAATACATTGCCCAA
GATAATAAT GTAAGAGT GAATAACTAGCT TTTAAGAGGCCT TGT TAGT TACTAACT CAAAGCCT ACT AGGT GCCAAGAAT GGACGGAATACATTGCCCAA
GATAATAATGT AAGAGT GAATAACTAGCT TTTAAGAGGCCT TGTTAGT TACT AACT CAAAGCCT ACTAGGT GCCAAGAAT GGACGGAATACATTGCCCAA
GATAATGATGTAAGAGGGAATAACTAT CTTTTAAGAGGCCT TATTAGT TACTAACT CAAAGCCTACT AGGT GCCAAGAAT GGACGGAATATATTGCCCAA
GATAATGATGTAAGAGT GAATAACTAT CTTTTAAGAGGCCT TATTAGT TACTAACT CAAAGCCT ACT AGGT GCCAAGAAT GGACGGAATATA
GATAATGATGTAAGAGT GAATAACTAT CTTTTAAGAGGCCT TATTAGT TACTAACT CAAAGCCTACT AGGT GCCAAGAAT GGACGGAATATATTGCCCAA
GATAATGATGTAAGAGT GAATAACTAT CTTTTAAGAGGCCT TATTAGT TACTAACT CAAAGCCTACT AGGT GCCAAGAAT GGACGGAATATATTGCCCAA
GATAATGATGTAAGAGT GAATAACTAT CTTTTAAGAGGCCT TATTAGT TACTAACT CAAAGCCTACT AGGT GCCAAGAAT GGACGGAATACA
GATAATGATGT AAGAGT GAATAACTATCTTTTAAGAGGCCT TATTAGT TACT AACT CAAAGCCT ACTAGGT GCCAAGAAT GGACGGAATACATTGCCCAA
GATAATGATGTAAGAGT GAATAACTAT CTTTTAAGAGGCCT TATTAGT TACTAACT CAAAGCCT ACT AGGT GCCAAGAAT GGACGGAATACATTGCCCAA
GATAATGATGTAAGAGT GAATAACTAT CTTTTAAGAGGCCT TATTAGT TACTAACT CAAAGCCT ACT AGGT GCCAAGAAT GGACGGAATACATTGCCCAA
GATAATGATGTAAGAGT GAATAACTAT CTTTTAAGAGGCCT TATTAGT TACTAACT CAAAGCCTACT AGGT GCCAAGAAT GGACGGAATACATTGCCCAA
GATAATGATGTAAGAGT GAATAACTAT CTTTTAAGAGGCCT TATTAGT TACTAACT CAAAGCCTACT AGGT GCCAAGAAT GGACGGAATACATTGCCCAA
GATAATGATGTAAGAGT GAATAACTAT CTTTTAAGAGGCCT TATTAGT TACTAACT CAAAGCCTACT AGGT GCCAAGAAT GGACGGAATACATTGCCCAA
GATAATGATGT AAGAGT GAATAACTATCTTTTAAGAGGCCT TATTAGT TACT AACT CAAAGCCT ACTAGGT GCCAAGAAT GGACGGAATACATTGCCCAA
GATAATGATGTAAGAGT GAATAACTAT CTTTTAAGAGGCCT TATTAGT TACTAACT CAAAGCCT ACT AGGT GCCAAGAAT GGACGGAATACATTGCCCAA
GATAATGATGTAAGAGT GAATAACTAT CTTTTAAGAGGCCT TATTAGT TACT AACT CAAAGCCT ACT AGGT GCCAAGAAT GGACGGAATACATTGCCCAA
GATAATGATGTAAGAGT GAATAACTAT CTTTTAAGAGGCCTAATTAGT TACTAACT CAAAGCCTACT AGGT GCCAAGAAT GGACGGAATACATTGCCCAA
GATAATGATGTAAGAGT GAATAACTAT CTTTTAAGAGGCCTAATTAGT TACTAACT CAAAGCCTACT AGGT GCCAAGAAT GGACGGAATACATTGCCCAA
GATAATGATGTAAGAGT GAATAACTAT CTTTTAAGAGGCCTAATTAGT TACTAACT CAAAGCCT ACT AGGT GCCAAGAAT GGACGGAATACATTGCCCAA
GATAATGATGT AAGAGT GAATAACTATCTTTTAAGAGGCCTAATTAGT TACT AACT CAAAGCCT ACTAGGT GCCAAGAAT GGACGGAATACATTGCCCAA
GATAATGATGTAAGAGT GAATAACTAT CTTTTAAGAGGCCTAATTAGT TACTAACT CAAAGCCT ACT AGGT GCCAAGAAT GGACGGAATACATTGCCCAA
GATAATGATGTAAGAGT GAATAACTAT CTTTTAAGAGGCCTAATTAGT TACTAACT CAAAGCCT ACT AGGT GCCAAGAAT GGACGGAATACATTGCCCAA
GATAATGATGTAAGAGT GAATAACTAT CTTTTAAGAGGCCTAATTAGT TACTAACT CAAAGCCTACT AGGT GCCAAGAAT GGACGGAATACATTGCCCAA
GATAATGATGTAAGAGT GAATAACTAT CTTTTAAGAGGCCTAATTAGT TACTAACT CAAAGCCTACT AGGT GCCAAGAAT GGACGGAATACATTGCCCAA
GATAATGATGTAAGAGT GAATAACTAT CTTTTAAGAGGCCTAATTAGT TACTAACT CAAAGCCTACT AGGT GCCAAGAAT GGACGGAATACATTGCCCAA
GATAATGATGT AAGAGT GAATAACTATCTTTTAAGAGGCCTAATTAGT TACT AACT CAAAGCCT ACTAGGT GCCAAGAAT GGACGGAATACATTGCCCAA
GATAATGATGTAAGAGGGAATAACTAT CTTTTAAGAGGCCT TATTAGT TACT AACT CGAAGCCT CCTAGGT GCCAAGAAT GGACGGAATATATTGCCCAA
AATAATGATGTAAGAGGGAATAACTATCTTTTAAGAGGCCT TATTAGT TACT AACT CAAAGCCT CCTAGGCACCAAGAAT GGACGGAATATATTGCCAAA
AATAATGATGTAAGAGGGAATAACTATCTTTTAAGAGGCCT TATTAGT TACT AACT CAAAGCCT CCTAGGCACCAAGAAT GGACGGAATATATTGCCAAA
AATAATGATGTAAGAGGGAATAACTATCTTT TAAGAGGCCT TATTAGT TACTAACT CAAAGCCT CCTAGGCACCAAGAAT GGACGGAATATAT TGCCAAA
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AATGGCAGGT CTGTAAGCAGGAACCT GAACGAT GGAGT AAAT GGGGAAAT AGGGTACCT CATACAT CAT GT GTACAGGCGAAGAAGCT CACCGAGATCT T
AATGGGAGGT CTGTAAGCAGGAACCT GAACGAT GGAGT AAAT GGGGAAAT AGGGT AT CT CATACAT CGT GT GTACAGGCGAAGAAGCT CACCGAGATCT T
AATGGGAGGT CTGTAAGCAGGAACCT GAACGATGGAGT AAAT GGGGAAAT AGGGT AT CT CATACAT CGT GT GTACAGGCGAAGAAGCT CACCGAGATCT T
AATGGGAGGT CTGTAAGCAGGAACCT GAACGATGGAGT AAAT GGGGAAAT AGGGT AT CT CATACAT CGT GT GTACAGGCGAAGAAGCT CACCGAGATCT T
AATGGGAGGT CTGTAAGCAGGAACCT GAACGAT GGAGT AAAT GGGGAAATAGGGT ATCTCATACAT CGT GT GT ACAGGCGAAGAAGCTCACCGAGATCTT
AATGGGAGGT CTGT AAGCAGGAACCT GAACGAT GGAGT AAAT GGGGAAATAGGGT ATCTCATACAT CGT GT GT ACAGGCGAAGAAGCTCACCGAGATCTT
AATGGGAGGT CTGTAAGCAGGAACCT GAACGAT GGAGT AAAT GGGGAAAT AGGGT AT CT CATACAT CGT GT GTACAGGCGAAGAAGCT CACCGAGATCT T
AATGGGAGGT CTGTAAGCAGGAACCT GAACGAT GGAGT AAAT GGGGAAAT AGGGT AT CT CATACAT CGT GT GTACAGGCGAAGAAGCT CACCGAGATCT T
AATGGGAGGT CTGTAAGCAGGAACCT GAACGATGGAGT AAAT GGGGAAAT AGGGT AT CT CATACAT CGT GT GTACAGGCGAAGAAGCT CACCGAGATCT T
AATGGGAGGT CTGTAAGCAGGAACCT GAACGAT GGAGT AAAT GGGGAAAT AGGGT AT CT CATACAT CGT GT GTACAGGCGAAGAAGCT CACCGAGATCT T
AATGGGAGGT CTGTAAGCAGGAACCT GAACGAT GGAGT AAAT GGGGAAATAGGGT ATCTCATACAT CGT GT GT ACAGGCGAAGAAGCTCACCGAGATCTT
AATGGGAGGT CTGT AAGCAGGAACCT GAACGAT GGAGT AAAT GGGGAAATAGGGT ATCTCATACAT CGT GT GT ACAGGCGAAGAAGCTCACCGAGATCTT
AATGGGAGGT CTGTAAGCAGGAACCT GAACGAT GGAGT AAAT GGGGAAAT AGGGT AT CT CATACAT CGT GT GTACAGGCGAAGAAGCT CACCGAGATCT T
AATGGGAGGT CTGTAAGCAGGAACCT GAACGAT GGAGT AAAT GGGGAAAT AGGGT AT CT CATACAT CGT GT GTACAGGCGAAGAAGCT CACCGAGATCT T
AATGGGAGGT CTGTAAGCAGGAACCT GAACGATGGAGT AAAT GGGGAAAT AGGGT AT CT CATACAT CGT GT GTACAGGCGAAGAAGCT CACCGAGATCT T
AATGGGAGGT CTGTAAGCAGGAACCT GAACGATGGAGT AAAT GGGGAAAT AGGGT AT CT CATACAT CGT GT GTACAGGCGAAGAAGCT CACCGAGATCT T
AATGGGAGGT CTGTAAGCAGGAACCT GAACGAT GGAGT AAAT GGGGAAAT AGGGT ACCT CATACAT CGT GT GT ACAGGCGAAGAAGCTCACCGAGATCTT
AATGGGAGGT CTGT AAGCAGGAACCT GAACGAT GGAGT AAAT GGGGAAAT AGGGT ACCT CATACAT CGT GT GT ACAGGCGAAGAAGCTCACCGAGATCTT
AATGGGAGGT CTGTAAGCAGGAACCT GAACGAT GGAGT AAAT GGGGAAAT AGGGT ACCT CATACAT CGT GT GTACAGGCGAAGAAGCT CACCGAGATCT T
GATGGCAGGT CT GTAAGCAGGAACCT GAACGAT GGAGT AAAT GGGGAAAT TTGGT ACCT CATACAT CATGT GTACAGGCGACGAAGCTCACCGAGATCT T
AATGGCATGT CTGTAAGCAGGAACCT GAACGAT GGAGT AAAT GGGGAAAT AGGGTACCT CATACAT CAT GT GTACAGGCGAAGAAGCT CACCGAGATCT T
AATGGCAGGT CTGTAAGCAGGAACCT GAACGAT GGAGT AAAT GGGGAAAT AGGGT ACCT CATACAT CAT GT GTACAGGCGACGAAGCT CACCGAGATCT T
AATGGCAGGT CTGTAAGCAGGAACCT GAACGAT GGAGT AAAT GGGGAAAT AGGGT ACCT CATACAT CATGT GTACAGGCGACGAAGCTCACCGAGATCTT
AATGGCAGGT CTGT AAGCAGGAACCT GAACGAT GGAGT AAAT GGGGAAAT AGGGT ACCT CATACAT CATGT GT ACAGGCGACGAAGCTCACCGAGATCTT
AATGGCAGGT CTGTAAGCAGGAACCT GAACGAT GGAGT AAAT GGGGAAAT AGGGT ACCT CATACAT CAT GT GTACAGGCGACGAAGCT CACCGAGATCT T
AATGGCAGGT CTGTAAGCAGGAACCT GAACGAT GGAGT AAAT GGGGAAAT AGGGT ACCT CATACAT CAT GT GTACAGGCGACGAAGCT CACCGAGATCT T
AATGGCAGGT CTGTAAGCAGGAACCT GAACGATGGAGT AAAT GGGGAAAT AGGGTACCT CATACAT CAT GT GTACAGGCGACGAAGCT CACCGAGATCT T
AATGGCAGGT CTGTAAGCAGGAACCT GAACGATGGAGT AAAT GGGGAAAT AGGGTACCT CATACAT CAT GT GTACAGGCGACGAAGCT CACCGAGATCT T
AATGGCAGGT CTGTAAGCAGGAACCT GAACGAT GGAGT AAAT GGGGAAAT AGGGT ACCT CATACAT CATGT GT ACAGGCGACGAAGCTCACCGAGATCTT
AATGGCAGGT CTGT AAGCAGGAACCT GAACGAT GGAGT AAAT GGGGAAAT AGGGT ACCT CATACAT CAT GT GT ACAGGCGAAGAAGCTCACCGAGATCTT
AAGCAGGAACCT GAACGAT GGAGT AAAT GGGGAAATAGGGT ACCT CATACAT CAT GT GT ACAGGCGACGAAGCT CATCGAGATCTT
AATGGCATGT TTETAAGCAGGAACCT GAACGAT GGAGT AAAT GGGGAAAT AGGGT ACCT CATACAT CAT GT GTACAGGCGACGAAGCT CATCGAGATCT T
AATGGCATGT TTETAAGCAGGAACCT GAACGATGGAGT AAAT GGGGAAAT AGGGT ACCT CATACAT CAT GT GTACAGGCGACGAAGCT CATCGAGATCT T
AAGCAGGAACCT GAACGAT GGAGTAAAT GGGGAAATAGGGT ACCT CATACAT CAT GT GT ACAGGCGACGAAGCT CACCGAGATCTG
AATGGCAGGT CTGTAAGCAGGAACCT GAACGAT GGAGT AAAT GGGGAAATAGGGT ACCT CATACAT CATGT GT ACAGGCGACGAAGCTCACCGAGATCTG
AATGGCAGGT CTGT AAGCAGGAACCT GAACGAT GGAGT AAAT GGGGAAAT AGGGT ACCT CATACAT CAT GT GT ACAGGCGACGAAGCTCACCGAGATCTG
AATGGCAGGT CTGTAAGCAGGAACCT GAACGAT GGAGT AAAT GGGGAAAT AGGGT ACCT CATACAT CATGT GTACAGGCGACGAAGCT CACCGAGATCT G
AATGGCAGGT CTGTAAGCAGGAACCT GAACGAT GGAGT AAAT GGGGAAAT AGGGT ACCT CATACAT CAT GT GTACAGGCGACGAAGCT CACCGAGATCT G
AATGGCAGGT CTGTAAGCAGGAACCT GAACGAT GGAGT AAAT GGGGAAAT AGGGT ACCT CATACAT CAT GT GTACAGGCGACGAAGCT CACCGAGATCT G
AATGGCAGGT CTGTAAGCAGGAACCT GAACGAT GGAGT AAAT GGGGAAAT AGGGT ACCT CATACAT CAT GT GTACAGGCGACGAAGCT CACCGAGATCT G
AATGGCAGGT CTGTAAGCAGGAACCT GAACGAT GGAGT AAAT GGGGAAAT AGGGT ACCT CATACAT CATGT GT ACAGGCGACGAAGCTCACCGAGATCTG
AATGGCAGGT CTGT AAGCAGGAACCT GAACGAT GGAGT AAAT GGGGAAAT AGGGT ACCT CATACAT CAT GT GT ACAGGCGACGAAGCTCACCGAGATCTG
AATGGCAGGT CTGTAAGCAGGAACCT GAACGAT GGAGT AAAT GGGGAAAT AGGGT ACCT CATACAT CAT GT GTACAGGCGACGAAGCT CACCGAGATCT G
AATGGCAGGT CTGTAAGCAGGAACCT GAACGAT GGAGT AAAT GGGGAAAT AGGGT ACCT CATACAT CAT GT GTACAGGCGACGAAGCT CACCGAGATCT T
AATGGCAGGT CTGTAAGCAGGAACCT GAACGAT GGAGT AAAT GGGGAAAT AGGGTACCT CATACAT CAT GT GTACAGGCGACGAAGCT CACCGAGATCT T
AATGGCAGGT CTGTAAGCAGGAACCT GAACGAT GGAGT AAAT GGGGAAAT AGGGTACCT CATACAT CAT GT GTACAGGCGACGAAGCT CACCGAGATCT T
AATGGCAGGT CTGTAAGCAGGAACCT GAACGAT GGAGT AAAT GGGGAAAT AGGGT ACCT CATACAT CATGT GTACAGGCGACGAAGCTCACCGAGATCTT
AATGGCAGGT CTGT AAGCAGGAACCT GAACGAT GGAGT AAAT GGGGAAAT AGGGT ACCT CATACAT CATGT GT ACAGGCGACGAAGCTCACCGAGATCTT
AATGGCAGGT CTGTAAGCAGGAACCT GAACGAT GGAGT AAAT GGGGAAAT AGGGT ACCT CATACAT CAT GT GTACAGGCGACGAAGCT CACCGAGATCT T
AATGGCAGGT CTGTAAGCAGGAACCT GAACGAT GGAGT AAAT GGGGAAAT AGGGT ACCT CATACAT CAT GT GTACAGGCGACGAAGCT CACCGAGATCT T
AATGGCAGGT CTGTAAGCAGGAACCT GAACGAT GGAGT AAAT GGGGAAAT AGGGTACCT CATACAT CAT GT GTACAGGCGACGAAGCT CACCGAGATCT T
AATGGCAGGT CTGTAAGCAGGAACCT GAACGAT GGAGT AAAT GGGGAAAT AGGGT ACCT CATACAT CAT GT GTACAGGCGACGAAGCT CACCGAGATCT T
AATGGCAGGT CTGTAAGCAGGAACCT GAACGAT GGAGT AAAT GGGGAAATAGGGT ACCT CATACAT CATGT GTACAGGCGACGAAGCTCACCGAGATCTT
AATGGGAGGT CTGT AAGCAGGAACCT CAACGAT GGAGT AAAT GGGGAAAAT TGGT ACCT CATACAT CAT GT GT ACAGGCGAAGAAGCTCACCGAGATCTT
AATGGGAGAT CTGTAAGCAGGAACAT GAACGAT GGAGT AAAT GGGGAAAAT TGGT ACCCCAT ACAT CAT GT GTAAAGGCGAAGAAGCT CACCGAGATCT T
AATGGGAGAT CTGTAAGCAGGAACAT GAACGAT GGAGT AAAT GGGGAAAAT TGGT ACCCCAT ACAT CAT GT GTAAAGGCGAAGAAGCT CACCGAGATCT T
AATGGGAGAT CTGTAAGCAGGAACAT GAACGATGGAGT AAAT GGGGAAAAT TGGTACCCCATACAT CAT GT GTAAAGGCGAAGAAGCT CACCGAGATCT T
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GATCGCTACCAAAAAAGT CGT TAAGGAGT ACT GTACT CCTAAGCGGT GGCT CCCATCAACT GGCAAGGGCAAAAACGCAAAAT TCCACACAT GGGCATAC
GATCGCTACCAAAAAAGT CGT TAAGGAGTACT GTACT CCT AAGCGGT GGCT CCCAT CAGCT GGCAAGGGCAAAAACGCAAAAT TCCACACAT GGGCATAC
GATCGCTACCAAAAAAGT CGT TAAGGAGT ACT GTACT CCTAAGCGGT GGCT CCCAT CAGCT GGCAAGGGCAAAAACGCAAAAT TCCACACAT GGGCATAC
GATCGCTACCAAAAAAGT CGT TAAGGAGT ACTGTACT CCTAAGCGGT GGCT CCCAT CAGCT GGCAAGGGCAAAAACGCAAAAT TCCACACAT GGGCATAC
GATCGCTACCAAAAAAGT CGT TAAGGAGT ACTGT ACT CCT AAGCGGT GGCTCCCAT CAGCT GGCAAGGGCAAAAACGCAAAAT TCCACACATGGGCATAC
GATCGCTACCAAAAAAGT CGT TAAGGAGT ACT GTACT CCT AAGCGGT GGCT CCCAT CAGCT GGCAAGGGCAAAAACGCAAAAT TCCACACAT GGGCATAC
GATCGCTACCAAAAAAGT CGT TAAGGAGT ACT GTACT CCT AAGCGGT GGCT CCCAT CAGCT GGCAAGGGCAAAAACGCAAAAT TCCACACAT GGGCATAC
GATCGCTACCAAAAAAGT CGT TAAGGAGT ACT GTACT CCT AAGCGGT GGCT CCCAT CAGCT GGCAAGGGCAAAAACGCAAAAT TCCACACAT GGGCATAC
GATCGCTACCAAAAAAGT CGT TAAGGAGT ACT GTACT CCTAAGCGGT GGCT CCCAT CAGCT GGCAAGGGCAAAAACGCAAAAT TCCACACAT GGGCATAC
GATCGCTACCAAAAAAGT CGT TAAGGAGT ACT GTACT CCTAAGCGGT GGCT CCCAT CAGCT GGCAAGGGCAAAAACGCAAAAT TCCACACAT GGGCATAC
GATCGCTACCAAAAAAGT CGT TAAGGAGT ACTGT ACT CCT AAGCGGT GGCTCCCAT CAGCT GGCAAGGGCAAAAACGCAAAAT TCCACACATGGGCATAC
GATCGCTACCAAAAAAGT CGT TAAGGAGT ACT GTACT CCT AAGCGGT GGCT CCCAT CAGCT GGCAAGGGCAAAAACGCAAAAT TCCACACAT GGGCATAC
GATCGCTACCAAAAAAGT CGT TAAGGAGT ACT GTACT CCT AAGCGGT GGCT CCCAT CAGCT GGCAAGGGCAAAAACGCAAAAT TCCACACAT GGGCATAC
GATCGCTACCAAAAAAGT CGT TAAGGAGT ACT GTACT CCT AAGCGGT GGCT CCCAT CAGCT GGCAAGGGCAAAAACGCAAAAT TCCACACAT GGGCATAC
GATCGCTACCAAAAAAGT CGT TAAGGAGT ACT GTACT CCTAAGCGGT GGCT CCCAT CAGCT GGCAAGGGCAAAAACGCAAAAT TCCACACAT GGGCATAC
GATCGCTACCAAAAAAGT CGT TAAGGAGT ACT GTACT CCTAAGCGGT GGCT CCCATCAGCT GGCAAGGGCAAAAACGCAAAAT TCCACACAT GGGCATAC
GATCGCTACCAAAAAAGT CGT TAAGGAGT ACTGT ACT CCT AAGCGGT GGCT CCCAT CAGCT GGCAAGGGCAAAAACGCAAAAT TCCACACATGGGCATAC
GATCGCTACCAAAAAAGT CGT TAAGGAGT ACT GTACT CCT AAGCGGT GGCT CCCAT CAGCT GGCAAGGGCAAAAACGCAAAAT TCCACACAT GGGCATAC
GATCGCTACCAAAAAAGT CGT TAAGGAGT ACT GTACT CCTAAGCGGT GGCT CCCAT CAGCT GGCAAGGGCAAAAACGCAAAAT TCCACACAT GGGCATAC
GATCACTACCAAAAAAGCCGT TAAGGAGT ACT GTACT CCAAAGCGGT GGCT CCCAT CAGCT GGCAAGGGCAAAAACGCAAAAT TCCACACAT GGGCATAC
GATCGCTACCAAAAAAGT CGT TAAGGAGT ACT GTACT CCTAAGCGGT GGCT CCCAT CAGCT GGCAAGGGCAAAAACGCAAAAT TCCACACAT GGGCATAC
GATCGCTACCAAAAAAGT CGT TAAGGAGT ACT GTACT CCTAAGCGGT GGCT CCCATCAACT GGCAAGGGCAAAAACGCAAAAT TCCACGCAT GGGCATAC
GATCGCTACCAAAAAAGT CGT TAAGGAGT ACTGT ACT CCT AAGCGGT GGCTCCCAT CAACT GGCAAGGGCAAAAACGCAAAAT TCCACGCATGGGCATAC
GATCGCTACCAAAAAAGT CGT TAAGGAGT ACT GTACT CCT AAGCGGT GGCT CCCAT CAACT GGCAAGGGCAAAAACGCAAAAT TCCACGCAT GGGCATAC
GATCGCTACCAAAAAAGT CGT TAAGGAGT ACT GTACT CCT AAGCGGT GGCT CCCAT CAACT GGCAAGGGCAAAAACGCAAAAT TCCACGCAT GGGCATAC
GATCGCTACCAAAAAAGT CGT TAAGGAGT ACT GTACT CCT AAGCGGT GGCT CCCATCAACT GGCAAGGGCAAAAACGCAAAAT TCCACGCAT GGGCATAC
GATCGCTACCAAAAAAGT CGT TAAGGAGT ACT GTACT CCTAAGCGGT GGCT CCCATCAACT GGCAAGGGCAAAAACGCAAAAT TCCACGCAT GGGCATAC
GATCGCTACCAAAAAAGT CGT TAAGGAGT ACT GTACT CCTAAGCGGT GGCT CCCATCAACT GGCAAGGGCAAAAACGCAAAAT TCCACGCAT GGGCATAC
GATCGCTACCAAAAAAGT CGT TAAGGAGT ACTGT ACT CCT AAGCGGT GGCTCCCAT CAACT GGCAAGGGCAAAAACGCAAAAT TCCACGCATGGGCATAC
GATCGCTACCAAAAAAGT CGT TAAGGAGT ACT GTACT CCT AAGCGGT GGCT CCCAT CAACT GGCAAGGGCAAAAACGCAAAAT TCCACGCAT GGGCATAC
GATCGCTACCAAAAAAGT CGT TAAGGAGT ACT GTACT CCTAAGCGGT GGCT CCCAT CAACT GGCAAGGGCAAAAACGCAAAAT TCCACGCAT GGGCATAC
GATCGCTACCAAAAAAGT CGT TAAGGAGT ACT GTACT CCT AAGCGGT GGCT CCCAT CAACT GGCAAGGGCAAAAACGCAAAAT TCCACGCAT GGGCATAC
GATCGCTACCAAAAAAGT CGT TAAGGAGT ACT GTACT CCTAAGCGGT GGCT CCCATCAACT GGCAAGGGCAAAAACGCAAAAT TCCACGCAT GGGCATAC
GATCGCTACCAAAAAAGT CGT TAAGGAGT ACT GTACT CCTAAGCGGT GGCT CCCATCAACT GGCAAGGGCAAAAACGCAAAAT TCCACGCAT GGGCATAC
GATCGCTACCAAAAAAGT CGT TAAGGAGT ACTGT ACT CCT AAGCGGT GGCTCCCAT CAACT GGCAAGGGCAAAAACGCAAAAT TCCACGCATGGGCATAC
GATCGCTACCAAAAAAGT CGT TAAGGAGT ACT GTACT CCT AAGCGGT GGCT CCCAT CAACT GGCAAGGGCAAAAACGCAAAAT TCCACGCAT GGGCATAC
GATCGCTACCAAAAAAGT CGT TAAGGAGT ACT GTACT CCTAAGCGGT GGCT CCCATCAACT GGCAAGGGCAAAAACGCAAAAT TCCACGCAT GGGCATAC
GATCGCTACCAAAAAAGT CGT TAAGGAGT ACT GTACT CCT AAGCGGT GGCT CCCAT CAACT GGCAAGGGCAAAAACGCAAAAT TCCACGCAT GGGCATAC
GATCGCTACCAAAAAAGT CGT TAAGGAGT ACT GTACT CCTAAGCGGT GGCT CCCATCAACT GGCAAGGGCAAAAACGCAAAAT TCCACGCAT GGGCATAC
GATCGCTACCAAAAAAGT CGT TAAGGAGT ACT GTACT CCTAAGCGGT GGCT CCCATCAACT GGCAAGGGCAAAAACGCAAAAT TCCACGCAT GGGCATAC
GATCGCTACCAAAAAAGT CGT TAAGGAGT ACTGT ACT CCT AAGCGGT GGCTCCCAT CAACT GGCAAGGGCAAAAACGCAAAAT TCCACGCATGGGCATAC
GATCGCTACCAAAAAAGT CGT TAAGGAGT ACT GTACT CCT AAGCGGT GGCT CCCAT CAACT GGCAAGGGCAAAAACGCAAAAT TCCACGCAT GGGCATAC
GATCGCTACCAAAAAAGT CGT TAAGGAGT ACT GTACT CCT AAGCGGT GGCT CCCAT CAACT GGCAAGGGCAAAAACGCAAAAT TCCACGCAT GGGCATAC
GATCGCTACCAAAAAAGT CGT TAAGGAGT ACT GTACT CCT AAGCGGT GGCT CCCATCAACT GGCAAGGGCAAAAACGCAAAAT TCCACGCAT GGGCATAC
GATCGCTACCAAAAAAGT CGT TAAGGAGT ACT GTACT CCTAAGCGGT GGCT CCCATCAACT GGCAAGGGCAAAAACGCAAAAT TCCACGCAT GGGCATAC
GATCGCTACCAAAAAAGT CGT TAAGGAGT ACT GTACT CCTAAGCGGT GGCT CCCATCAACT GGCAAGGGCAAAAACGCAAAAT TCCACGCAT GGGCATAC
GATCGCTACCAAAAAAGT CGT TAAGGAGT ACTGT ACT CCT AAGCGGT GGCTCCCAT CAACT GGCAAGGGCAAAAACGCAAAAT TCCACGCATGGGCATAC
GATCGCTACCAAAAAAGT CGT TAAGGAGT ACT GTACT CCT AAGCGGT GGCT CCCAT CAACT GGCAAGGGCAAAAACGCAAAAT TCCACGCAT GGGCATAC
GATCGCTACCAAAAAAGT CGT TAAGGAGT ACT GTACT CCT AAGCGGT GGCT CCCAT CAACT GGCAAGGGCAAAAACGCAAAAT TCCACGCAT GGGCATAC
GATCGCTACCAAAAAAGT CGT TAAGGAGT ACT GTACT CCT AAGCGGT GGCT CCCAT CAACT GGCAAGGGCAAAAACGCAAAAT TCCACGCAT GGGCATAC
GATCGCTACCAAAAAAGT CGT TAAGGAGT ACT GTACT CCTAAGCGGT GGCT CCCAT CAACT GGCAAGGGCAAAAACGCAAAAT TCCACGCAT GGGCATAC
GATCGCTACCAAAAAAGT CGT TAAGGAGT ACT GTACT CCTAAGCGGT GGCT CCCATCAACT GGCAAGGGCAAAAACGCAAAAT TCCACGCAT GGGCATAC
GATCGCTACCAAAAAAGT CGT TAAGGAGT ACTGT ACT CCT AAGCGGT GGCTCCCAT CAACT GGCAAGGGCAAAAACGCAAAAT TCCACGCATGGGCATAC
GATCGCTACCAAAAAAGT CGT TAAGGAGT ACT GTACT CCT AAGCGGT GGCT CCCAT CAACT GGCAAGGGCAAAAACGCAAAAT TCCACGCAT GGGCATAC
CATCGCTACCAAAAAAGT CGT TAAAGAGT ACT GTACT CCT AAGCGGT GGCT CCCAT CAACT GGCAAGGGCAAAAACGCAAAAT TCCACGCCT GGGCATAC
CATCGCTACCAAAAAAGT CGT TAAAGAGT ACT GTACT CCT AAGCGGT GGCT CCCATCAACT GGCAAGGGCAAAAACGCAAAAT TCCACGCCT GGGCATAC
CATCGCTACCAAAAAAGT CGT TAAAGAGTACTGTACT CCTAAGCGGT GGCT CCCATCAACT GGCAAGGGCAAAAACGCAAAAT TCCACGCCT GGGCATAC
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AATTACAGCACGGGACAGCTTACAAAACT CAAGT GGATGT ATT TGAAGT TGGATGGT CAATAT GCTAAGT CAGCGT CAGGTAT TTCGGAATGGGGACTCA
AATTACAGCACGGGACAGCTTACAACACT CAAGT GGATGT AT T TGAAGT TGGATGGCCAATATGT TAAGT CAGCGCCAGGGAT TTCGGAATGGGGACTAA
AATTACAGCACGGGACAGCTTACAACACT CAAGT GGATGT AT T TGAAGT TGGATGGCCAATATGT TAAGT CAGCGCCAGGGAT TTCGGAATGGGGACTAA
AATTACAGCACGGGACAGCTTACAACACT CAAGT GGATGTATT TGAAGT TGGATGGCCAATAT GT TAAGT CAGCGCCAGGGAT TTCGGAATGGGGACTAA
AATTACAGCACGGGACAGCTTACAACACT CAAGT GGATGTATTTGAAGT TGGAT GGCCAATATGT TAAGT CAGCGCCAGGGAT TTCGGAAT GGGGACTAA
AATTACAGCACGGGACAGCT TACAACACT CAAGT GGATGT AT T TGAAGT TGGATGECCAATAT GT TAAGT CAGCGCCAGGGAT TTCGGAATGGGGACTAA
AATTACAGCACGGGACAGCTTACAACACT CAAGT GGATGT AT T TGAAGT TGGATGECCAATAT GT TAAGT CAGCGCCAGGGAT TTCGGAATGGGGACTAA
AATTACAGCACGGGACAGCTTACAACACT CAAGT GGATGT AT T TGAAGT TGGATGGCCAATATGT TAAGT CAGCGCCAGGGAT TTCGGAATGGGGACTAA
AATTACAGCACGGGACAGCTTACAACACT CAAGT GGATGT AT T TGAAGT TGGATGGCCAATATGT TAAGT CAGCGCCAGGGAT TTCGGAATGGGGACTAA
AATTACAGCACGGGACAGCTTACAACACT CAAGT GGATGTATT TGAAGT TGGATGGCCAATAT GT TAAGT CAGCGCCAGGGAT TTCGGAATGGGGACTAA
AATTACAGCACGGGACAGCTTACAACACT CAAGT GGATGTATTTGAAGT TGGAT GGCCAATATGT TAAGT CAGCGCCAGGGAT TTCGGAAT GGGGACTAA
AATTACAGCACGGGACAGCT TACAACACT CAAGT GGATGT ATTTGAAGT TGGATGECCAATAT GT TAAGT CAGCGCCAGGGAT TTCGGAATGGGGACTAA
AATTACAGCACGGGACAGCTTACAACACT CAAGT GGATGT AT T TGAAGT TGGATGECCAATATGT TAAGT CAGCGCCAGGGAT TTCGGAATGGGGACTAA
AATTACAGCACGGGACAGCTTACAACACT CAAGT GGATGT ATT TGAAGT TGGATGGCCAATATGT TAAGT CAGCGCCAGGGAT TTCGGAATGGGGACTAA
AATTACAGCACGGGACAGCTTACAACACT CAAGT GGATGT AT T TGAAGT TGGATGGCCAATATGT TAAGT CAGCGCCAGGGAT TTCGGAATGGGGACTAA
AATTACAGCACGGGACAGCTTACAACACT CAAGT GGATGTATT TGAAGT TGGATGGCCAATAT GT TAAGT CAGCGCCAGGGAT TTCGGAATGGGGACTAA
AATTACAGCACGGGACAGCTTACAACACT CAAGT GGATGTATTTGAAGT TGGAT GGCCAATATGT TAAGT CAGCGCCAGGGAT TTCGGAAT GGGGACTAA
AATTACAGCACGGGACAGCT TACAACACT CAAGT GGATGT AT T TGAAGT TGGATGECCAATAT GT TAAGT CAGCGCCAGGGAT TTCGGAATGGGGACTAA
AATTACAGCACGGGACAGCTTACAACACT CAAGT GGATGT AT T TGAAGT TGGATGECCAATATGT TAAGT CAGCGCCAGGGAT TTCGGAATGGGGACTAA
AATTACAGCACGGGACAGCTTACAAAACT CAAGT GGATGT ATT TGAAGT TGGATGGT CAATAT GCTAAGT CAGCGCCAGGGAT TTCGGAATGGGGACTCA
AATTATAGCACGCGGACAGCTTACGAAACT CAAGT GGATGT AT T TGAAGT TGGATGGT GAATAT GCTAAGT CAGCGCCAGGGAT TTCGGAATGGGGACTCA
AATTACAGCACGGGACAGCTTACAAAACT CAAGT GGATGTATT TGAAGT TGGATGGT CAATAT GCTAAGT CAGCGCCAGGGAT TTCGGAATGGGEEGECTCA
AATTACAGCACGGGACAGCTTACAAAACT CAAGT GGATGTAT TTGAAGT TGGAT GGT CAATAT GCTAAGT CAGCGCCAGGGAT TTCGGAAT GGGGECTCA
AATTACAGCACGCGGACAGCTTACAAAACT CAAGT GGATGT AT T TGAAGT TGGATGGT CAATAT GCTAAGT CAGCGCCAGGGAT TTCGGAATGGGEECTCA
AATTACAGCACGGGACAGCTTACAAAACT CAAGT GGATGT AT T TGAAGT TGGATGGT CAATAT GCTAAGT CAGCGT CAGGGAT TTCGGAATGGGGACTCA
AATTACAGCACGGGACAGCTTACAAAACT CAAGT GGATGT AT T TGAAGT TGGATGGT CAATAT GCTAAGT CAGCGCCAGGGAT TTCGGAATGGGEGECTCA
AATTACAGCACGGGACAGCTTACAAAACT CAAGT GGATGT AT T TGAAGT TGGATGGT CAATAT GCTAAGT CAGCGCCAGGGAT TTCGGAATGGGGACTCA
AATTACAGCACGGGACAGCTTACAAAACT CAAGT GGATGT AT T TGAAGT TGGATGGT CAATAT GCTAAGT CAGCGCCAGGGAT TTCGGAATGGGGACTCA
AATTACAGCACGGGACAGCTTACAAAACT CAAGT GGATGTATTTGAAGT TGGAT GGT CAATAT GCTAAGT CAGCGCCAGGGAT TTCGGAAT GGGGACTCA
AATTACAGCACGGGACAGCTTACAAAACT CAAGT GGATGTATTTGAAGT TGGATGGT CAATATGCTAAGT CAGIIXAGEGATTTMATGG’EGACT CA
AATTACAGCACGGGACAGCTTACAAAACT CAAGT GGATGT AT T TGAAGT TGGATGGT CAATAT GT TCAGT CAGCGCCAGGGAT TTCGGAATGEG

AATTACAGCACGGGACAGCTTACAAAACT CAAGT GGATGTATTTGAAGT TGGATGGT CAATAT GT TCAGT CAGCGCCAGGGAT T TCGGAAT GBGG
AATTACAGCACGGGACAGCTTACAAAACT CAAGT GGATGTATTTGAAGT TGGATGGT CAATAT GT TCAGT CAGCGCCAGGGAT T TCGGAAT GBGGA
AATTACAGCACGGGACAGCTTACAAAACT CAAGT GGATGTATTTGAAGT TGGATGGT CAATAT GCTAAGT CAGCGCCAGGGAT T TCGGAAT GGGGA A
AATTACAGCACGGGACAGCTTACAAAACT CAAGT GGATGTATTTGAAGT TGGAT GGT CAATAT GCTAAGT CAGCGCCAGGGAT TTCGGAAT GGGGACTCA
AATTACAGCACGCGGACAGCT TACAAAACT CAAGT GGATGT AT T TGAAGIT TGGATGGT CAATAT GCTAAGT CAGCGCCAGGGAT TTCGGAATGGGGACTCA
AATTACAGCACGGGACAGCTTACAAAACT CAAGT GGATGT AT T TGAAGT TGGATGGT CAATAT GCTAAGT CAGCGCCAGGGAT TTCGGAATGGGGACTCA
AATTACAGCACGGGACAGCTTACAAAACT CAAGT GGATGT ATT TGAAGT TGGATGGT CAATAT GCTAAGT CAGCGCCAGGGAT TTCGGAATGGGGACTCA
AATTACAGCACGGGACAGCTTACAAAACT CAAGT GGATGT ATT TGAAGT TGGATGGT CAATAT GCTAAGT CAGCGCCAGGGAT TTCGGAATGGGGACTCA
AATTACAGCACGGGACAGCTTACAAAACT CAAGT GGATGT AT T TGAAGT TGGATGGT CAATAT GCTAAGT CAGCGCCAGGGAT TTCGGAATGGGGACTCA
AATTACAGCACGGGACAGCTTACAAAACT CAAGT GGATGTATTTGAAGT TGGAT GGT CAATAT GCTAAGT CAGCGCCAGGGAT TTCGGAAT GGGGACTCA
AATTACAGCACGGGACAGCTTACAAAACT CAAGT GGATGT AT T TGAAGIT TGGATGGT CAATAT GCTAAGT CAGCGCCAGGGAT TTCGGAATGGGGACTCA
AATTACAGCACGGGACAGCTTACAAAACT CAAGT GGATGT AT T TGAAGT TGGATGGT CAATAT GCTAAGT CAGCGCCAGGGAT TTCGGAATGGGGACTCA
AATTACAGCACGGGACAGCTTACAAAACT CAAGT GGATGT ATT TGAAGT TGGATGGT CAATAT GCTAAGT CAGCGCCAGGGAT TTCGGAATGGGGACTCA
AATTACAGCACGGGACAGCTTACAAAACT CAAGT GGATGT ATT TGAAGT TGGATGGT CAATAT GCTAAGT CAGCGCCAGGGAT TTCGGAATGGGGACTCA
AATTACAGCACGGGACAGCTTACAAAACT CAAGT GGATGTATT TGAAGT TGGATGGT CAATAT GCTAAGT CAGCGCCAGGGAT TTCGGAATGGGGACTCA
AATTACAGCACGGGACAGCTTACAAAACT CAAGT GGATGTATTTGAAGT TGGAT GGT CAATAT GCTAAGT CAGCGCCAGGGAT TTCGGAAT GGGGACTCA
AATTACAGCACGGGACAGCT TACAAAACT CAAGT GGATGT AT T TGAAGIT TGGATGGT CAATAT GCTAAGT CAGCGCCAGGGAT TTCGGAATGGGGACTCA
AATTACAGCACGGGACAGCTTACAAAACT CAAGT GGATGT AT T TGAAGT TGGATGGT CAATAT GCTAAGT CAGCGCCAGGGAT TTCGGAATGGGGACTCA
AATTACAGCACGGGACAGCTTACAAAACT CAAGT GGATGT ATT TGAAGT TGGATGGT CAATAT GCTAAGT CAGCGCCAGGGAT TTCGGAATGGGGACTCA
AATTACAGCACGGGACAGCTTACAAAACT CAAGT GGATGT AT T TGAAGT TGGATGGT CAATAT GCTAAGT CAGCGCCAGGGAT TTCGGAATGGGGACTCA
AATTACAGCACGGGACAGCTTACAAAACT CAAGT GGATGT AT T TGAAGT TGGATGGT CAATAT GCTAAGT CAGCGCCAGGGAT TTCGGAATGGGGACTCA
AATTACAGCACGGGACAGCTTACAAAACT CAAGT GGATGTATTTGAAGT TGGAT GGT CAATAT GCTAAGT CAGCGCCAGGGAT TTCGGAAT GGGGACTCA
AATTACAGCACGGGACAGCT TACAAAACT CAAGT GGATGT AT T TGAAGT TGGATGGT CAATAT GCTAAGT CAGCGT CAGGGAT TTCGGAATGGGGACTCA
AATTACAGCACGGGACAGT TTACAAAACT CAAGT GGATGT AT T TGAAGT TGGATGGT CAATAT GCTAAGT CAGCGCCAGGGAT TTCGGAATGGGGACTCA
AATTACAGCACGGGACAGT TTACAAAACT CAAGT GGATGT ATT TGAAGT TGGATGGT CAATAT GCTAAGT CAGCGCCAGGGAT TTCGGAATGGGGACTCA
AATTACAGCACGGGACAGT TTACAAAACT CAAGT GGATGTATT TGAAGT TGGATGGT CAATATGCTAAGT CAGCGCCAGGGAT TTCGGAATGGGGACTCA
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CCTACAGT GTCAATGAGCATAACGCCATTGAATTATGTGECTACCCCTCTGAC- - - - - - - == == - - - = oo oo o - - - GINNNNNNNNNNNNNNNNNNNNNN
CCTACAGT GTCAATGAGCATAACGCCATTGAAT TAT GT GGCTACCCCT CGGACGATAT GCAAAGAAATTCCAT CGAT GCCGAGT TACAGT GGGAGGCTAC
CCTACAGT GTCAATGAGCATAACGCCATTGAAT TAT GT GGCTACCCCT CGGACGATAT GCAAAGAAATTCCAT CGAT GCCGAGT TACAGT GGGAGGCTAC
CCTACAGT GTCAATGAGCATAACGCCATTGAAT TAT GT GGCTACCCCT CGGACGATAT GCAAAGAAATTCCAT CGAT GCCGAGT TACAGT GGGAGGCTAC
CCTACAGT GT CAATGAGCATAACGCCATTGAATTAT GT GGCTACCCCT CGGACGATAT GCAAAGAAAT TCCAT CGAT GCCGAGT TACAGT GGGAGGCTAC
CCTACAGT GT CAATGAGCATAACGCCAT TGAATTATGT GGCTACCCCT CGGACGATAT GCAAAGAAAT TCCAT CGAT GCCGAGT TACAGT GGGAGGCTAC
CCTACAGT GTCAATGAGCATAACGCCATTGAAT TAT GT GGCTACCCCT CGGACGATAT GCAAAGAAAT TCCAT CGAT GCCGAGT TACAGT GGGAGGCTAC
CCTACAGT GTCAATGAGCATAACGCCATTGAAT TAT GT GGCTACCCCT CGGACGATAT GCAAAGAAATTCCAT CGAT GCCGAGT TACAGT GGGAGGCTAC
CCTACAGT GTCAATGAGCATAACGCCATTGAAT TAT GT GGCTACCCCT CGGACGATAT GCAAAGAAATTCCAT CGAT GCCGAGT TACAGT GGGAGGCTAC
CCTACAGT GTCAATGAGCATAACGCCATTGAAT TAT GT GGCTACCCCT CGGACGATAT GCAAAGAAATTCCAT CGAT GCCGAGT TACAGT GGGAGGCTAC
CCTACAGT GT CAATGAGCATAACGCCATTGAATTAT GT GGCTACCCCT CGGACGATAT GCAAAGAAAT TCCAT CGAT GCCGAGT TACAGT GGGAGGCTAC
CCTACAGT GT CAATGAGCATAACGCCATTGAAT TATGT GGCTACCCCT CGGACGATAT GCAAAGAAAT TCCAT CGAT GCCGAGT TACAGT GGGAGGCTAC
CCTACAGT GTCAATGAGCATAACGCCATTGAAT TAT GT GGCTACCCCT CGGACGATAT GCAAAGAAATTCCAT CGAT GCCGAGT TACAGT GGGAGGCTAC
CCTACAGT GTCAATGAGCATAACGCCATTGAAT TAT GT GGCTACCCCT CGGACGATAT GCAAAGAAATTCCAT CGAT GCCGAGT TACAGT GGGAGGCTAC
CCTACAGT GTCAATGAGCATAACGCCATTGAAT TAT GT GGCTACCCCT CGGACGATAT GCAAAGAAATTCCAT CGAT GCCGAGT TACAGT GGGAGGCTAC
CCTACAGT GTCAATGAGCATAACGCCATTGAAT TAT GT GGCTACCCCT CGGACGATAT GCAAAGAAATTCCAT CGAT GCCGAGT TACAGT GGGAGGCTAC
CCTACAGT GT CAATGAGCATAACGCCATTGAATTAT GT GGCTACCCCT CGGACGATAT GCAAAGAAAT TCCAT CGAT GCCGAGT TACAGT GGGAGGCTAC
CCTACAGT GT CAATGAGCATAACGCCATTGAAT TATGT GGCTACCCCT CGGACGATAT GCAAAGAAAT TCCAT CGAT GCCGAGT TACAGT GGGAGGCTAC
CCTACAGT GTCAATGAGCATAACGCCATTGAAT TAT GT GGCTACCCCT CGGACGATAT GCAAAGAAAT TCCAT CGAT GCCGAGT TACAGT GGGAGGCTAC
CCTACAGT GTCAATGAGCATAACGCCATTGAAT TAT GT GGCTACCCCT CTGACGATAT GCAAAGAAATTCCAT CGAT GCCGAGT TACAGT GGGAGGT TAC
CCTACAGT GTCAATGAGCATAACGCCATTGAAT TAT GT GGCTACCCCT CTGACGATAT GCAAAGAAATTCCAT CGAT GCCGAGT TACAGTGGGAGGT TAC
CTTACAGT GTCAATGAGCATAACGCCATTGAAT TAT GT GGCTACCCCT CTGACGATAT GCAAAGAAATTCCAT CGAT GCCGAGT TACAGTGGGAGGT TAC
CTTACAGT GT CAATGAGCATAACGCCATTGAATTATGT GGCTACCCCT CTGACGATAT GCAAAGAAATTCCAT CGAT GCCGAGT TACAGT GGGAGGT TAC
CTTACAGT GT CAATGAGCATAACGCCATTGAATTATGT GGCTACCCCT CTGACGATAT GCAAAGAAAT TCCAT CGAT GCCGAGT TACAGT GGGAGGT TAC
CTTACAGT GTCAATGAGCATAACGCCGT TGAAT TAT GT GGCTACCCCT CTGACGATAT GCAAAGAAATTCCAT CGAT GCCGAGT TACAGT GGGAGGT TAC
CTTACAGT GTCAATGAGCATAACGCCGT TGAAT TAT GT GGCTACCCCT CTGACGATAT GCAAAGAAATTCCAT CGAT GCCGAGT TACAGT GGGAGGT TAC
CTTACAGT GTCAATGAGCATAACGCCATTGAACTAT GTGGCTACCCCT CTGACGATAT GCAAAGAAATTCCAT CGAT GCCGAGT TACAGT GGGAGGT TAC
CTTACAGT GTCAATGAGCATAACGCCATTGAACTAT GTGGCTACCCCT CTGACGATAT GCAAAGAAATTCCAT CGAT GCCGAGT TACAGTGGGAGGT TAC
CTTACAGT GT CAATGAGCATAACGCCATTGAACTAT GT GGCTACCCCT CTGACGATAT GCAAAGAAATTCCAT CGAT GCCGAGT TACAGT GGGAGGT TAC
CCTACAGT GT CAATGAGCATAACGCCATTGAATTATGT GGCTACCCCT CTGACGATAT GCAAAGAAAT TCCAT CGAT GCCGAGT TACAGT GGGAGGT TAC
NCCATAACGCCAT TGAAT TATGTI GGCTACCCCT CTGACGATAT GCAAAGAAAT TCCAT CGAT GCCGAGT TACAGT GGGAGGI TAC
CTTACAGT GTCAATGACCATAACGCCATTGAAT TAT GT GGCTACCCCT CTGACGATAT GCAAAGAAATTCCAT CGAT GCCGAGT TACAGT GGGAGGT TAC
ACCATAACGCCAT TGAAT TATGT GGCTACCCCT CTGACGATAT GCAAAGAAAT TCCAT CGAT GCCGAGT TACAGT GGGAGGT TAC
AGCATAACGCCAT TGAAT TATGT GGCTACCCCT CTGACGATAT GCAAAGAAAT TCCAT CGAT GCCGAGT TACAGT GCGAGGT TAC
CTTACAGT GT CAATGAGCATAACGCCATTGAATTAT GT GGCTACCCCT CTGACGATAT GCAAAGAAATTCCAT CGAT GCCGAGT TACAGT GGGAGGT TAC
CTTACAGT GT CAATGAGCATAACGCCATTGAATTATGT GGCTACCCCT CTGACGATAT GCAAAGAAAT TCCAT CGAT GCCGAGT TACAGT GGGAGGT TAC
CTTACAGT GTCAATGAGCATAACGCCATTGAAT TATGT GGCTACCCCT CTGACGATAT GCAAAGAAATTCCAT CGAT GCCGAGT TACAGT GGGAGGT TAC
CTTACAGT GTCAATGAGCATAACGCCATTGAAT TAT GT GGCTACCCCT CTGACGATAT GCAAAGAAATTCCAT CGAT GCCGAGT TACAGT GGGAGGT TAC
CTTACAGT GTCAATGAGCATAACGCCATTGAAT TAT GT GGCTACCCCT CTGACGATAT GCAAAGAAATTCCAT CGAT GCCGAGT TACAGT GGGAGGT TAC
CTTACAGT GTCAATGAGCATAACGCCATTGAAT TAT GT GGCTACCCCT CTGACGATAT GCAAAGAAATTCCAT CGAT GCCGAGT TACAGTGGGAGGT TAC
CTTACAGT GT CAATGAGCATAACGCCATTGAATTATGT GGCTACCCCT CTGACGATAT GCAAAGAAATTCCAT CGAT GCCGAGT TACAGT GGGAGGT TAC
CTTACAGT GT CAATGAGCATAACGCCATTGAATTATGT GGCTACCCCT CTGACGATAT GCAAAGAAAT TCCAT CGAT GCCGAGT TACAGT GGGAGGT TAC
CTTACAGT GTCAATGAGCATAACGCCATTGAAT TATGT GGCTACCCCT CTGACGATAT GCAAAGAAATTCCAT CGAT GCCGAGT TACAGT GGGAGGT TAC
CTTACAGT GTCAATGAGCATAACGCCATTGAAT TAT GT GGCTACCCCT CTGACCATAT GCAAAGAAATTCCAT CGAT GCCGAGT TACAGT GGGAGGT TAC
CTTACAGT GTCAATGAGCATAACGCCATTGAAT TAT GT GGCTACCCCT CTGACCATAT GCAAAGAAATTCCAT CGAT GCCGAGT TACAGT GGGAGGT TAC
CTTACAGT GTCAATGAGCATAACGCCATTGAAT TAT GT GGCTACCCCT CTGACCATAT GCAAAGAAATTCCAT CGAT GCCGAGT TACAGTGGGAGGT TAC
CTTACAGT GT CAATGAGCATAACGCCATTGAATTAT GT GGCTACCCCT CTGACGATAT GCAAAGAAATTCCAT CGAT GCCGAGT TACAGT GGGAGGT TAC
CTTACAGT GT CAATGAGCATAACGCCATTGAATTATGT GGCTACCCCT CTGACGATAT GCAAAGAAAT TCCAT CGAT GCCGAGT TACAGT GGGAGGT TAC
CTTACAGT GTCAATGAGCATAACGCCATTGAAT TATGT GGCTACCCCT CTGACGATAT GCAAAGAAATTCCAT CGAT GCCGAGT TACAGT GGGAGGT TAC
CTTACAGT GTCAATGAGCATAACGCCATTGAAT TAT GT GGCTACCCCT CTGACGATAT GCAAAGAAATTCCAT CGAT GCCGAGT TACAGT GGGAGGT TAC
CTTACAGT GTCAATGAGCATAACGCCATTGAAT TAT GT GGCTACCCCT CTGACGATAT GCAAAGAAATTCCAT CGAT GCCGAGT TACAGT GGGAGGT TAC
CTTACAGT GTCAATGAGCATAACGCCATTGAAT TAT GT GGCTACCCCT CTGACGATAT GCAAAGAAATTCCAT CGAT GCCGAGT TACAGTGGGAGGT TAC
CTTACAGT GT CAATGAGCATAACGCCATTGAATTATGT GGCTACCCCT CTGACGATAT GCAAAGAAATTCCAT CGAT GCCGAGT TACAGT GGGAGGT TAC
CCTACAGT GT CAATGAGCATAACGCCATTGAATTATGT GGCTACCCCT CTGACGATAT GCAAAAAAATTCCAT CGAT GCCGAGT TACAGT GGGAGGT TAC
CCTACAGT GTCAATGAGCATAACGCCATTGAAT TAT GT GGCTACCCCT CTGACGATAT GCAAAAGAATTCCAT CGAT GCCGAGT TACAGT GGGAGGT TAC
CCTACAGT GTCAATGAGCATAACGCCATTGAAT TAT GT GGCTACCCCT CTGACGATAT GCAAAAGAATTCCAT CGAT GCCGAGT TACAGT GGGAGGT TAC
CCTACAGT GTCAATGAGCATAACGCCATTGAAT TAT GTGGCTACCCCT CTGACGATAT GCAAAAGAAT TCCAT CGAT GCCGAGT TACAGT GGGAGGT TAC
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ININININNNNNNNNNNNNNNNNNNNNNNNNNNNNNT TTCCGCCTAGAACACAGAT T TAGT TAGCTACTAGACGCCAGAAAATAAT CCTGT TAAAAGCTCTTAC
TGTACAGTAAGGAGCTGAGTTACGGGT TTGATTT TCCGCCTAGAACACAGAT TTAGT TAGCTACT AGACGCCAGAAAATAATCCTGT TAAAAGCTCTTAC
TGTACAGTAAGGAGCTGAGT TACGGGT TTGATTT TCCGCCTAGAACACAGAT TTAGT TAGCTACT AGACGCCAGAAAATAATCCTGT TAAAAGCTCTTAC
TGTACAGTAAGGAGCTGAGT TACGGGT TTGATTT TCCGCCTAGAACACAGAT TTAGT TAGCTACT AGACGCCAGAAAATAATCCTGT TAAAAGCTCTTAC
TGTACAGTAAGGAGCTGAGT TACGGGT TTGATTTTCCGCCTAGAACACAGATTTAGT TAGCTACTAGACGCCAGAAAATAATCCTGT TAAAAGCTCTTAC
TGTACAGTAAGGAGCTGAGT TACGGGT TTGATTTTCCGCCTAGAACACAGATTTAGT TAGCTACTAGACGCCAGAAAATAATCCTGTTAAAAGCTCTTAC
TGTACAGTAAGGAGCT GAGT TACGGGT TTGATTT TCCGCCTAGAACACAGAT TTAGT TAGCTACT AGACGCCAGAAAATAATCCTGT TAAAAGCTCTTAC
TGTACAGTAAGGAGCTGAGT TACGGGT TTGATTT TCCGCCTAGAACACAGAT TTAGT TAGCTACT AGACGCCAGAAAATAATCCTGT TAAAAGCTCTTAC
TGTACAGTAAGGAGCTGAGTTACGGGT TTGATTT TCCGCCTAGAACACAGAT TTAGT TAGCTACT AGACGCCAGAAAATAATCCTGT TAAAAGCTCTTAC
TGTACAGTAAGGAGCTGAGT TACGGGT TTGATTT TCCGCCTAGAACACAGAT TTAGT TAGCTACT AGACGCCAGAAAATAATCCTGT TAAAAGCTCTTAC
TGTACAGTAAGGAGCTGAGT TACGGGT TTGATTTTCCGCCTAGAACACAGATTTAGT TAGCTACTAGACGCCAGAAAATAATCCTGT TAAAAGCTCTTAC
TGTACAGTAAGGAGCTGAGT TACGGGT TTGATTTTCCGCCTAGAACACAGATTTAGT TAGCTACTAGACGCCAGAAAATAATCCTGT TAAAAGCTCTTAC
TGTACAGTAAGGAGCT GAGT TACGGGT TTGATTT TCCGCCTAGAACACAGAT TTAGT TAGCTACT AGACGCCAGAAAATAATCCTGT TAAAAGCTCTTAC
TGTACAGTAAGGAGCTGAGT TACGGGT TTGATTT TCCGCCTAGAACACAGAT TTAGT TAGCTACT AGACGCCAGAAAATAATCCTGT TAAAAGCTCTTAC
TGTACAGTAAGGAGCTGAGT TACGGGT TTGATTT TCCGCCTAGAACACAGAT TTAGT TAGCTACT AGACGCCAGAAAATAATCCTGT TAAAAGCTCTTAC
TGTACAGTAAGGAGCTGAGT TACGGGT TTGATTT TCCGCCTAGAACACAGAT TTAGT TAGCTACT AGACGCCAGAAAATAATCCTGT TAAAAGCTCTTAC
TGTACAGTAAGGAGCTGAGT TACGGGT TTGATTTTCCGCCTAGAACACAGATTTAGT TAGCTACTAGACGCCAGAAAATAATCCTGT TAAAAGCTCTTAC
TGTACAGTAAGGAGCTGAGT TACGGGT TTGATTTTCCGCCTAGAACACAGATTTAGT TAGCTACTAGACGCCAGAAAATAATCCTGT TAAAAGCTCTTAC
TGTACAGTAAGGAGCT GAGT TACGGGT TTGATTT TCCGCCTAGAACACAGAT TTAGT TAGCTACT AGACGCCAGAAAATAATCCTGT TAAAAGCTCTTAC
TGTACAGTAAGGAGCTGAGT TACGGGT TTGATTT TCCGCCTAGAACACAGAT TTAATTAGCTACT AGACGCCAGAAAATAATCCTGT TAAAAGCTCTTCC
TGTACAGTAAGGAGCTGAGTTACGGGT TTGATTT TCCGCCTAGAACACAGAT TTAGT TAGCTACT AGACGCCAGAAAATAATCCTGT TAAAAGCTCTTAC
TGTACAGTAAGGAGCT GAGT TACGGGT TTGATTT TCCGCCTAGAACACAGAT GTAGT TAGCTACT AGACGCCAGAAAATAATCCTGT TAAAAGCTCTTAC
TGTACAGTAAGGAGCTGAGT TACGGGT TTGATTTTCCGCCTAGAACACAGATGT AGT TAGCTACTAGACGCCAGAAAATAATCCTGT TAAAAGCTCTTAC
TGTACAGTAAGGAGCTGAGT TACGGGT TTGATTTTCCGCCTAGAACACAGATGT AGT TAGCT ACTAGACGCCAGAAAATAATCCTGTTAAAAGCTCTTAC
TGTACAGTAAGGAGCT GAGT TACGGGT TTGATTT TCCGCCTAGAACACAGAT GTAGT TAGCTACT AGACGCCAGAAAATAATCCTGT TAAAAGCTCTTAC
TGTACAGTAAGGAGCTGAGT TACGGGT TTGATTT TCCGCCTAGAACACAGAT GTAGT TAGCTACT AGACGCCAGAAAATAATCCTGT TAAAAGCTCTTAC
TGTACAGTAAGGAGCTGAGTTACGGGT TTGATTT TCCGCCTAGAACACAGAT GTAGT TAGCTACT AGACGCCAGAAAATAATCCTGT TAAAAGCTCTTAC
TGTACAGTAAGGAGCTGAGT TACGGGT TTGATTT TCCGCCTAGAACACAGAT GTAGT TAGCTACT AGACGCCAGAAAATAATCCTGT TAAAAGCTCTTAC
TGTACAGTAAGGAGCTGAGT TACGGGT TTGATTTTCCGCCTAGAACACAGATGT AGT TAGCTACTAGACGCCAGAAAATAATCCTGT TAAAAGCTCTTAC
TGTACAGTAAGGAGCTGAGT TACGGGT TTGATTTTCCGCCTAGAACACAGATTTAGT TAGCTACTAGACGCCAGAAAATAATCCTGT TAAAAGCTCTTAG
TGTACAGTAAGGAGCT GAGT TACGGGT TTAATTT TCCGCCTAGAACACAGAT TTAGT TAGCTACT AGACGCCAGAAAATAATCCTGT TAAAAGCTCTTAC
TGTACAGTAAGGAGCTGAGT TACGGGT TTAATTT TCCGCCTAGAACACAGAT TTAGT TAGCTACT AGACGCCAGAAAATAATCCTGT TAAAAGCTCTTAC
TGTACAGTAAGGAGCTGAGTTACGGGT TTAATTT TCCGCCTAGAACACAGAT TTAGT TAGCTACT AGACGCCAGAAAATAATCCTGT TAAAAGCTCTTAC
TGTACAGTAAGGAGCTGAGTTACGGGT TTGATTT TCCGCCTAGAACACAGAT TTAGT TAGCTACT AGACGCCAGAAAATAATCCTGT TAAAAGCTCTTAC
TGTACAGTAAGGAGCTGAGT TACGGGT TTGATTTTCCGCCTAGAACACAGATTTAGT TAGCTACTAGACGCCAGAAAATAATCCTGI TAAAAGCTCTTAC
TGTACAGTAAGGAGCTGAGT TACGGGT TTGATTTTCCGCCTAGAACACAGATTTAGT TAGCTACTAGACGCCAGAAAATAATCCTGTTAAAAGCTCTTAC
TGTACAGTAAGGAGCT GAGT TACGGGT TTGATTT TCCGCCTAGAACACAGAT TTAGT TAGCTACT AGACGCCAGAAAATAATCCTGT TAAAAGCTCTTAC
TGTACAGTAAGGAGCTGAGT TACGGGT TTGATTT TCCGCCTAGAACACAGAT TTAGT TAGCTACT AGACGCCAGAAAATAATCCTGT TAAAAGCTCTTAC
TGTACAGTAAGGAGCTGAGT TACGGGT TTGATTT TCCGCCTAGAACACAGAT TTAGT TAGCTACT AGACGCCAGAAAATAATCCTGT TAAAAGCTCTTAC
TGTACAGTAAGGAGCTGAGT TACGGGT TTGATTT TCCGCCTAGAACACAGAT TTAGT TAGCTACT AGACGCCAGAAAATAATCCTGT TAAAAGCTCTTAC
TGTACAGTAAGGAGCTGAGT TACGGGT TTGATTTTCCGCCTAGAACACAGATTTAGT TAGCTACTAGACGCCAGAAAATAATCCTGT TAAAAGCTCTTAC
TGTACAGTAAGGAGCTGAGT TACGGGT TTGATTTTCCGCCTAGAACACAGATTTAGT TAGCTACTAGACGCCAGAAAATAATCCTGTTAAAAGCTCTTAC
TGTACAGTAAGGAGCT GAGT TACGGGT TTGATTT TCCGCCTAGAACACAGAT TTAGT TAGCTACT AGACGCCAGAAAATAATCCTGT TAAAAGCTCTTAC
TGTACAGTAAGGAGCTGAGT TACGGGT TTGATTT TCCGCCTAGAACACAGAT TTAGT TAGCTACT AGACGCCAGAAAATAATCCTGT TAAAAGCTCTTAC
TGTACAGTAAGGAGCTGAGTTACGGGT TTGATTT TCCGCCTAGAACACAGAT TTAGT TAGCTACT AGACGCCAGAAAATAATCCTGT TAAAAGCTCTTAC
TGTACAGTAAGGAGCTGAGT TACGGGT TTGATTT TCCGCCTAGAACACAGAT TTAGT TAGCTACT AGACGCCAGAAAATAATCCTGT TAAAAGCTCTTAC
TGTACAGTAAGGAGCTGAGT TACGGGT TTGATTTTCCGCCTAGAACACAGATTTAGT TAGCTACTAGACGCCAGAAAATAATCCTGT TAAAAGCTCTTAC
TGTACAGTAAGGAGCTGAGT TACGGGT TTGATTTTCCGCCTAGAACACAGATTTAGT TAGCTACTAGACGCCAGAAAATAATCCTGT TAAAAGCTCTTAC
TGTACAGTAAGGAGCTGAGT TACGGGT TTGATTT TCCGCCTAGAACACAGAT TTAGT TAGCTACT AGACGCCAGAAAATAATCCTGT TAAAAGCTCTTAC
TGTACAGTAAGGAGCTGAGT TACGGGT TTGATTT TCCGCCTAGAACACAGAT TTAGT TAGCTACT AGACGCCAGAAAATAATCCTGT TAAAAGCTCTTAC
TGTACAGTAAGGAGCTGAGT TACGGGT TTGATTT TCCGCCTAGAACACAGAT TTAGT TAGCTACT AGACGCCAGAAAATAATCCTGT TAAAAGCTCTTAC
TGTACAGTAAGGAGCTGAGT TACGGGT TTGATTT TCCGCCTAGAACACAGAT TTAGT TAGCTACT AGACGCCAGAAAATAATCCTGT TAAAAGCTCTTAC
TGTACAGTAAGGAGCTGAGT TACGGGT TTGATTTTCCGCCTAGAACACAGATTTAGT TAGCTACTAGACGCCAGAAAATAATCCTGT TAAAAGCTCTTAC
GTTACAGTAAGGAGCTGAGTTACGGGT TTGATTTTCCGCCTAGAACACAGAT TTAGT TAGCTACT AGACGCCAGAAAATAATCCTGT TAAAAGCTCTTAC
TTTAGAGTAAGGAGCTGAGT TACGGGT TTGATTTTCCGCCTAGAACACAGAT TTAGT TAGCTACT AGACGCCAGAAAATAATCCTGT TAAAAGCTCTTAC
TTTAGAGTAAGGAGCTGAGT TACGGGT TTGATTT TCCGCCTAGAACACAGAT TTAGT TAGCTACT AGACGCCAGAAAATAATCCTGT TAAAAGCTCTTAC
TTTAGAGTAAGGAGCTGAGT TACGGGT TTGATTT TCCGCCTAGAACACAGAT TTAGT TAGCTACT AGACGCCAGAAAATAATCCTGT TAAAAGCTCTTAC
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Fobul _G14 TCAGGTGATTCGGAATTACTTTCGT CGACGAACT CAAGACCCT TCAAGGGT GGT TTGAACGCTACAGAGT TAACCT CAAGCACT
Fol yc_002 TCAGGTGATTCGGAATTACTTTTGT CAACGAACT CAAGACCCT TCAAGGGTGGTTTGAA: - - - - === == mm e e e e mm oo -
Fol yc_014 TCAGGTGATTCGGAATTACTTTTGT CAACGAACT CAAGACCCT TCAAGGGTGGTTTGAA:- - - - - === mm e mm e e e e e oo
Fol yc_016 TCAGGTGATTCGGAATTACTTTTGTCAACGAACT CAAGACCCT TCAAGGGTGGTTTGAA: - - - == = s s e s mmmm e e e e -
Fol yc_018 TCAGGTGATTCGGAATTACT TTTGT CAACGAACT CAAGACCCT TCAAGGGTGGT TTGAA- - - - === == s s e e e e e oo -
Fol yc_038 TCAGGTGATTCGGAATTACTTTTGT CAACGAACT CAAGACCCT TCAAGGGTGGTTTGAA- - - - - === == mmm o e o e e e oo
Fol yc_072 TCAGGTGATTCGGAATTACTTTTGT CAACGAACT CAAGACCCT TCAAGGGTGGTTTGAA- - - - = === - mmmm o e o e e e oo
Fol yc_4287_0 TCAGGTGATTCGGAATTACTTTTGT CAACGAACT CAAGACCCT TCAAGGGTGGTTTGAA- - - - - === - mmmm e e e e e e oo -
Fol yc_004 TCAGGTGATTCGGAATTACTTTTGTCAACGAACT CAAGACCCT TCAAGGGTGGTTTGAAG- - - == === mmmmmm e e e e e oo -
Fol yc_026 TCAGGTGATTCGGAATTACTTTTGTCAACGAACT CAAGACCCT TCAAGGGTGGTTTGAAC - - == === mmmmmm e e e e e o
Fol yc_029 TCAGGTGATTCGGAATTACT TTTGTCAACGAACT CAAGACCCT TCAAGGGTGGTTTGAAG - = - = === = == mm e m e = e
Fol yc_069 TCAGGTGATTCGGAATTACTTTTGT CAACGAACT CAAGACCCT TCAAGGGTGGTTTGAAG- - - === === mmmmmm e e e e e e e -
Fol yc_073 TCAGGTGATTCGGAATTACTTTTGT CAACGAACT CAAGACCCT TCAAGGGTGGTTTGAAG- - - == === = s mmmmmmm e e e e -
Fol yc_074 TCAGGTGATTCGGAATTACTTTTGT CAACGAACT CAAGACCCT TCAAGGGTGGTTTGAAG: - - - = - === === mmmmm e e oo -
Fol yc_4287_1 TCAGGTGATTCGGAATTACT TTTGT CAACGAACT CAAGACCCT TCAAGGGTGGTTTGAAG - - - === mmmmmmmmmmm e oo o -
Fol yc_M\25 TCAGGTGATTCGGAATTACTTTTGTCAACGAACT CAAGACCCT TCAAGGGTGGTTTGAAG- - - == === mmmmmmm e e e o
Fophy_KOD886 TCAGGTGATTCGGAATTACTTTTGT CAACGAACT CAAGACCCT TCAAGGGTGGTTTGAAC- - - == === = === mmmm e e o e oo e -
Fophy_KOD887 TCAGGTGATTCGGAATTACTTTTGT CAACGAACT CAAGACCCT TCAAGGGTGGTTTGAAG: - - - === == === s = mm oo m oo o -
Fophy_KOD888 TCAGGTGATTCGGAATTACTTTTGT CAACGAACT CAAGACCCT TCAAGGGTGGTTTGAA- - - - = === == mmm o e e e e e oo
Focub_B2_0 TCAAGTGATTCGGAATTAATTTCGT CGACGAACT CAAGACCCT TCAAGGGTGGTTTGAAG- - - - = === === mmmmmm e e e oo -
Fonel _001 TCAGGTGATTCGGAATTACTTTCGT CGACGAACT CAAGACCCT TCAAGGGTGGTTTGAAG- - - - - - === s mmmm e e e e o -
Foni v_013 TCAGGTGATTCGGAATTACT T TCGT CGACGAACCCAAGACCCT TCAAGGGTGGTTTGAA: - - - == = s mmmmmmmm e e e -
Fovas_NRRL25433 TCAGGIGATTCGGAATTACTTTCGT CGACGAACCCAAGACCCTTCAAGGGTGGT TTGAA- - - = == === s = e mm oo mmm oo
Foni v_020 TCAGGTGATTCGGAATTACT TTCGT CGACGAACCCAAGACCCT TCAAGGGTGGTTTGAAG- - - == === = mmmmmm e e e e e e -
Fol ag_001 TCAGGTGATTCGGAATTACTTTCGT CGACGAACCCAAGACCCTTC - = = = === == mmmmmmm e e e e e mem e e e e e
Fol ag_005 TCAGGTGATTCGGAATTACT T TCGT CGACGAACCCAAGACCCT TCCAGGGTGGTTTGAAG: - - - = == === mmmmmmm e e oo -
Focuc_015 TCAGGTGATTCGGAATTACT TTCGT CGACGAACCCAAGACCCT TCAAGGGTGGTTTGAAG - - - === mmmmmmmmmm e oo o -
Focuc_037 TCAGGTGATTCGGAATTACT TTCGT CGACGAACCCAAGACCCT TCAAGGGTGGTTTGAA: - - - - === - mmm s mm e e em oo
Fornom 004 TCAGGTGATTCGGAATTACT T TCGT CGACGAACCCAAGACCCT TCAAGGGTGGTTTGAA- - - - - = == == mm oo e o e e e oo o
Folil_39 TCAGGTGATTCGGAATTACT T TCGT CGACGAACT CAAGACCCT TCAAGGGT GGTTTGAA- - - - = === == mmm o e o e e e oo o o
Forcu_016 TCAGGTGATTCGGAATTACTTTCGT CGACGAACT CAAGACCCT TCAAGGGTGGTTTGAAG- - - - == === === mmmmm e e oo -
Forcu_024 TCAGGTGATTCGGAATTACTTTCGT CGACGAACT CAAGACCCT TCAAGGGTGGTTTGAAG: - - - = === === mmmmmm e e oo -
Forcu_031 TCAGGTGATTCGGAATTACT TTCGT CGACGAACT CAAGACCCT TCAAGGGTGGTTTGAAG: - - - = - === mm e mm e e e e oo -
Fom n_001 TCAGGTGATTCGGAATTACTTTCGT CGACGAACT CAAGACCCT TCAAGGGTGGTTTGAAG- - - == === mmmmmm e e e oo o
Fom n_004 TCAGGTGATTCGGAATTACT T TCGT CGACGAACT CAAGACCCT TCAAGGGTGGTTTGAAC- - - = = == = === === m o m e m e =
Fom n_006 TCAGGTGATTCGGAATTACT T TCGT CGACGAACT CAAGACCCT TCAAGGGTGGTTTGAAG- - - - === == === s = mm oo m oo o -
Fom n_012 TCAGGTGATTCGGAATTACTTTCGT CGACGAACT CAAGACCCT TCAAGGGTGGTTTGAAG: - - - == === === mmmmm e e oo o -
Fom n_016 TCAGGTGATTCGGAATTACTTTCGT CGACGAACT CAAGACCCT TCAAGGGTGGTTTGAAG: - - - = - === === mm e e e e oo -
Fom n_005 TCAGGTGATTCGGAATTACTTTCGT CGACGAACT CAAGACCCT TCAAGGGTGGTTTGAA: - - - == - s m e mmmmmm e e e e oo -
Fom n_009 TCAGGTGATTCGGAATTACTTTCGT CGACGAACT CAAGACCCT TCAAGGGTGGTTTGAA: - - - == = s s m s mmmm e e e
Formi n_010 TCAGGTGATTCGGAATTACTTTCGT CGACGAACT CAAGACCCT TCAAGGGTGGTTTGAA- - - - == === = mmmmm e e e e e e e e -
Fom n_011 TCAGGTGATTCGGAATTACT TTCGT CGACGAACT CAAGACCCT TCAAGGGTGGTTTGAA- - - - = == == m e mmm e e me e e a oo
Fom n_013 TCAGGTGATTCGGAATTACT T TCGT CGACGAACT CAAGACCCT TCAAGGGTGGTTTGAA- - - - = === - = mmm o mm e e e e oo o
Focuc_018 TCAGGTGATTCGGAATTACT T TCGT CGACGAACT CAAGACCCT TCAAGGGTGGTTTGAAG: - - - = === === mmm e e e e oo -
Focuc_021 TCAGGTGATTCGGAATTACT TTCGT CGACGAACT CAAGACCCT TCAAGGGTGGTTTGAAG - - - == - mmmmmmmmmm e oo o -
Focuc_030 TCAGGTGATTCGGAATTACT TTCGT CGACGAACT CAAGACCCT TCAAGGGTGGTTTGAAG - - == - = mmmmmmm e e e oo o -
Foni v_002 TCAGGTGATTCGGAATTACT T TCGT CGACGAACT CAAGACCCT TCAAGGGTGGTTTGAAC- - - = = = = = === === m o m e e =
Foni v_005 TCAGGTGATTCGGAATTACT T TCGT CGACGAACT CAAGACCCT TCAAGGGTGGTTTGAAG- - - - == === === m = mm oo m oo o -
Foni v_015 TCAGGTGATTCGGAATTACT T TCGT CGACGAACT CAAGACCCT TCAAGGGTGGTTTGAAG: - - - = == == === mmmmm o e e oo -
Foni v_019 TCAGGTGATTCGGAATTACT T TCGT CGACGAACT CAAGACCCT TCAAGGGTGGTTTGAAG: - - - = === === mmmmmm e e oo -
Foni v_021 TCAGGTGATTCGGAATTACTTTCGTCGACGAACT CAAGACCCT TCAAGGGTGGTTTGAAG- - - - - - === mmmmm e e e e e oo -
Foni v_010 TCAGGTGATTCGGAATTACTTTCGT CGACGAACT CAAGACCCT TCAAGGGTGGTTTGAA: - - - == = s s e e mmmm e e e oo
Foni v_037 TCAGGTGATTCGGAATTACT TTCGT CGACGAACT CAAGACCCTTCAAGGGTGGTTTGAA- - - - - - - - - - - -
Fopi s_HDV247 TCAGGTGATTCGGAATTACT T TCGT CGACGAACT CAAGACCCTTCAAGGGTGGTTTGAA: - - - - - - - - - - -
Focub_B2_1 TCA- - - GATTCGGAATTACTTTCGT CGACGAACT CAAGACCCT TCAAGGGTGGTTTGAACGT- - - - === === mmm e e e e e e e -
Focub_I 15 TCA- - - GATTCGGAATTACTTTCGT CGACGAACT CAAGACCCT TCAAGGGTGGTTTGAACGT- - - - == === === mmmmm = = -
Focub_N2 TCA- - - GATTCGGAATTACT TTCGTCGACGAACT CAAGACCCT TCAAGGGTGGTTTGAACGCT- - - = = === = mmm e e e oo -
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Forcu_016_1 - - - - GCATTTAGCCCAAT CCTCAGA- - - AGAGGCCATAAAGGGAT GCATAAATAACCAGCT TAAATAAAGACAT CTCACCCTCGT TAGAGT CCATCCTAA
Forcu_024_1 - - - - GCATTTAGCCCAATCCTCAGA- - - AGAGGCCATAAAGGGATGCATAAATAACCAGCTTAAATAAAGACATCTCACCCTCGI TAGAGI CCATCCTAA
Forcu_031_1 - - - GGCATTTAGCCCAATCCTCAGA- - - AGAGGCCATAAAGGGAT GCATAAATAACCAGCT TAAATAAAGACATCTCACCCTCGT TAGAGT CCATCCTAA
Foni c_012 - = NNINNINNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNGAAGT GAT GGAT GAAGACT GAACATAAAAAGAGG- TTCTTTTCCTTCTCAAATCCAATCCAGA
Fogl a_G76 - - TTCTGGT TGGCTTATGTAT CGAAGGGGEECGGT GACGAAGT GATGGAT GAAGT CTGAACATAAAAAGGGEG- TTCTTTTCCTTCTCAACTCCAATCCAGA
Folil_39 - - TTCTAGT TGGCCTATT TATCGAA- GGGGCGGT GACGAAGT GATGGAT GAAGGCTGAACATAAAAAGGGG- TTCTTTTCCTTCTCAAATCCAATCCAGA
Fol yc_073 - - TTCTAGT TGGCTTATGTAT CGAA- GGCGCGGT GATAAAGT GATGGAT GAAGACT GAACGTAAAAAGGGG- TTCTTTTCCTTCTCAAATATAATCCAGA
Fol yc_002 - GTTCTAGI TGGCTTATGTATCGAA- GGCGCGGT GATAAAGT GATGGATGAAGACT GAACGTAAAAAGGEGG- TTCTTTTCCTTCTCAAATATAATCCAGA
Fol yc_004 - GTTCTAGTTGGCTTATGTATCGAA- GGCGCGGT GATAAAGT GATGGATGAAGACT GAACGTAAAAAGGEGEG- TTCTTTTCCTTCTCAAATATAATCCAGA
Fol yc_018 - GTTCTAGI TGGCTTATGTAT CGAA- GGCGCGGT GATAAAGT GATGGAT GAAGACT GAACGTAAAAAGGGG- TTCTTTTCCTTCTCAAATATAATCCAGA
Fol yc_038 - GTTCTAGI TGGCTTATGTAT CGAA- GGCGCGGT GATAAAGT GATGGAT GAAGACT GAACGTAAAAAGGGG- TTCTTTTCCTTCTCAAATATAATCCAGA
Fol yc_074 - GTTCTAGI TGGCTTATGTAT CGAA- GGCGCGGT GATAAAGT GATGGAT GAAGACT GAACGTAAAAAGGGG- TTCTTTTCCTTCTCAAATATAATCCAGA
Fophy_KOD886 - GTTCTAGI TGGCTTATGTAT CGAA- GGCGCGGT GATAAAGT GATGGAT GAAGACT GAACGTAAAAAGGGG- TTCTTTTCCTTCTCAAATATAATCCAGA
Fophy_KOD887 - GTTCTAGI TGGCTTATGTATCGAA- GGCGCGGT GATAAAGT GATGGATGAAGACT GAACGTAAAAAGGEGG- TTCTTTTCCTTCTCAAATATAATCCAGA
Fol yc_007 - - TTCTAGTTGGCTTATGTATCGAA- GGCGCGGT GATAAAGT GATGGATGAAGACT GAACGTAAAAAGGEGEG- TTCTTTTCCTTCTCAAATATAATCCAGA
Fol yc_014 - - TTCTAGT TGGCTTATGTAT CGAA- GGCGCGGT GATAAAGT GATGGAT GAAGACT GAACGTAAAAAGGGG- TTCTTTTCCTTCTCAAATATAATCCAGA
Fol yc_026 - - TTCTAGT TGGCTTATGTAT CGAA- GGCGCGGT GATAAAGT GATGGAT GAAGACT GAACGTAAAAAGGGG- TTCTTTTCCTTCTCAAATATAATCCAGA
Fol yc_029 - - TTCTAGT TGGCTTATGTAT CGAA- GGCGCGGT GATAAAGT GATGGAT GAAGACT GAACGTAAAAAGGGG- TTCTTTTCCTTCTCAAATATAATCCAGA
Fol yc_4287 - - TTCTAGT TGGCTTATGTAT CGAA- GGCGCGGT GATAAAGT GATGGAT GAAGACT GAACGTAAAAAGGGG- TTCTTTTCCTTCTCAAATATAATCCAGA
Fophy_KOD888 - - TTCTAGTTGGCTTATGTATCGAA- GGCGCGGT GATAAAGT GATGGATGAAGACT GAACGTAAAAAGGEGG- TTCTTTTCCTTCTCAAATATAATCCAGA
Fom n_001 - GTTCTAGTTGGCTTATGTATCGAA- GGCGCGGT GATAAAGT GATGGATGAGGACT GAACGTAAAAAGGEGEG- TTCTTTTCCTTCTCAAATCCAATCCAGA
Fot ul _Tu58 - - TTCTAGT TGGCTTATGTAT CGAA- GGCGCGGT GAT GAAGT GATGGAT GAAGACT GAACGTAAAAAGGGG- TTCTTTTCCTTCTCAAATCCAATCCAGA
Fo47 - GTTCTAGI TGGCTTATGTAT CGAA- GGCGCGGT GATGAAGT GATGGAT GAAGACT GAACGTAAAAAGGGG- TTGT TTTCCTTCTCAAATCCAATCCAGA
Fo_MN14 - GTTCTAGI TGGCTTATGTAT CGAA- GGCGCGGT GATGAAGT GATGGAT GAAGACT GAACGTAAAAAGGGG- TTCTGGT CCTTCTCAAATCCAATCCAGA
Fot ul _Tu67 - GTTCTAGI TGGCTTATGTAT CGAA- GGCGCGGT GATGAAGT GATGGAT GAAGACT GAACGTAAAAAGGGG- TTCTTTTCCTTCTCAAATCCAATCCAGA
Fogl a_Q& - GTTCTAGI TGGCTTATGTATCGAA- GGCGCGGT GATGAAGT GATGGATGAAGACT GAACGTAAAAAGGEGG- TTCTTTTCCTTCTCAAATCCAATCCAGA
Folyc_016 - GTTCTAGTTGGCTTATGTATCGAA- GGCGCGGT GATGAAGT GATGGATGAAGACT GAACGTAAAAAGGEGEG- TTCTTTTCCTTCTCAAATCCAATCCAGA
Foni c_001 - GTTCTAGI TGGCTTATGTAT CGAA- GGCGCGGT GAT GAAGT GATGGAT GAAGACT GAACGTAAAAAGGGG- TTCTTTTCCTTCTCAAATCCAATCCAGA
Foni ¢_003 - GTTCTAGI TGGCTTATGTAT CGAA- GGCGCGGT GATGAAGT GATGGAT GAAGACT GAACGTAAAAAGGGG- TTCTTTTCCTTCTCAAATCCAATCCAGA
Forly_CL57 - GTTCTAGI TGGCTTATGTAT CGAA- GGCGCGGT GATGAAGT GATGGAT GAAGACT GAACGTAAAAAGGGG- TTCTTTTCCTTCTCAAATCCAATCCAGA
Fonar _Na5 - - TTCTAGT TGGCTTATGTAT CGAA- GGCGCGGT GATGAAGT GATGGAT GAAGACT GAACGTAAAAAGGGG- TTCTTTTCCTTCTCAAATCCAATCCAGA
Fol yc_072 - - TTCTAGIT TGGCTTATGTATCGAA- GGCGCGGT GATGAAGT GATGGATGAAGACT GAACGTAAAAAGGEGG- TTCTTTTCCTTCTCAAATCCAATCCAGA
Fol yc_075 - - TTCTAGTTGGCTTATGTATCGAA- GGCGCGGT GATGAAGT GATGGATGAAGACT GAACGTAAAAAGGEGEG- TTCTTTTCCTTCTCAAATCCAATCCAGA
Foni ¢c_010 - - TTCTAGT TGGCTTATGTAT CGAA- GGCGCGGT GAT GAAGT GATGGAT GAAGACT GAACGTAAAAAGGGG- TTCTTTTCCTTCTCAAATCCAATCCAGA
Fol yc_069 - GCTCTAGT TGGCTTATGTAT CGAA- GGCGCGGT GATGAAGT GATGGAT GAAGACT GAACGTAAAAAGGGG- TTCTTTTCCTTCTCAAATCCAATCCAGA
Forcu_016_0 - GCTCTAGT TGGCTTATGTAT CGAA- GGCGCGGT GATGAAGT GATGGAT GAAGACT GAACGTAAAAAGGGG- TTCTTTTCCTTCTCAAATCCAATCCAGA
Forcu_024_0 - GCTCTAGT TGGCTTATGTAT CGAA- GGCGCGGT GATGAAGT GATGGAT GAAGACT GAACGTAAAAAGGGG- TTCTTTTCCTTCTCAAATCCAATCCAGA
Forcu_031_0 - - CTCTAGI TGGCTTATGTATCGAA- GGCGCGGT GATGAAGT GATGGATGAAGACT GAACGTAAAAAGGGG- TTCTTTTCCTTCTCAAATCCAATCCAGA
Fol yc_M\25 - GTTCTAGTTGGCTTACGTATTGAA- - GGGCGGT GACGAAGT GATGGATGAAAACT GAACATAAAAAGAGG- TTCTTTTCCTTCTCAAATCCAATCCAGA
Focuc_001 - GTTCTAGI TGGTTTATGTATTGAA- - GGGCGGT GACGAAGT GATGGAT GAAGACT GAACATAAAAAGAGG- TTCTTTTCCTTCTCAAATCCAATCCAGA
Focuc_035 - GTTCTAGI TGGTTTATGTAT TGAA- - GGGCGGT GACGAAGT GATGGAT GAAGACT GAACATAAAAAGAGG- TTCTTTTCCTTCTCAAATCCAATCCAGA
Focuc_037 - GTTCTAGI TGGTTTATGTAT TGAA- - GGGCGGT GACGAAGT GATGGAT GAAGACT GAACATAAAAAGAGG- TTCTTTTCCTTCTCAAATCCAATCCAGA
Fonom 001 - GTTCTAGT TGGTTTATGTAT TGAA- - GGGCGGT GACGAAGT GATGGAT GAAGACTGAACATAAAAAGAGG- TTCTTTTCCTTCTCAAATCCAATCCAGA
Formom 004 - GTTCTAGITGGITTATGTATTGAA- - GGGCGGT GACGAAGT GATGGATGAAGACT GAACATAAAAAGAGG- TTCTTTTCCTTCTCAAATCCAATCCAGA
Foni v_010 - GTTCTAGTTGGTTTATGTATTGAA- - GGGCGGT GACGAAGT GATGGATGAAGACT GAACATAAAAAGAGG- TTCTTTTCCTTCTCAAATCCAATCCAGA
Foni v_013 - GTTCTAGI TGGTTTATGTATTGAA- - GGGCGGT GACGAAGT GATGGAT GAAGACT GAACATAAAAAGAGG- TTCTTTTCCTTCTCAAATCCAATCCAGA
Foni v_021 - GTTCTAGIT TGGTTTATGTAT TGAA- - GGGCGGT GACGAAGT GATGGAT GAAGACT GAACATAAAAAGAGG- TTCTTTTCCTTCTCAAATCCAATCCAGA
Fovas_NRRL25433 - GTTCTAGITGGITTATGTATTGAA- - GGGCGGT GACGAAGT GATGGAT GAAGACT GAACATAAAAAGAGG- TTCTTTTCCTTCTCAAATCCAATCCAGA
Focuc_015 TGITCTAGTTGGT TTATGTATTGAA- - GGGCGGT GACGAAGT GATGGAT GAAGACT GAACATAAAAAGAGG- TTCTTTTCCTTCTCAAATCCAATCCAGA
Fol ag_001 TGITCTAGITGGTTTATGTATTGAA- - GGGCGGT GACGAAGT GATGGAT GAAGACT GAACATAAAAAGAGG- TTCTTTTCCTTCTCAAATCCAATCCAGA
Fol ag_002 TGITCTAGITGGTTTATGTATTGAA- - GGGCGGT GACGAAGT GATGGAT GAAGACT GAACATAAAAAGAGG- TTCTTTTCCTTCTCAAATCCAATCCAGA
Fol ag_005 TGITCTAGITGGT TTATGTATTGAA- - GGGCGGT GACGAAGT GATGGAT GAAGACT GAACATAAAAAGAGG- TTCTTTTCCTTCTCAAATCCAATCCAGA
Foni v_005 TGITCTAGITGGT TTATGTATTGAA- - GGGCGGT GACGAAGT GATGGAT GAAGACT GAACATAAAAAGAGG- TTCTTTTCCTTCTCAAATCCAATCCAGA
Foni v_020 TGITCTAGTTGGT TTATGTATTGAA- - GGGCGGT GACGAAGT GATGGAT GAAGACT GAACATAAAAAGAGG- TTCTTTTCCTTCTCAAATCCAATCCAGA
Fonel _001 - GTTCTAGT TGGCTTATGTAT TGAA- - GGGCGGT GACGAAGT GATGGAT GAAGACTGAACATAAAAAGAGG- TTCTTTTCCTTCTCAAATCCAATCCAGA
Fom n_011 - GTTCTAGITGGCTTATGTATTGAA- - GGGCGGT GACGAAGT GATGGATGAAGACT GAACATAAAAAGAGG- TTCTTTTCCTTCTCAAATCCAATCCAGA
Foni v_002 - GTTCTAGTTGGCTTATGTATTGAA- - GGGCGGT GACGAAGT GATGGATGAAGACT GAACATAAAAAGAGG- TTCTTTTCCTTCTCAAATCCAATCCAGA
Foni v_037 - GTTCTAGT TGGCTTATGTATTGAA- - GGGCGGT GACGAAGT GATGGAT GAAGACT GAACATAAAAAGAGG- TTCTTTTCCTTCTCAAATCCAATCCAGA
Form n_009 TGITCTAGT TGCCTTATGTATTGAA- - GGGCGGT GACGAAGT GATGGAT GAAGACT GAACATAAAAAGAGG- TTCTTTTCCTTCTCAAATCCAATCCAGA
Fom n_010 TGITCTAGTTGCCTTATGTATTGAA- - GGGCGGT GACGAAGT GATGGAT GAAGACT GAACATAAAAAGAGG- TTCTTTTCCTTCTCAAATCCAATCCAGA
Fopi s_HDV247 TGITCTAGTTGCCTTATGTATTGAA- - GGGCGGT GACGAAGT GATGGAT GAAGACT GAACATAAAAAGAGG- TTCTTTTCCTTCTCAAATCCAATCCAGA
For ap_PHW\815 TGITCTAGITGGCTTACGTATTGAA- - GGGCGGT GACGAAGT GATGGAT GAAGACT GAACATAAAAAGAGG- TTCTTTTCCTTCTCAAATCCAATCCAGA
Focuc_018 - GTTCTAGTTGGCTTACGTATTGAA- - GGGCGGT GACGAAGT GATGGATGAAGACT GAACATAAAAAGAGG- TTCTTTTCCTTCTCAAATCCAATCCAGA
Focuc_021 TGITCTAGI TGGCTTACGTATTGAA- - GGGCGGT GACGAAGT GATGGAT GAAGACT GAACATAAAAAGAGG- TTCTTTTCCTTCTCAAATCCAATCCAGA
Focuc_030 TGITCTAGI TGGCTTACGTATTGAA- - GGGCGGT GACGAAGT GATGGAT GAAGACT GAACATAAAAAGAGG- TTCTTTTCCTTCTCAAATCCAATCCAGA
Foni v_015 - GTTATAGT TGGCTCATGTAT GGAA- GGGGCGGT GACGAAGT GATGGAT GAAGACT GAGCATAAAAAGGGG- TTCTTTTCCTTCTCAAATCCAATCCAGA
Foni v_019 - GTTATAGI TGGCTCATGTAT GGAA- GGGEGCGGT GACGAAGT GATGGAT GAAGACT GAGCATAAAAAGGGG- TTCTTTTCCTTCTCAAATCCAATCCAGA
Fom n_004 - - TTATAGT TGGCTCATGTATAGAA- GGGGCGGT GACGAAGT GATGGATGAAGACT GAGCATAAAAAGGEGG- TTCTTTTCCTTCTCAAATCCAATCCAGA
Fom n_006 - - TTATAGT TGGCTCATGTATAGAA- GCGECGGT GACGAAGT GATGGATGAAGACT GAGCATAAAAAGGEGEG- TTCTTTTCCTTCTCAAATCCAATCCAGA
Fom n_012 - - TTATAGT TGGCTCATGTATAGAA- GGGGECGGT GACGAAGT GATGGAT GAAGACT GAGCATAAAAAGGGG- TTCTTTTCCTTCTCAAATCCAATCCAGA
Fom n_016 - - TTATAGT TGGCTCATGTATAGAA- GGGGCGGT GACGAAGT GATGGAT GAAGACT GAGCATAAAAAGGGEG- TTCTTTTCCTTCTCAAATCCAATCCAGA
Fom n_005 - GTTATAGI TGGCTCATGTATAGAA- GGGGCGGT GACGAAGT GATGGAT GAAGACT GAGCATAAAAAGGGG- TTCTTTTCCTTCTCAAATCCAATCCAGA
Fom n_013 - GTTATAGI TGGCTCATGTATAGAA- GGGGCGGT GACGAAGT GATGGAT GAAGACT GAGCATAAAAAGGGG- TTCTTTTCCTTCTCAAATCCAATCCAGA
Focub_B2 - - TTCTAGT TGGCCTATTCATCGAA- GGGECGGT GACGAAGT GATGGATGAAGGCTGAACATAAAAAGGEGEG: TTCTTTTCCTTCTCAAATCCAATCCAGA
Focub_l 15 - - TTCTAGTTGGCCTATTCATCGAA- GGGECGGT GACGAAGT GATGGATGAAGGCTGAACATAAAAAGGEGEG- TTCTTTTCCTTCTCAAATCCAATCCAGA
Focuc_011 - - TTCTAGT TGGCTTATT TATCGAA- GGGGCGGT GACGAAGT GATGGAT GAAGGCT GAGCATAAAAAGGGEG- TTCTTTTCCTTCTCAAATCCAATCCAGA
Focuc_013 - GTTCTAGI TGGCTTATT TATCGAA- GGGGCGGT GACGAAGT GATGGAT GAAGGCT GAGCATAAAAAGGGG- TTCTTTTCCTTCTCAAATCCAATCCAGA
Fobul _Gl14 - - TTCTAGT TGGCTCATGTAT GGAA- GGGGCGGT GACGAAGT GATGGAT GAAGACT GAACATAAAAAGAGG- TTCTTTTCCTTCTCAAATCCAATCCAGA
Focon_5176 TGITCTAGTTGCCTTATGTATTGAA- - GGGCGGT GACGAAGT GATGGAT GAAGACT GAACATAAAAAGAGG- TTCTTTTCCTTCTCAAATCCAATCCAGA
Focon_PHW\808 - GTTCTAGITGGCTTATGTATTGAA- - GGGCGGT GACGAAGT GATGGATGAAGACT GAACATAAAAAGAGG- TTCTTTTCCTTCTCAAATCCAATCCAGA
Focub_N2 - GTTCTAGTTGGCTTATGTATTGAA- - GGGCGGT GACGAAGT GATGGATGAAGACTGAACATAAAAAGAGG- TTCTTTTCCTTCTCAAATCTAATCCAAA
Fol ag_004 TGITCTAGI TGCCTTATGTATTGAA- - GGGCGGT GACGAAGT GATGGAT GAAGACT GAACATAAAAAGAGG- TTCTTTTCCTTCTCAAATCTAATCCAGA
Fol uf _002 TGITCTAGT TGCGCTTATGTATTGAA- - GGGCGGT GACGAAGT GATGGAT GAAGACT GAACATAAAAAGAGG- TTCTTTTCCTTCTCAAATCTAATCCAGA
Fol uf _001 - GTTCTAGT TGGCTTATGTAT TGAA- - GGGCGGT GACGAAGT GATGGAT GAAGACT GAACATAAAAAGAGG- TTCTTTTCCTTCTCAAATCTAATCCAGA
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TTATCAGCAAACAACAGCATTTCACTTTTATCCT TAGAAAAACACACCGAATTACAATGGCAACTAGCATCAAGT CTCTCGTCCTTGCGTGCTTTCTTAT
TTATCAGCAAACAACAGCATTTCACTTTTATCCT TAGAAAAACACACCGAAT TACAATGGCAACTAGCATCAAGT CTCTCGTCCTTGCGTGCTTTCTTAT
TTATCAGCAAACAACAGCATTTCACTTTTATCCT TAGAAAAACACACCGAAT TACAATGGCAACTAGCATCAAGT CTCTCGTCCTTGCGTGCTTTCTTAT
CTTTCATCATGCA- CA- - CTTTACCTTCTATCTCCCCTTCGATACAAATAATAATAAT GGAAGT TACTCT TAAGGCACT GGCCCTTGGCCTATTTCTTGC
CTTTCATCAAACA- CA- - CTTTACCTTATATCTCCCCTTCGATACAAATAATAATAATTGAAGT TACTCTTAAGGTATTGGECCCTTGECCTCTTTCTTGT
CTTTTATCAAGCA- CA- - CTTTACCTTCTATCTCCCCTTCGATACAGATAATAATAAT GGAAGT TACTATTAAGGCACTGGECCCTTGECCTCTTTCTTGC
CTTTTATCAAGCA- CA- - CTTTACCTTCTATCTCCCCTTCGATACAGATAATAATAAT GGAAGT TACTAT TAAGGCACT GGCCCTTGGECCTCTTTCTTGC
CTTTTATCAAGCA- CA- - CTTTACCTTCTATCTCCCCTTCGATACAGATAATAATAAT GGAAGT TACTAT TAAGGCACT GGCCCTTGECCTCTTTCTTGC
CTTTTATCAAGCA- CA- - CTTTACCTTCTATCTCCCCTTCGATACAGATAATAATAAT GGAAGT TACTAT TAAGGCACT GGCCCTTGGCCTCTTTCTTGC
CTTTTATCAAGCA- CA- - CTTTACCTTCTATCTCCCCTTCGATACAGATAATAATAAT GGAAGT TACTAT TAAGGCACT GGBCCCTTGGCCTCTTTCTTGC
CTTTTATCAAGCA- CA- - CTTTACCTTCTATCTCCCCTTCGATACAGATAATAATAAT GGAAGT TACTATTAAGGCACTGGECCCTTGECCTCTTTCTTGC
CTTTTATCAAGCA- CA- - CTTTACCTTCTATCTCCCCTTCGATACAGATAATAATAAT GGAAGT TACTATTAAGGCACTGGECCCTTGECCTCTTTCTTGC
CTTTTATCAAGCA- CA- - CTTTACCTTCTATCTCCCCTTCGATACAGATAATAATAAT GGAAGT TACTAT TAAGGCACT GGCCCTTGGECCTCTTTCTTGC
CTTTTATCAAGCA- CA- - CTTTACCTTCTATCTCCCCTTCGATACAGATAATAATAAT GGAAGT TACTAT TAAGGCACT GGCCCTTGGCCTCTTTCTTGC
CTTTTATCAAGCA- CA- - CTTTACCTTCTATCTCCCCTTCGATACAGATAATAATAAT GGAAGT TACTAT TAAGGCACT GGCCCTTGECCTCTTTCTTGC
CTTTTATCAAGCA- CA- - CTTTACCTTCTATCTCCCCTTCGATACAGATAATAATAAT GGAAGT TACTAT TAAGGCACT GGCCCTTGGECCTCTTTCTTGC
CTTTTATCAAGCA- CA- - CTTTACCTTCTATCTCCCCTTCGATACAGATAATAATAAT GGAAGT TACTATTAAGGCACTGGECCCTTGECCTCTTTCTTGC
CTTTTATCAAGCA- CA- - CTTTACCTTCTATCTCCCCTTCGATACAGATAATAATAAT GGAAGT TACTATTAAGGCACTGGECCCTTGECCTCTTTCTTGC
CTTTTATCAAGCA- CA- - CTTTACCTTCTATCTCCCCTTCGATACAGATAATAATAAT GGAAGT TACTAT TAAGGCACTGGCCCTTGGECCTCTTTCTTGC
CTTTTATCAAGCA- CA- - CTTTACCTTCTATCTCCCCTTCGATACAGATAATAATAAT GGAAGT TACTAT TAAGGCACT GGCCCTTGGCCTCTTTCTTGC
CTTTTATCAAGCA- CA- - CTTTACCTTCTATCTCCCCTTCGATACAGATAATAATAAT GGAAGT TACTAT TAAGGCACT GGCCCTTGGCCTCTTTCTTGC
CTTTTATCAAGCA- CA- - CTTTACCTTCTATCTCCCCTTCGATACAGATAATAATAAT GGAAGT TACTAT TAAGGCACT GGCCCTTGGCCTCTTTCTTGC
CTTTTATCAAGCA- CA- - CTTTACTTTCTATCTCCCCTTCGATACAGATAATAATAAT GGAAGT TACTATTAAGGCACTGGCCCTTGECCTCTTTCTTGC
CATTTATCAAGCA- CA- - CTTTACCTTCTATCTCCCCTTCGATACAGATAATAATAAT GGAAGT TACTATTAAGGCATTGGECCCTTGECCTCTTTCTTGC
CTTTTATCAAGCA- CA- - CTTTACCTTCTATCTCCCCTTCGATACAGATAATAATAAT GGAAGT TACTAT TAAGGCACTGGCCCTTGGECCTCTTTCTTGC
CTTTTATCAAGCA- CA- - CTTTACCTTCTATCTCCCCTTCGATACAGATAATAATAAT GGAAGT TACTAT TAAGGCACT GGCCCTTGECCTCTTTCTTGC
CTTTTATCAAGCA- CA- - CTTTACCTTCTATCTCCCCTTCGATACAGATAATAATAAT GGAAGT TACTAT TAAGGCACT GGCCCTTGGCCTCTTTCTTGC
CTTTTATCAAGCA- CA- - CTTTACCTTCTATCTCCCCTTCGATACAGATAATAATAAT GGAAGT TACTAT TAAGGCACT GGCCCTTGGCCTCTTTCTTGC
CTTTTATCAAGCA- CA- - CTTTACCTTCTATCTCCCCTTCGATACAGATAATAATAAT GGAAGT TACTATTAAGGCACTGGECCCTTGECCTCTTTCTTGC
CTTTTATCAAGCA- CA- - CTTTACCTTCTATCTCCCCTTCGATACAGATAATAATAAT GGAAGT TACTATTAAGGCACTGGECCCTTGECCTCTTTCTTGC
CTTTTATCAAGCA- CA- - CTTTACCTTCTATCTCCCCTTCGATACAGATAATAATAAT GGAAGT TACTAT TAAGGCACTGGCCCTTGGECCTCTTTCTTGC
CTTTTATCAAGCA- CA- - CTTTACCTTCTATCTCCCCTTCGATACAGATAATAATAAT GGAAGT TACTAT TAAGGCACT GGCCCTTGGCCTCTTTCTTGC
CTTTTATCAAGCA- CA- - CTTTACCTTCTATCTCCCCTTCGATACAGATAATAATAAT GGAAGT TACTAT TAAGGCACTGECCCTTGGCCTCTTTCTTGC
CTTTTATCAAGCA- CA- - CTTTACCTTCTATCTCCCCTTCGATACAGATAATAATAAT GGAAGT TACTAT TAAGGCACT GGCCCTTGCCCTCTTTCTTGC
CTTTTATCAAGCA- CA- - CTTTACCTTCTATCTCCCCTTCGATACAGATAATAATAAT GGAAGT TACTATTAAGGCACTGGECCCTTGECCTCTTTCTTGC
CTTTTATCAAGCA- CA- - CTTTACCTTCTATCTCCCCTTCGATACAGATAATAATAAT GGAAGT TACTATTAAGGCACTGGECCCTTGECCTCTTTCTTGC
CTTTTATCAAGCA- CA- - CTTTACCTTCTATCTCCCCTTCGATACAGATAATAATAAT GGAAGT TACTAT TAAGGCACT GGCCCTTGGECCTCTTTCTTGC
CTTTTATCAAGCA- CA- - CTTTACCTTCTATCTCCCCTTCGATACAGATAATAATAAT GGAAGT TACTAT TAAGGCACT GGCCCTTGECCTCTTTCTTGC
CTTTCATCAATCA- CA- - CTTTACCTTCTATCTCCCCTTCGATACAAATAATAATAAT GGAAGT TACTCT TAAGGCACT GGCCCTTGGCCTATTTCTTGC
CTTTCATCATGCA- CA- - CTTTACCTTCTATCTCCCCTTCGATACAAATAATAATAAT GGAAGT TACTCT TAAGGCACT GGCCCTTGGCCTATTTCTTGC
CTTTCATCATGCA- CA- - CTTTACCTTCTATCTCCCCTTCGATACAAATAATAATAAT GGAAGT TACTCTTAAGGCACTGGCCCTTGECCTATTTCTTGC
CTTTCATCATGCA- CA- - CTTTACCTTCTATCTCCCCTTCGATACAAATAATAATAAT GGAAGT TACTCTTAAGGCACTGGECCCTTGECCTATTTCTTGC
CTTTCATCATGCA- CA- - CTTTACCTTCTATCTCCCCTTCGATACAAATAATAATAAT GGAAGT TACTCT TAAGGCACT GGCCCTTGGECCTATTTCTTGC
CTTTCATCATGCA- CA- - CTTTACCTTCTATCTCCCCTTCGATACAAATAATAATAAT GGAAGT TACTCT TAAGGCACT GGCCCTTGGCCTATTTCTTGC
CTTTCATCATGCA- CA- - CTTTACCTTCTATCTCCCCTTCGATACAAATAATAATAAT GGAAGT TACTCT TAAGGCACT GGCCCTTGGCCTATTTCTTGC
CTTTCATCATGCA- CA- - CTTTACCTTCTATCTCCCCTTCGATACAAATAATAATAAT GGAAGT TACTCT TAAGGCACT GGCCCTTGGCCTATTTCTTGC
CTTTCATCATGCA- CA- - CTTTACCTTCTATCTCCCCTTCGATACAAATAATAATAAT GGAAGT TACTCTTAAGGCACTGGCCCTTGECCTATTTCTTGC
CTTTCATCATGCA- CA- - CTTTACCTTCTATCTCCCCTTCGATACAAATAATAATAAT GGAAGT TACTCTTAAGGCACTGGECCCTTGECCTATTTCTTGC
CTTTCATCATGCA- CA- - CTTTACCTTCTATCTCCCCTTCGATACAAATAATAATAAT GGAAGT TACTCT TAAGGCACT GGCCCTTGGCCTATTTCTTGC
CTTTCATCATGCA- CA- - CTTTACCTTCTATCTCCCCTTCGATACAAATAATAATAAT GGAAGT TACTCT TAAGGCACT GGCCCTTGGCCTATTTCTTGC
CTTTCATCATGCA- CA- - CTTTACCTTCTATCTCCCCTTCGATACAAATAATAATAAT GGAAGT TACTCT TAAGGCACT GGCCCTTGGCCTATTTCTTGC
CTTTCATCATGCA- CA- - CTTTACCTTCTATCTCCCCTTCGATACAAATAATAATAAT GGAAGT TACTCT TAAGGCACT GGCCCTTGGCCTATTTCTTGC
CTTTCATCATGCA- CA- - CTTTACCTTCTATCTCCCCTTCGATACAAATAATAATAAT GGAAGT TACTCTTAAGGCACTGGCCCTTGECCTATTTCTTGC
CTTTCATCATGCA- CA- - CTTTACCTTCTATCTCCCCTTCGATACAAATAATAATAAT GGAAGT TACTCTTAAGGCACTGGECCCTTGECCTATTTCTTGC
CTTTCATCAAGCA- CA- - CTTTACCTTCTATCTCCCCTTCGATACAAATAATAATAAT GGAAGT TACTCT TAAGGCACT GGCCCTTGGCCTATTTCTTGC
CTTTCATCAAGCA- CA- - CTTTACCTTCTATCTCCCCTTCGATACAAATAATAATAAT GGAAGT TACTCT TAAGGCACT GGCCCTTGGCCTATTTCTTGC
CTTTCATCAAGCA- CA- - CTTTACCTTCTATCTCCCCTTCGATACAAATAATAATAAT GGAAGT TACTCT TAAGGCACT GGCCCTTGGCCTATTTCTTGC
CTTTCATCAAGCA- CA- - CTTTACCTTCTATCTCCCCTTCGATACAAATAATAATAAT GGAAGT TACTCT TAAGGCACT GGCCCTTGGCCTATTTCTTGC
CTTTCATCAAGCA- CA- - CTTTACCTTCTATCTCCCCTTCGATACAAATAATAATAAT GGAAGT TACTCTTAAGGCACTGGCCCTTGECCTATTTCTTGC
CTTTCATCAAGCA- CA- - CTTTACCTTCTATCTCCCCTTCGATACAAATAATAATAAT GGAAGT TACTCTTAAGGCACTGGCCCTTGECCTATTTCTTGC
CTTTCATCAAGCA- CA- - CTTTACCTTCTATCTCCCCTTCGATACAAATAATAATAAT GGAAGT TACTCT TAAGGCACT GGCCCTTGGCCTATTTCTTGC
CTTTCATCAATCA- CA- - CTTTACCTTCTATCTCCCCTTCGATACAAATAATAATAAT GGAAGT TACTCT TAAGGCACT GGCCCTTGGCCTATTTCTTGC
CTTTCATCAATCA- CA- - CTTTAACTTCTATCTCCCCTTCGATACAAATAATAATAAT GGAAGT TACTCT TAAGGCACT GGCCCTTGGCCTATTTCTTGC
CTTTCATCAATCA- CA- - CTTTAACTTCTATCTCCCCTTCGATACAAATAATAATAAT GGAAGT TACTCT TAAGGCACT GGCCCTTGGCCTATTTCTTGC
CTTTCATCAATCA- CA- - CTTTAACTTCTATCTCCCCTTCGATACAAATAATAATAAT GGAAGT TACTCTTAAGGCACTGGCCCTTGECCTATTTCTTGC
CTTTCATCAAGCA- TA- - CTTTACCTTCTATCCCCCCTTCGATACAAATAATAATAAT GGAAGT TACTCTTAAGGCACTGGECCCTTGECCTCTTTCTTGC
CTTTCATCAAGCA- TA- - CTTTACCTTCTATCCCCCCTTCGATACAAATAATAATAAT GGAAGT TACTCT TAAGGCACTGGCCCTTGGCCTCTTTCTTGC
CTTTCATCAAGCA- TA- - CTTTACCTTCTATCCCCCCTTCGATACAAATAATAATAAT GGAAGT TACTCT TAAGGCACT GGCCCTTGGECCTCTTTCTTGC
CTTTCATCAAGCA- TA- - CTTTACCTTCTATCCCCCCTTCGATACAAATAATAATAAT GGAAGT TACTCT TAAGGCACT GECCCTTGGECCTCTTTCTTGC
CTTTCATCAAGCA- TA- - CTTTACCTTCTATCCCCCCTTCGATACAAATAATAATAAT GGAAGT TACTCT TAAGGCACT GGCCCTTGGCCTCTTTCTTGC
CTTTCATCAAGCA- TA- - CTTTACCTTCTATCCCCCCTTCGATACAAATAATAATAAT GGAAGT TACTCTTAAGGCACTGGECCCTTGECCTCTTTCTTGC
CTTTCATCAAGCA- TA- - CTTTACCTTCTATCCCCCCTTCGATACAAATAATAATAAT GGAAGT TACTCTTAAGGCACTGGECCCTTGECCTCTTTCTTGC
CTTTCATCAAGCA- TA- - CTTTACCTTCTATCCCCCCTTCGATACAAATAATAATAAT GGAAGT TACTCT TAAGGCACTGGCCCTTGGCCTCTTTCTTGC
CTTTCATCAAGCA- CA- - CTTTACCTGCTATATCCTCTTCGATACAAATAATAATAAT GGAAGT TACTCT TAAGGCACTGGCCCTTGGECCTCTTTCTTGC
CTTTCATCAAGCA- CA- - CTTTACCTGCTATATCCTCTTCGATACAAATAATAATAAT GGAAGT TACTCT TAAGGCACTGECCCTTGECCTCTTTCTTGC
CTTTCATCAAGCA- CA- - CTTTACCTTCTATCTCCTCTTCGATACAAATAATAATAAT GGAAGT TACTCT TAAGGCACT GGCCCTTGGCCTCTTTCTTGC
CTTTCATCAAGCA- CA- - CTTTACCTTCTATCTCCTCTTCGATACAAATAATAATAAT GGAAGT TACTCTTAAGGCACTGGECCCTTGECCTCTTTCTTGC
CTTTCATCAAGCA- CA- - CTTTGCCTTCTATCTCCCCTTCGATACAAATAATAATAAT GGAAGT TACTCTTAAGGCACTGGCCCTTGECCTATTTCTTGC
CTTTCATCAAGCA- CA- - CTTTACCTTCTATCTCCCCTTCGATACAAATAATAATAAT GGAAGT TACTCT TAAGGCACT GGCCCTTGGCCTATTTCTTGC
CTTTCATCAAGCA- CA- - CTTTACCTTCTATCTCCCCTTCGATACAAATAATAATAAT GGAAGT TACTCT TAAGGCACT GGCCCTTGGCCTATTTCTTGC
CTTTCATCAAGCA- CA- - ATTTACCTTCTATCTCCCCTTCGATACAAATAATAATAAT GGAAGT TACTCT TAAGGCACT GGCCCTTGGCCTATTTCTTGC
CTTTCATCAAGCA- CA- - ATTTACCTTCTATCTCCCCTTCGATACAAATAATAATAAT GGAAGT TACTCT TAAGGCACT GGCCCTTGGCCTATTTCTTGC
CTTTCATCAAGCA- CA- - ATTTACCTTCTATCTCCCCTTCGATACAAATAATAATAAT GGAAGT TACTCTTAAGGCACTGGCCCTTGECCTATTTCTTGC
CTTTCATCAAGCA- CA- - ATTTACCTTCTATCTCCCCTTCGATACAAATAATAATAAT GGAAGT TACTCTTAAGGCACTGGECCCTTGECCTATTTCTTGC
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201 ~ fp7306 fwd> Forcu

TCAAGCT GCACAAAGGTA( GCAGCGCCCGGACTAAT CCAATAAACAAT CAGCAAGGACCACAGTAGTCACAACT G
TCAAGCT GCACAAAGGTACATACAACCT CTCTCT TTCCT TICCCAGCAGCGCCCGGACTAAT CCAATAAACAAT CAGCAAGGACCACAGT AGT CACAACT G
TCAAGCT GCACAAAGGTA( DCCAGCAGCGCCCGGACTAAT CCAATAAACAAT CAGCAAGGACCACAGTAGT CACAACTG
CCAAGCGGTACATGGGTACATATACTCCCATCGATT TCATTGTAT TAACACCCGT ACT GATACAACAGATAAGT TCAAAGGACCATAGTAGT CACAACTG
CCAAGCGGCACATGGGTACATATACT CCCACCGATTTCATTGTATGAACACCCGTATTGATACAACAGATAAGT TCAAAGGACCATAGT AGTCACAACT G
CCAAGCGGCACATGGGTACATAAACT CCCACCGATTTCATTGTATTAACACCCGT ACT GATACAACAGAT AAGT TCAAAGGACCATAGT AGTCACAACTG
CCAAGCGGCAAATGGGTACATATACT CCCACCGATTTCATTGTAT TAACAT CCGTACT GATACAACAGATAAGT TCAAAGGACCATAGTAGT CACAACTG
CCAAGCGGCAAATGGGTACATATACTCCCACCGATTTCATTGTAT TAACAT CCGTACT GATACAACAGATAAGT TCAAAGGACCATAGTAGT CACAACTG
CCAAGCGGCAAATGGGTACATATACTCCCACCGATTTCATTGTAT TAACAT CCGTACT GATACAACAGATAAGT TCAAAGGACCATAGTAGT CACAACTG
CCAAGCGGCAAATGGGTACATATACTCCCACCGATTTCATTGTAT TAACAT CCGTACT GATACAACAGATAAGT TCAAAGGACCATAGTAGT CACAACTG
CCAAGCGGCAAATGGGTACATATACT CCCACCGATTTCATTGTATTAACATCCGTACT GATACAACAGATAAGT TCAAAGGACCATAGT AGTCACAACT G
CCAAGCGGCAAAT GGGTACATATACTCCCACCGATTTCATTGTATTAACATCCGTACT GATACAACAGAT AAGT TCAAAGGACCATAGT AGTCACAACTG
CCAAGCGGCAAATGGGTACATATACT CCCACCGATTTCATTGTAT TAACAT CCGTACT GATACAACAGATAAGT TCAAAGGACCATAGTAGT CACAACTG
CCAAGCGGCAAATGGGTACATATACTCCCACCGATTTCATTGTAT TAACAT CCGTACT GATACAACAGATAAGT TCAAAGGACCATAGTAGT CACAACTG
CCAAGCGGCAAATGGGTACATATACTCCCACCGATTTCATTGTAT TAACAT CCGTACT GATACAACAGATAAGT TCAAAGGACCATAGTAGT CACAACTG
CCAAGCGGCAAATGGGTACATATACTCCCACCGATTTCATTGTAT TAACAT CCGTACT GATACAACAGATAAGT TCAAAGGACCATAGTAGT CACAACTG
CCAAGCGGCAAATGGGTACATATACT CCCACCGATTTCATTGTATTAACATCCGTACT GATACAACAGATAAGT TCAAAGGACCATAGT AGTCACAACTG
CCAAGCGGCAAAT GGGTACATATACTCCCACCGATTTCATTGTATTAACATCCGTACT GATACAACAGAT AAGT TCAAAGGACCATAGT AGTCACAACTG
CCAAGCGGCAAATGGGTACATATACT CCCACCGATTTCATTGTAT TAACAT CCGTACT GATACAACAGATAAGT TCAAAGGACCATAGTAGT CACAACTG
CCAAGCGGCAAATGGGTACATATACTCCCACCGAT T TCATTGTAT TAACAT CCGTACT GATACAACAGATAAGT TCAAAGGACCATAGTAGT CACAACTG
CCAAGCGGCAAATGGGTACATATACTCCCACCGATTTCATTGTAT TAACATCCGTACT GATACAACAGATAAGT TCAAAGGACCATAGTAGT CACAACTG
CCAAGCGGCACATGGGTACATAAACTCCCACCGATTTCATTGTAT TAACACCCGT ACT GATACAACAGATAAGT TCAAAGGACCATAGTAGT TACAACTG
CCAAGCGGCACATGGGTACATAAACT CCCACCGATTTCATTGTATTAACACT CGTACT GATACAACAGATAAGT TCAAAGGACCATAGTAGTTACAACT G
CCAAGCGGCACATGGGTACATAAACT CCCACCGATTTCATTGTATTAACACCCGT ACT GATACAACAGATAAGT TCAAAGGACCATAGTAGTTACAACTG
CCAAGCGGCACATGGGTACATAAACT CCCACCGATTTCATTGTAT TAACACCCGT ACT GATACAACAGATAAGT TCAAAGGGCCATAGTAGT TACAACTG
CCAAGCGGCACATGGGTACATAAACT CCCACCGAT T TCATTGTAT TAACACCCGT ACT GATACAACAGATAAGT TCAAAGGACCATAGTAGT TACAACTG
CCAAGCGGCACATGGGTACATAAACTCCCACCGATTTCATTGTAT TAACACCCGT ACT GATACAACAGATAAGT TCAAAGGACCATAGTAGT TACAACTG
CCAAGCGGCACATGGGTACATAAACT CCCACCGATTTCATTGTAT TAACACCCGT ACT GATACAACAGATAAGT TCAAAGGACCATAGTAGT TACAACTG
CCAAGCGGCACATGGGTACATAAACT CCCACCGATTTCATTGTATTAACACCCGTACT GATACAACAGATAAGT TCAAAGGACCATAGTAGTTACAACT G
CCAAGCGGCACATGGGTACATAAACT CCCACCGATTTCATTGTATTAACACCCGT ACT GATACAACAGATAAGT TCAAAGGACCATAGTAGTTACAACTG
CCAAGCGGCACATGGGTACATAAACT CCCACCGATTTCATTGTAT TAACACCCGT ACT GATACAACAGATAAGT TCAAAGGACCATAGTAGT TACAACTG
CCAAGCGGCACATGGGTACATAAACT CCCACCGAT T TCATTGTAT TAACACCCGT ACT GATACAACAGATAAGT TCAAAGGACCATAGTAGT TACAACTG
CCAAGCGGCACATGGGTACATAAACTCCCACCGATTTCATTGTAT TAACACCCGT ACT GATACAACAGATAAGT TCAAAGGACCATAGTAGT TACAACTG
CCAAGCGGCACATGGGTACATAAACTCCCACCGATTTCATTGTAT TAACACCCGT ACT GATACAACAGATAAGT TCAAAGGACCATAGTAGT TACAACTG
CCAAGCGGCACATGGGTACATAAACT CCCACCGATTTCATTGTATTAACACCCGTACT GATACAACAGATAAGT TCAAAGGACCATAGTAGTTACAACT G
CCAAGCGGCACATGGGT ACATAAACT CCCACCGATTTCATTGTATTAACACCCGT ACT GATACAACAGAT AAGT TCAAAGGACCATAGT AGTTACAACTG
CCAAGCGGCACATGGGTACATAAACT CCCACCGATTTCATTGTAT TAACACCCGT ACT GATACAACAGATAAGT TCAAAGGACCATAGTAGT TACAACTG
CCAAGCGGCACATGGGTACATAAACT CCCACCGAT T TCATTGTAT TAACACCCGT ACT GATACAACAGATAAGT TCAAAGGACCATAGTAGT TACAACTG
CCAAGCGGCACATGGGTACATATACTCCCACCGATTTCATTGTAT TAACGCCCGT ACT GATACATCAGATAAGT TCAAAGGACCAAGGTAGT CACAACTG
CCAAGCGGTACATGGGTACATATACTCCCATCGATTTCATTGTAT TAACACCCGT ACT GATACAACAGATAAGT TCAAAGGACCATAGTAGT CACAACTG
CCAAGCGGTACATGGGTACATATACTCCCATCGATTTCATTGTATTAACACCCGTACT GATACAACAGATAAGT TCAAAGGACCATAGT AGTCACAACTG
CCAAGCGGTACATGGGTACATATACTCCCATCGATTTCATTGTATTAACACCCGTACT GATACAACAGAT AAGT TCAAAGGACCATAGT AGTCACAACTG
CCAAGCGGTACATGGGTACATATACTCCCATCGATTTCATTGT AT TAACACCCGT ACT GATACAACAGATAAGT TCAAAGGACCATAGTAGT CACAACTG
CCAAGCGGTACATGGGTACATATACTCCCATCGATTTCATTGTAT TAACACCCGT ACT GATACAACAGATAAGT TCAAAGGACCATAGTAGT CACAACTG
CCAAGCGGTACATGGGTACATATACTCCCATCGATT TCATTGTAT TAACACCCGT ACT GATACAACAGATAAGT TCAAAGGACCATAGTAGT CACAACTG
CCAAGCGGTACATGGGTACATATACTCCCATCGATTTCATTGTAT TAACACCCGT ACT GATACAACAGATAAGT TCAAAGGACCATAGTAGT CACAACTG
CCAAGCGGTACATGGGTACATATACTCCCATCGATTTCATTGTATTAACACCCGTACT GATACAACAGATAAGT TCAAAGGACCATAGT AGTCACAACTG
CCAAGCGGTACATGGGTACATATACTCCCATCGATTTCATTGTATTAACACCCGTACT GATACAACAGAT AAGT TCAAAGGACCATAGT AGTCACAACTG
CCAAGCGGTACATGGGTACATATACTCCCATCGATTTCATTGTAT TAACACCCGT ACT GATACAACAGATAAGT TCAAAGGACCATAGTAGT CACAACTG
CCAAGCGGTACATGGGTACATATACTCCCATCGATT TCATTGTAT TAACACCCGT ACT GATACAACAGATAAGT TCAAAGGACCATAGTAGT CACAACTG
CCAAGCGGTACATGGGTACATATACTCCCATCGATTTCATTGTAT TAACACCCGT ACT GATACAACAGATAAGT TCAAAGGACCATAGTAGT CACAACTG
CCAAGCGGTACATGGGTACATATACTCCCATCGATTTCATTGTAT TAACACCCGT ACT GATACAACAGATAAGT TCAAAGGACCATAGTAGT CACAACTG
CCAAGCGGTACATGGGTACATATACTCCCATCGATTTCATTGTATTAACACCCGTACT GATACAACAGAT AAGT TCAAAGGACCATAGT AGTCACAACTG
CCAAGCGGTACATGGGTACATATACTCCCATCGATTTCATTGTATTAACACCCGTACT GATACAACAGAT AAGT TCAAAGGACCATAGT AGTCACAACTG
CCAAGCGGCACATGGGTACATATACT CCCACCGATTTCATTGTAT TAACACCCGT AAT GATACAACAGATAAGT TCAAAGGACCATAGTAGT CACAACTG
CCAAGCGGCACATGGGTACATATACTCCCACCGAT T TCATTGTAT TAACACCCGT AAT GATACAACAGATAAGT TCAAAGGACCATAGTAGT CACAACTG
CCAAGCGGCACATGGGTACATATACTCCCACCGATT TCATTGTAT TAACACCCGT AAT GATACAACAGATAAGT TCAAAGGACCATAGTAGT CACAACTG
CCAAGCGGCACATGGGTACATATACTCCCACCGATTTCATTGTAT TAACACCCGT AAT GATACAACAGATAAGT TCAAAGGACCATAGTAGT CACAACTG
CCAAGCGGCACATGGGTACATATACTCCCACCGATTTCATTGTATTAACACCCGT AAT GATACAACAGAT AAGT TCAAAGGACCATAGT AGTCACAACT G
CCAAGCGGCACATGGGTACATATACT CCCACCGATTTCATTGTATTAACACCCGT AAT GATACAACAGAT AAGT TCAAAGGACCATAGT AGTCACAACTG
CCAAGCGGCACATGGGTACATATACT CCCACCGATTTCATTGTAT TAACACCCGT AAT GATACAACAGATAAGT TCAAAGGACCATAGTAGT CACAACTG
CCAAGCGGCACATGGGTACATATACTCCCACCGATTTCATTGTAT TAACACCCGT ACT GATACAACAGATAAGT TAAAAGGACCATAGTAGT CACAAATG
CCAAGCGGCACATGGGTACATATACTCCCACCGATTTCATTGTAT TAACACCCGT ACT GATACAACAGATAAGT TAAAAGGACCATAGTAGT CACAAATG
CCAAGCGGCACATGGGTACATATACTCCCACCGATTTCATTGTAT TAACACCCGT ACT GATACAACAGATAAGT TAAAAGGACCATAGTAGT CACAAATG
CCAAGCGGCACATGGGTACATATACT CCCACCGATTTCATTGTATTAACACCCGTACT GATACAACAGATAAGT TAAAAGGACCATAGT AGTCACAAATG
CCAAGCGGCACATGGGTACATATACT CCCACCGATTTCATTGTATTAACACCCGT ACT GATACAACAGAT AAGT TCAAAGGACCATAGT AGTCACAACTG
CCAAGCGGCACATGGGTACATATACTCCCACCGATTTCATTGTAT TAACACCCGT ACT GATACAACAGATAAGT TCAAAGGACCATAGTAGT CACAACTG
CCAAGCGGCACATGGGTACATATACTCCCACCGATTTCATTGTAT TAACACCCGT ACT GATACAACAGATAAGT TCAAAGGACCATAGTAGT CACAACTG
CCAAGCGGCACATGGGTACATATACTCCCACCGATTTCATTGTAT TAACACCCGT ACT GATACAACAGATAAGT TCAAAGGACCATAGTAGT CACAACTG
CCAAGCGGCACATGGGTACATATACTCCCACCGATTTCATTGTAT TAACACCCGT ACT GATACAACAGATAAGT TCAAAGGACCATAGTAGT CACAACTG
CCAAGCGGCACATGGGTACATATACTCCCACCGATTTCATTGTATTAACACCCGTACT GATACAACAGATAAGT TCAAAGGACCATAGT AGTCACAACT G
CCAAGCGGCACATGGGTACATATACT CCCACCGATTTCATTGTATTAACACCCGT ACT GATACAACAGAT AAGT TCAAAGGACCATAGT AGTCACAACTG
CCAAGCGGCACATGGGTACATATACT CCCACCGATTTCATTGT AT TAACACCCGT ACT GATACAACAGATAAGT TCAAAGGACCATAGTAGT CACAACTG
CCAAGCGGTACATGGGTACATATACTCCCACCGATTTCATTGTAT TAACACCCGT ACT GATACAACAGATAGGT TCAAAGGACCATAGTAGT CACAACTG
CCAAGCGGTACATGGGTACATATACTCCCACCGATTTCATTGTAT TAACACCCGT ACT GATACAACAGATAGGT TCAAAGGACCATAGTAGT CACAACTG
CCAAGCGGCACATGGGTACATATACTCCCACCGATTTCATTGTAT TAACACCCGT ACT GATACAACAGATAAGT TCAAAGGACCATAGTAGT CACAACTG
CCAAGCGGCACATGGGTACATATACTCCCACCGATTTCATTGTATTAACACCCGTACT GATACAACAGATAAGT TCAAAGGACCATAGT AGTCACAACT G
CCAAGCGGCACATGGGTACATATACT CCCACCGATTTCATTGTATTAACACCCGT ACT GATACAAAAGAT AAGT TCAAAGGACCATAGT AGTCACAACTG
CCAAGCGGCACATGGGTACATATACT CCCACCGATTTCATTGTAT TAACACCCGT ACT GATACAACAGATAAGT TCAAAGGACCATAGTAGT CACAACTG
CCAAGCGGCACATGGGTACATATACTCCCACCGATTTCATTGTAT TAACACCCGT ACT GATACAACAGATAAGT TCAAAGGACCATAGTAGT CACAACTG
CCAAGCGGCACATGGGTACATATACTCCCACCGATTTCATTGTAT TAACACCCATACT GATACAACAGATAAGT TCAAAGGACCATAGTAGT CACAACTG
CCAAGCGGCACATGGGTACATATACTCCCACCGATTTCATTGTAT TAACACCCATACT GATACAACAGATAAGT TCAAAGGACCATAGTAGT CACAACTG
CCAAGCGGCACATGGGTACATATACTCCCACCGATTTCATTGTATTAACACCCATACT GATACAACAGATAAGT TCAAAGGACCATAGT AGTCACAACTG
CCAAGCGGCACATGGGTACATATACTCCCACCGATTTCATTGTATTAACACCCATACT GATACAACAGATAAGT TCAAAGGACCATAGTAGTCACAACTG
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CTGITTGAACACTTTTGAGGGCT GGAT TCCCCGAAACGAT TGGACAAAGGCGGT GTGT GCTAAACGCT GGGGGT CTGTGGTAAGT ACT GGTCTAATTCGA
CTGITTGAACACTTTTGAGGGCT GGAT TCCCCGAAACGAT TGGACAAAGGCGGT GTGT GCTAAACGCT GGGGGT CTGTGGTAAGT ACT GGTCTAATTCGA
CTGITTGAACACTT T TGAGGGCT GGAT TCCCCGAAACGAT TGGACAAAGGCGGT GTGT GCTAAACGCT GGGGGT CTGTGGTAAGTACT GGTCTAATTCGA
CTGCTTGAACACT CCTGAAGGGT GGAT TCCCTGAAAT GAT TGGACCAAGGCT GTCTGTACCAT GCGCTGGGGATCTGT TGTAAGTAGCCCCCTTA- - CAA
CTGCTTGAACACT CCTGAAGGGT GGATTCCCCGAGATAAT TGGACCAAGGCT GT CTGT GCCATGCGCTGGGGATCTGT TGTAAGTAGCCCCCTTA- - CAA
CTGI TTGAACACT CCT GAAGGAT GGATTCCCCGGAAT GAT TGGACCAAT GCTGT CTGT GCCATGCGCTGGGGATCTGT TGTAAGTAGCCCCCTTA- - CAA
CTGCTTGAACACT CCTGAAGGAT GGAT TTCCCGAAAT GAT TGGACCAAT GCT GT CTGT GCCAT GCGCTGGGGATCTGT TGTAAGTAGCCCCCTTA- - CAA
CTGCTTGAACACT CCTGAAGGATGGAT TTCCCGAAAT GAT TGGACCAAT GCT GT CTGT GCCAT GCGCTGGGGATCTGT TGTAAGTAGCCCCCTTA- - CAA
CTGCTTGAACACTCCTGAAGGATGGAT TTCCCGAAAT GAT TGGACCAAT GCT GT CTGT GCCAT GCGCTGGGGATCTGT TGTAAGTAGCCCCCTTA- - CAA
CTGCTTGAACACTCCTGAAGGATGGAT TTCCCGAAAT GAT TGGACCAAT GCT GT CTGT GCCAT GCGCTGGGGATCTGT TGTAAGTAGCCCCCTTA- - CAA
CTGCTTGAACACT CCTGAAGGAT GGATTTCCCGAAAT GAT TGGACCAAT GCTGT CTGT GCCATGCGCTGGGGATCTGT TGTAAGTAGCCCCCTTA- - CAA
CTGCTTGAACACT CCTGAAGGAT GGATTTCCCGAAAT GAT TGGACCAAT GCTGT CTGT GCCATGCGCTGGGGATCTGT TGTAAGTAGCCCCCTTA- - CAA
CTGCTTGAACACT CCTGAAGGAT GGAT TTCCCGAAAT GAT TGGACCAAT GCT GT CTGT GCCAT GCGCTGGGGATCTGT TGTAAGTAGCCCCCTTA- - CAA
CTGCTTGAACACT CCTGAAGGAT GGAT TTCCCGAAAT GAT TGGACCAAT GCT GT CTGT GCCAT GCGCTGGGGATCTGT TGTAAGTAGCCCCCTTA- - CAA
CTGCTTGAACACTCCTGAAGGATGGAT TTCCCGAAAT GAT TGGACCAAT GCT GT CTGT GCCAT GCGCTGGGGATCTGT TGTAAGTAGCCCCCTTA- - CAA
CTGCTTGAACACTCCTGAAGGAT GGAT TTCCCGAAAT GAT TGGACCAAT GCT GT CTGT GCCAT GCGCTGGGGATCTGT TGTAAGTAGCCCCCTTA- - CAA
CTGCTTGAACACT CCTGAAGGAT GGATTTCCCGAAAT GAT TGGACCAAT GCTGT CTGT GCCATGCGCTGGGGATCTGT TGTAAGTAGCCCCCTTA- - CAA
CTGCTTGAACACT CCTGAAGGAT GGATTTCCCGAAAT GAT TGGACCAAT GCTGT CTGT GCCATGCGCTGGGGATCTGT TGTAAGTAGCCCCCTTA- - CAA
CTGCTTGAACACT CCTGAAGGAT GGAT TTCCCGAAAT GAT TGGACCAAT GCT GT CTGT GCCAT GCGCTGGGGATCTGT TGTAAGTAGCCCCCTTA- - CAA
CTGCTTGAACACT CCTGAAGGAT GGAT TTCCCGAAAT GAT TGGACCAAT GCT GT CTGT GCCAT GCGCTGGGGATCTGT TGTAAGTAGCCCCCTTA- - CAA
CTGCTTGAACACTCCTGAAGGATGGAT TTCCCGAAAT GAT TGGACCAAT GCT GT CTGT GCCAT GCGCTGGGGATCTGT TGTAAGTAGCCCCCTTA- - CAA
CTGCTTGAACACT CCTGAAGGGT GGAT TCCCCGAAAT GAT TGGACCAAGGCT GTCT GT GCCATGCGCT GGGGAT CTGT TGTAAGTAGCCCCCT TA- - CAA
CTGCTTGAACACT CCTGAAGGGT GGATTCCCCGAAAT GAT TGGACCAAGGCT GT CTGT GCCATGCGCTGGGGATCTGT TGTAAGTAGCCCCCTTA- - CAA
CTGCTTGAACACT CCT GAAGGGT GGATTCCCCGAAAT GAT TGGACCAAGGCT GT CTGT GCCATGCGCTGGGGATCTGT TGTAAGTAGCCCCCTTA- - CAA
CTGCTTGAACACT CCTGAAGGGT GGAT TCCCCGAAAT GAT TGGACCAAGGCT GT CTGT GCCAT GCGCTGGGGATCTGT TGTAAGTAGCCCCCTTA- - CAA
CTGCTTGAACACT CCTGAAGGGT GGAT TCCCCGAAAT GAT TGGACCAAGGCT GT CTGT GCCAT GCGCTGGGGATCTGT TGTAAGTAGCCCCCTTA- - CAA
CTGCTTGAACACT CCTGAAGGGT GGAT TCCCCGAAAT GAT TGGACCAAGGCT GT CTGT GCCAT GCGCTGGGGATCTGT TGTAAGTAGCCCCCTTA- - CAA
CTGCTTGAACACT CCTGAAGGGT GGAT TCCCCGAAAT GAT TGGACCAAGGCT GT CTGT GCCAT GCGCTGGGGATCTGT TGTAAGTAGCCCCCTTA- - CAA
CTGCTTGAACACT CCTGAAGGGT GGATTCCCCGAAAT GAT TGGACCAAGGCT GT CTGT GCCATGCGCTGGGGATCTGT TGTAAGTAGCCCCCTTA- - CAA
CTGCTTGAACACT CCT GAAGGGT GGATTCCCCGAAAT GAT TGGACCAAGGCT GT CTGT GCCATGCGCTGGGGATCTGT TGTAAGTAGCCCCCTTA- - CAA
CTGCTTGAACACT CCTGAAGGGT GGAT TCCCCGAAAT GAT TGGACCAAGGCT GT CTGT GCCAT GCGCTGGGGATCTGT TGTAAGTAGCCCCCTTA- - CAA
CTGCTTGAACACT CCTGAAGGGT GGAT TCCCCGAAAT GAT TGGACCAAGGCT GT CTGT GCCAT GCGCTGGGGATCTGT TGTAAGTAGCCCCCTTA- - CAA
CTGCTTGAACACT CCTGAAGGGT GGAT TCCCCGAAAT GAT TGGACCAAGGCT GT CTGT GCCAT GCGCTGGGGATCTGT TGTAAGTAGCCCCCTTA- - CAA
CTGCTTGAACACT CCTGAAGGGT GGAT TCCCCGAAAT GAT TGGACCAAGGCT GT CTGT GCCAT GCGCTGGGGATCTGT TGTAAGTAGCCCCCTTA- - CAA
CTGCTTGAACACT CCTGAAGGGT GGATTCCCCGAAAT GAT TGGACCAAGGCT GT CTGT GCCATGCGCTGGGGATCTGT TGTAAGTAGCCCCCTTA- - CAA
CTGCTTGAACACT CCT GAAGGGT GGATTCCCCGAAAT GAT TGGACCAAGGCT GT CTGT GCCATGCGCTGGGGATCTGT TGTAAGTAGCCCCCTTA- - CAA
CTGCTTGAACACT CCTGAAGGGT GGAT TCCCCGAAAT GAT TGGACCAAGGCT GT CTGT GCCAT GCGCTGGGGATCTGT TGTAAGTAGCCCCCTTA- - CAA
CTGCTTGAACACT CCTGAAGGGT GGAT TCCCCGAAAT GAT TGGACCAAGGCT GT CTGT GCCAT GCGCTGGGGATCTGT TGTAAGTAGCCCCCTTA- - CAA
CTGCT TGAGCACT CCTGAAGGGT GGAT TCTCCGAAAT GAT TGGACCAAGGCT GT CTGT GCCAT GCGCTGGGGATCTGT TGTAAGTAGCCCCCTTA- - CAA
CTGCTTGAACACT CCTGAAGGGT GGAT TCCCTGAAAT GAT TGGACCAAGGCT GT CTGTACCAT GCGCTGGGGATCTGT TGTAAGTAGCCCCCTTA- - CAA
CTGCTTGAACACT CCTGAAGGGT GGATTCCCTGAAAT GAT TGGACCAAGGCT GT CTGT ACCAT GCGCTGGGGATCTGT TGTAAGTAGCCCCCTTA- - CAA
CTGCTTGAACACT CCTGAAGGGT GGATTCCCT GAAAT GAT TGGACCAAGGCT GT CTGT ACCAT GCGCTGGGGATCTGT TGTAAGTAGCCCCCTTA- - CAA
CTGCTTGAACACT CCTGAAGGGT GGAT TCCCTGAAAT GAT TGGACCAAGGCT GT CTGTACCAT GCGCTGGGGATCTGT TGTAAGTAGCCCCCTTA- - CAA
CTGCTTGAACACT CCTGAAGGGT GGAT TCCCTGAAAT GAT TGGACCAAGGCT GT CTGTACCAT GCGCTGGGGATCTGT TGTAAGTAGCCCCCTTA- - CAA
CTGCTTGAACACT CCTGAAGGGT GGAT TCCCTGAAAT GAT TGGACCAAGGCT GT CTGTACCAT GCGCTGGGGATCTGT TGTAAGTAGCCCCCTTA- - CAA
CTGCTTGAACACT CCTGAAGGGT GGAT TCCCTGAAAT GAT TGGACCAAGGCT GTCTGTACCAT GCGCTGGGGATCTGT TGTAAGTAGCCCCCTTA- - CAA
CTGCTTGAACACT CCTGAAGGGT GGATTCCCTGAAAT GAT TGGACCAAGGCT GT CTGT ACCAT GCGCTGGGGATCTGT TGTAAGTAGCCCCCTTA- - CAA
CTGCTTGAACACT CCTGAAGGGT GGATTCCCT GAAAT GAT TGGACCAAGGCT GT CTGT ACCAT GCGCTGGGGATCTGT TGTAAGTAGCCCCCTTA- - CAA
CTGCTTGAACACT CCTGAAGGGT GGAT TCCCTGAAAT GAT TGGACCAAGGCT GT CTGTACCAT GCGCTGGGGATCTGT TGTAAGTAGCCCCCTTA- - CAA
CTGCTTGAACACT CCTGAAGGGT GGAT TCCCTGAAAT GAT TGGACCAAGGCT GT CTGTACCAT GCGCTGGGGATCTGT TGTAAGTAGCCCCCTTA- - CAA
CTGCTTGAACACT CCTGAAGGGT GGAT TCCCTGAAAT GAT TGGACCAAGGCT GT CTGTACCAT GCGCTGGGGATCTGT TGTAAGTAGCCCCCTTA- - CAA
CTGCTTGAACACT CCTGAAGGGT GGAT TCCCTGAAAT GAT TGGACCAAGGCT GTCTGTACCAT GCGCTGGGGATCTGT TGTAAGTAGCCCCCTTA- - CAA
CTGCTTGAACACT CCTGAAGGGT GGATTCCCTGAAAT GAT TGGACCAAGGCT GT CTGT ACCAT GCGCTGGGGATCTGT TGTAAGTAGCCCCCTTA- - CAA
CTGCTTGAACACT CCTGAAGGGT GGATTCCCTGAAAT GAT TGGACCAAGGCT GT CTGT ACCAT GCGCTGGGGATCTGT TGTAAGTAGCCCCCTTA- - CAA
CTGCTTGAACACT CCTGAAGGGT GGAT TCCCCGAAAT GAT TGGACCAAGGCT GT CTGT GCCAT GCGCTGGGGATCTGT TGTAAGTAGCCCCCTTA- - CAA
CTGCTTGAACACT CCTGAAGGGT GGAT TCCCCGAAAT GAT TGGACCAAGGCT GT CTGT GCCAT GCGCTGGGGATCTGT TGTAAGTAGCCCCCTTA- - CAA
CTGCT TGAACACT CCTGAAGGGT GGAT TCCCCGAAAT GAT TGGACCAAGGCT GT CTGT GCCAT GCGCTGGGGATCTGT TGTAAGTAGCCCCCTTA- - CAA
CTGCTTGAACACT CCTGAAGGGT GGAT TCCCCGAAAT GAT TGGACCAAGGCT GT CTGT GCCAT GCGCTGGGGATCTGT TGTAAGTAGCCCCCTTA- - CAA
CTGCTTGAACACT CCTGAAGGGT GGATTCCCCGAAAT GAT TGGACCAAGGCT GT CTGT GCCATGCGCTGGGGATCTGT TGTAAGTAGCCCCCTTA- - CAA
CTGCTTGAACACT CCTGAAGGGT GGATTCCCCGAAAT GAT TGGACCAAGGCT GT CTGT GCCATGCGCTGGGGATCTGT TGTAAGTAGCCCCCTTA- - CAA
CTGCTTGAACACT CCTGAAGGGT GGAT TCCCCGAAAT GAT TGGACCAAGGCT GT CTGT GCCAT GCGCTGGGGATCTGT TGTAAGTAGCCCCCTTA- - CAA
CTGCTTGAACACT CCTGAAGGGT GGAT TCCCCGAAAT GAT TGGACCAAGGCT GT CTGT GCCAT GCGCTGGGGATCTGT TGTAAGTAGCCCCCTTA- - CAA
CTGCTTGAACACT CCTGAAGGGT GGAT TCCCCGAAAT GAT TGGACCAAGGCT GT CTGT GCCAT GCGCTGGGGATCTGT TGTAAGTAGCCCCCTTA- - CAA
CTGCTTGAACACT CCTGAAGGGT GGAT TCCCCGAAAT GAT TGGACCAAGGCT GT CTGT GCCAT GCGCTGGGGATCTGT TGTAAGTAGCCCCCTTA- - CAA
CTGCTTGAACACT CCTGAAGGGT GGATTCCCCGAAAT GAT TGGACCAAGGCT GT CTGT GCCATGCGCTGGGGATCTGT TGTAAGTAGCCCCCTTA- - CAA
CTGCTTGAACACT CCTGAAGGAT GGATTCCCCGGAAT GAT TGGACCAAT GCTAT CTGT GCCATGCGCTGGGGATCTGT TGTAAGTAGCCCCCTTA- - CAA
CTGCTTGAACACT CCTGAAGGAT GGAT TCCCCGGAAT GAT TGGACCAAT GCTAT CTGT GCCAT GCGCTGGGGATCTGT TGTAAGTAGCCCCCTTA- - CAA
CTGCTTGAACACT CCTGAAGGAT GGAT TCCCCGGAAT GAT TGGACCAAT GCTAT CTGT GCCAT GCGCTGGGGATCTGT TGTAAGTAGCCCCCTTA- - CAA
CTGCTTGAACACT CCTGAAGGAT GGAT TCCCCGGAAT GAT TGGACCAAT GCTAT CTGT GCCAT GCGCTGGGGATCTGT TGTAAGTAGCCCCCTTA- - CAA
CTGCTTGAACACT CCTGAAGGAT GGAT TCCCCGGAAT GAT TGGACCAAT GCTAT CTGT GCCAT GCGCTGGGGATCTGT TGTAAGTAGCCCCCTTA- - CAA
CTGCTTGAACACT CCTGAAGGAT GGATTCCCCGGAAT GAT TGGACCAAT GCTAT CTGT GCCATGCGCTGGGGATCTGT TGTAAGTAGCCCCCTTA- - CAA
CTGCTTGAACACT CCTGAAGGAT GGATTCCCCGGAAT GAT TGGACCAAT GCTAT CTGT GCCATGCGCTGGGGATCTGT TGTAAGTAGCCCCCTTA- - CAA
CTGCTTGAACACT CCTGAAGGAT GGAT TCCCCGGAAT GAT TGGACCAAT GCTAT CTGT GCCAT GCGCTGGGGATCTGT TGTAAGTAGCCCCCTTA- - CAA
CTGCTTGAACACT CCTGAAGGGT GGAT TCCCCGAAAT GGT TGGACCCAGGCT GBCTGT GCCAT GCGCTGGGGATCTGT TGTAAGTAGCCCCCTTA- - TAA
CTGCTTGAACACT CCTGAAGGGT GGAT TCCCCGAAAT GGT TGGACCCAGGCT GBCTGT GCCAT GCGCTGGGGATCTGT TGTAAGTAGCCCCCTTA- - TAA
CTGCTTGAACACT CCTGAAGGGT GGAT TCCCCGAAAT GAT TGGACCAAGGCT GBCTGT GCCAT GCGCTGGGGATCTGT TGTAAGTAGCCCCCTTA- - TAA
CTGCTTGAACACT CCTGAAGGGT GGATTCCCCGAAAT GAT TGGACCAAGGCT GECTGT GCCATGCGCTGGGGATCTGT TGTAAGTAGCCCCCTTA- - TAA
CTGCCTGAACACT CCTGAAGGGT GGATTCCCCGAAAT GAT TGGACCAAGGCT GT CTGT GCCATGCGCTGGGGATCTGT TGTAAGTAGCCCCCTTA- - CAA
CTGCTTGAACACT CCTGAAGGGT GGAT TCCCCGAAAT GAT TGGACCAAGGCT GT CTGT GCCAT GCGCTGGGGATCTGT TGTAAGTAGCCCTCTTA- - CAA
CTGCTTGAACACT CCTGAAGGGT GGAT TCCCCGAAAT GAT TGGACCAAGGCT GT CTGT GCCAT GCGCTGGGGATCTGT TGTAAGTAGCCCTCTTA- - CAA
CTGCTTGAACACT CCTGAAGGGT GGAT TCCCCGAAAT GAT TGGACCAAGGCT GT CTGT GCCAT GCGCTGGGGATCTGT TGTAAGTAGCCCCCTTA- - CAA
CTGCTTGAACACT CCTGAAGGGT GGAT TCCCCGAAAT GAT TGGACCAAGGCT GT CTGT GCCAT GCGCTGGGTATCTGT TGTAAGTAGCCCCCTTA- - CAA
CTGCTTGAACACT CCTGAAGGGT GGATTCCCCGAAAT GAT TGGACCAAGGCT GT CTGT GCCATGCGCTGGGTATCTGT TGTAAGTAGCCCCCTTA- - CAA
CTGCTTGAACACT CCTGAAGGGT GGATTCCCCGAAAT GAT TGGACCAAGGCT GT CTGT GCCATGCGCTGGGTATCTGT TGTAAGTAGCCCCCTTA- - CAA
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CTCC- - AGT GGATGT AATAACGCGGCT GT CAGGCGACT TTCGACGGECGT CAAGT GTAT TCAGAAGCCAGGCAAT GT GATCAGT GGCGATGATTTCTTCAC
CTCC- - AGT GGATGT AATAACGCGGCT GT CAGGCGACT TTCGACGGECGT CAAGT GTAT TCAGAAGCCAGGCAATGT GATCAGT GGCGATGATTTCTTCAC
CTCC- - AGT GGATGT AATAACGCGGCT GT CAGGCGACT TTCGACGGECGT CAAGT GTAT TCAGAAGCCAGGCAATGT GATCAGT GGCGATGATTTCTTCAC
TCTTGGAGTAAACGT- TTGACAAGAGCAT CAGGCGACATT TGGT GGT GT TAAATGCAT CCAGAAACCAGGCAACGT CATCAGCGGT GATGACTTTTATAC
TCTTGGAGTAAACGT- TTGACAAGAGCAT CAGGCGACATTTTATGGT GT TAGAT GCATCCAGAAACCAGGCAACGT CATCAGCGGTGATGACTTTTATAC
TCTTGGAATAAGCGT - TTGACAAGAGCAT CAGGCGACATTTGAT GGT GT TAAAT GCAT CCGGAAACCAGGCAACGT CATCAGCGGTGATGACTTTTATAC
TCTTGGAGTAAACGT- TTGACAAGAGCATCAGGCGACATTTGAT GGT GT TAAAT GCAT CCAGAAACCAGGCAACGT CATAAGCGGTGATGACTTTTATAC
TCTTGGAGTAAACGT- TTGACAAGAGCAT CAGGCGACATT TGATGGT GT TAAATGCAT CCAGAAACCAGGCAACGT CATAAGCGGT GATGACTTTTATAC
TCTTGGAGTAAACGT- TTGACAAGAGCAT CAGGCGACATT TGATGGT GT TAAATGCAT CCAGAAACCAGGCAACGT CATAAGCGGT GATGACTTTTATAC
TCTTGGAGTAAACGT- TTGACAAGAGCAT CAGGCGACATT TGAT GGT GT TAAATGCAT CCAGAAACCAGGCAACGT CATAAGCGGT GATGACTTTTATAC
TCTTGGAGTAAACGT- TTGACAAGAGCAT CAGGCGACATTTGATGGT GT TAAAT GCATCCAGAAACCAGGCAACGT CATAAGCGGTGATGACTTTTATAC
TCTTGGAGTAAACGT - TTGACAAGAGCAT CAGGCGACATTTGATGGT GT TAAAT GCATCCAGAAACCAGGCAACGT CATAAGCGGTGATGACTTTTATAC
TCTTGGAGTAAACGT- TTGACAAGAGCAT CAGGCGACATTTGAT GGT GT TAAAT GCAT CCAGAAACCAGGCAACGT CATAAGCGGT GATGACTTTTATAC
TCTTGGAGTAAACGT- TTGACAAGAGCAT CAGGCGACATT TGATGGT GT TAAATGCAT CCAGAAACCAGGCAACGT CATAAGCGGT GATGACTTTTATAC
TCTTGGAGTAAACGT- TTGACAAGAGCAT CAGGCGACATT TGATGGT GT TAAATGCAT CCAGAAACCAGGCAACGT CATAAGCGGT GATGACTTTTATAC
TCTTGGAGTAAACGT- TTGACAAGAGCAT CAGGCGACATT TGAT GGT GT TAAATGCAT CCAGAAACCAGGCAACGT CATAAGCGGT GATGACTTTTATAC
TCTTGGAGTAAACGT- TTGACAAGAGCAT CAGGCGACATTTGATGGT GT TAAAT GCATCCAGAAACCAGGCAACGT CATAAGCGGTGATGACTTTTATAC
TCTTGGAGTAAACGT - TTGACAAGAGCAT CAGGCGACATTTGATGGT GT TAAAT GCATCCAGAAACCAGGCAACGT CATAAGCGGTGATGACTTTTATAC
TCTTGGAGTAAACGT- TTGACAAGAGCAT CAGGCGACATTTGAT GGT GT TAAAT GCAT CCAGAAACCAGGCAACGT CATAAGCGGT GATGACTTTTATAC
TCTTGGAGTAAACGT- TTGACAAGAGCAT CAGGCGACATT TGATGGT GT TAAATGCAT CCAGAAACCAGGCAACGT CATAAGCGGT GATGACTTTTATAC
TCTTGGAGTAAACGT- TTGGCAAGAGCAT CAGGCGACATT TGATGGT GT TAAATGCAT CCAGAAACCAGGCAACGT CATCAACGGT GATGACTTTTATAC
TCTTGGAGTAAACGT- ATGACAAGAGCAT CAGGCGACATTTGAT GGT GT TAAATGCAT CCAGAAACCAGGCAACGT CATCAACGGT GATGACTTTTATAC
TCTTGGAGTAAACAT- TTGACAAGAGCAT CAGGCGACATTTGATGGT GT TAAAT GCATCCAGAAACCAGGCAACGT CATCAACGGTGATGACTTTTATAC
TCTTGGAGTAAACGT - TTGACAAGAGCAT CAGGCGACATTTGATGGT GT TAAAT GCATCCAGAAACCAGGCAACGT CATCAACGGTGATGACTTTTATAC
TCTTGGAGTAAACGT- TTGACAAGAGCAT CAGGCGACATTTGAT GGT GT TAAATGCAT CCAGAAGCCAGGCAACGT CATCAACGGT GATGACTTTTATAC
TCTTGGAGTAAACGT- TTGACAAGAGCATCAGGCGACATT TGATGGT GT TAAATGCAT CCAGAAACCAGGCAACGT CATCAACGGT GATGACTTTTATAC
TCTTGGAGTAAACGT- TTGACAAGAGCAT CAGGCGACATT TGATGGT GT TAAATGCAT CCAGAAACCAGGCAACGT CATCAACGGT GATGACTTTTATAC
TCTTGGAGTAAACGT- TTGACAAGAGCAT CAGGCGACATTTGAT GGT GT TAAATGCAT CCAGAAACCAGGCAACGT CATCAACGGT GATGACTTTTATAC
TCTTGGAGTAAACGT - TTGACAAGAGCAT CAGGCGACATTTGAT GGT GT TAAAT GCATCCAGAAACCAGGCAACGT CATCAACGGTGATGACTTTTATAC
TCTTGGAGTAAACGT - TTGACAAGAGCAT CAGGCGACATTTGATGGT GT TAAAT GCATCCAGAAACCAGGCAACGT CATCAACGGTGATGACTTTTATAC
TCTTGGAGTAAACGT- TTGACAAGAGCAT CAGGCGACATTTGAT GGT GT TAAATGCAT CCAGAAACCAGGCAACGT CATCAACGGT GATGACTTTTATAC
TCTTGGAGTAAACGT- TTGACAAGAGCAT CAGGCGACATT TGATGGT GT TAAATGCAT CCAGAAACCAGGCAACGT CATCAACGGT GATGACTTTTATAC
TCTTGGAGTAAACGT- TTGACAAGAGCAT CAGGCGACATT TGATGGT GT TAAATGCAT CCAGAAACCAGGCAACGT CATCAACGGT GATGACTTTTATAC
TCTTGGAGTAAACGT- TTGACAAGAGCAT CAGGCGACATTTGAT GGT GT TAAATGCAT CCAGAAACCAGGCAACGT CATCAACGGT GATGACTTTTATAC
TCTTGGAGTAAACGT - TTGACAAGAGCAT CAGGCGACATTTGATGGT GT TAAAT GCATCCAGAAACCAGGCAACGT CATCAACGGTGATGACTTTTATAC
TCTTGGAGTAAACGT - TTGACAAGAGCAT CAGGCGACATTTGATGGT GT TAAAT GCATCCAGAAACCAGGCAACGT CATCAACGGTGATGACTTTTATAC
TCTTGGAGTAAACGT- TTGACAAGAGCAT CAGGCGACATTTGAT GGT GT TAAAT GCAT CCAGAAACCAGGCAACGT CATCAACGGT GATGACTTTTATAC
TCTTGGAGTAAACGT- TTGACAAGAGCAT CAGGCGACATT TGATGGT GT TAAATGCAT CCAGAAACCAGGCAACGT CATCAACGGTGATGACTTTTATAC
TCTTGGAGTAAACGT- TTGACAAGAGCAT CAGGCGACATT TGATGGT GT TAAATGCACCCAGAAACCAGGCAACGT CATCAGCGGCGATGACTTTTATAC
TCTTGGAGTAAACGT- TTGACAAGAGCAT CAGGCGACATT TGAT GGT GT TAAATGCAT CCAGAAACCAGGCAACGT CATCAGCGGTGATGACTTTTATAC
TCTTGGAGTAAACGT - TTGACAAGAGCAT CAGGCGACATTTGAT GGT GT TAAAT GCATCCAGAAACCAGGCAACGT CATCAGCGGTGATGACTTTTATAC
TCTTGGAGTAAACGT - TTGACAAGAGCAT CAGGCGACATTTGAT GGT GT TAAAT GCATCCAGAAACCAGGCAACGT CATCAGCGGTGATGACTTTTATAC
TCTTGGAGTAAACGT- TTGACAAGAGCAT CAGGCGACATTTGAT GGT GT TAAAT GCAT CCAGAAACCAGGCAACGT CATCAGCGGTGATGACTTTTATAC
TCTTGGAGTAAACGT- TTGACAAGAGCAT CAGGCGACATT TGATGGT GT TAAATGCAT CCAGAAACCAGGCAACGT CATCAGCGGT GATGACTTTTATAC
TCTTGGAGTAAACGT- TTGACAAGAGCAT CAGGCGACATT TGATGGT GT TAAATGCAT CCAGAAACCAGGCAACGT CATCAGCGGT GATGACTTTTATAC
TCTTGGAGTAAACGT- TTGACAAGAGCAT CAGGCGACATT TGAT GGT GT TAAATGCAT CCAGAAACCAGGCAACGT CATCAGCGGT GATGACTTTTATAC
TCTTGGAGTAAACGT - TTGACAAGAGCAT CAGGCGACATTTGATGGT GT TAAAT GCATCCAGAAACCAGGCAACGT CATCAGCGGTGATGACTTTTATAC
TCTTGGAGTAAACGT - TTGACAAGAGCAT CAGGCGACATTTGATGGT GT TAAAT GCATCCAGAAACCAGGCAACGT CATCAGCGGTGATGACTTTTATAC
TCTTGGAGTAAACGT- TTGACAAGAGCAT CAGGCGACATT TGAT GGT GT TAAATGCAT CCAGAAACCAGGCAACGT CATCAGCGGTGATGACTTTTATAC
TCTTGGAGTAAACGT- TTGACAAGAGCAT CAGGCGACATT TGATGGT GT TAAATGCAT CCAGAAACCAGGCAACGT CATCAGCGGT GATGACTTTTATAC
TCTTGGAGTAAACGT- TTGACAAGAGCAT CAGGCGACATT TGATGGT GT TAAATGCAT CCAGAAACCAGGCAACGT CATCAGCGGT GATGACTTTTATAC
TCTTGGAGTAAACGT- TTGACAAGAGCAT CAGGCGACATT TGAT GGT GT TAAATGCAT CCAGAAACCAGGCAACGT CATCAGCGGT GATGACTTTTATAC
TCTTGGAGTAAACGT - TTGACAAGAGCAT CAGGCGACATTTGATGGT GT TAAAT GCATCCAGAAACCAGGCAACGT CATCAGCGGTGATGACTTTTATAC
TCTTGGAGTAAACGT - TTGACAAGAGCAT CAGGCGACATTTGAT GGT GT TAAAT GCATCCAGAAACCAGGCAACGT CATCAGCGGTGATGACTTTTATAC
TCTTGGAGTAAACGT- TTGACAAGAGCAT CAGGCGACATTTGAT GGT GT TAAATGCAT CCAGAAACCAGGCAACGT CATCAGCGGTGATGACTTTTATAC
TCTTGGAGTAAACGT- TTGACAAGAGCAT CAGGCGACATT TGATGGT GT TAAATGCAT CCAGAAACCAGGCAACGT CATCAGCGGTGATGACTTTTATAC
TCTTGGAGTAAACGT- TTGACAAGAGCAT CAGGCGACATT TGATGGT GT TAAATGCAT CCAGAAACCAGGCAACGT CATCAGCGGT GATGACTTTTATAC
TCTTGGAGTAAACGT- TTGACAAGAGCAT CAGGCGACATT TGAT GGT GT TAAATGCAT CCAGAAACCAGGCAACGT CATCAGCGGT GATGACTTTTATAC
TCTTGGAGTAAACGT- TTGACAAGAGCAT CAGGCGACATTTGATGGT GT TAAAT GCATCCAGAAACCAGGCAACGT CATCAGCGGTGATGACTTTTATAC
TCTTGGAGTAAACGT - TTGACAAGAGCAT CAGGCGACATTTGATGGT GT TAAAT GCATCCAGAAACCAGGCAACGT CATCAGCGGTGATGACTTTTATAC
TCTTGGAGTAAACGT- TTGACAAGAGCATCAGGCGACATTTGAT GGT GT TAAAT GCATCCAGAAACCAGGCAACGT CATCAGCGGTGATGACTTTTATAC
TCTTGCATTAAACGT- TTGACAAGAGCAT CAGGCGACATT TGATGGT GT TAAATGCACCCAGAAACCAGGCAACGT CATCAGCGGCGATGACTTTTATAC
TCTTGCATTAAACGT- TTGACAAGAGCAT CAGGCGACATT TGATGGT GT TAAATGCACCCAGAAACCAGGCAACGT CATCAGCGGCGATGACTTTTATAC
TCTTGCATTAAACGT- TTGACAAGAGCAT CAGGCGACATTTGAT GGT GT TAAATGCACCCAGAAACCAGGCAACGT CATCAGCGGECGATGACT TTTATAC
TCTTGCATTAAACGT- TTGACAAGAGCAT CAGGCGACATTTGAT GGT GT TAAAT GCACCCAGAAACCAGGCAACGT CATCAGCGGCGATGACTTTTATAC
TCTTGGAGTAAACGT- TTGACAAGAGCAT CAGGCGAAATTTGAT GGT GT TAGAT GCAT CCAGGAACCAGGCAACGT CATCAGCGGTGATGACTTTTATAC
TCTTGGAGTAAACGT- TTGACAAGAGCAT CAGGCGAAATTTGAT GGT GT TAGAT GCAT CCAGGAACCAGGCAACGT CATCAGCGGTGATGACTTTTATAC
TCTTGGAGTAAACGT- TTGACAAGAGCAT CAGGCGAAATTTGAT GGT GT TAGATGCAT CCAGGAACCAGGCAACGT CATCAGCGGTGATGACTTTTATAC
TCTTGGAGTAAACGT- TTGACAAGAGCAT CAGGCGAAATTTGAT GGT GT TAGATGCAT CCAGGAACCAGGCAACGT CATCAGCGGT GATGACTTTTATAC
TCTTGGAGTAAACGT- TTGACAAGAGCAT CAGGCGAAATTTGAT GGT GT TAGATGCAT CCAGGAACCAGGCAACGT CATCAGCGGT GATGACTTTTATAC
TCTTGGAGTAAACGT- TTGACAAGAGCAT CAGGCGAAATTTGAT GGT GT TAGAT GCATCCAGGAACCAGGCAACGT CATCAGCGGTGATGACTTTTATAC
TCTTGGAGTAAACGT- TTGACAAGAGCAT CAGGCGAAATTTGAT GGT GT TAGAT GCATCCAGGAACCAGGCAACGT CATCAGCGGTGATGACTTTTATAC
TCTTGGAGTAAACGT- TTGACAAGAGCATCAGGCGAAATTTGAT GGT GT TAGAT GCAT CCAGGAACCAGGCAACGT CATCAGCGGTGATGACTTTTATAC
TCTTGGAGTAAACGT- TTGACAAGAGCAT CAGGCGACATT TGAT GGT GT TAAATGCAT CCAGAAACCAGGCAACGT - ATCAGCGGTGATGACTTTTATAC
TCTTGGAGTAAACGT- TTGACAAGAGCAT CAGGCGACATTTGATGGT GT TAAATGCAT CCAGAAACCAGGCAACGT - ATCAGCGGTGATGACTTTTATAC
TCTTGGAGTAAACGT- TTGACAAGAGCAT CAGGAGACATT TGAT GGT GT TAAATGCAT CCAGAAACCAGGCAACGT CATCAGCGGT GATGACTTTTATAC
TCTTGGAGTAAACGT - TTGACAAGAGCAT CAGGAGACATTTGATGGT GT TAAAT GCATCCAGAAACCAGGCAACGT CATCAGCGGTGATGACTTTTATAC
TCTTGGAGTAAACGT - TTGACAAGAGCAT GAGGCGACATTTGAT GGT GT TAAAT GCATCCAGAAACCAGGCAACGT CATCAGCGGTGATGACTTTTATAC
TCTTGGAGCAAACGT- TTGACAAGAGCATCAGGCGACATTTGAT GATGIT TAAATGCAT CCAGAAACCAGGCAACGT CATCAGCGGTGATGACTTTTATAC
TCTTGGAGCAAACGT- TTGACAAGAGCATCAGGCGACATT TGATGATGT TAAATGCAT CCAGAAACCAGGCAACGT CATCAGCGGTGATGACTTTTATAC
TCTTGGAGTAAACGT- TTGACAAGAGCAT CAGGCGACATT TGATGGT GT TAAATGCAT CCAGAAACCAGGCAACGT CATCAGCGGT GATGACTTTTATAC
TCTTGGAGTAAACGT- TTGACAAGAGCAT CAGGCGACATT TGAT GGT GT TAAATGCAT CCAGAAACCAGGCAACGT CATCAGCGT TGATGACTTTTATAC
TCTTGGAGTAAACGT- TTGACAAGAGCAT CAGGCGACATTTGAT GGT GT TAAAT GCATCCAGAAACCAGGCAACGT CATCAGCGT TGATGACTTTTATAC
TCTTGGAGTAAACGT- TTGACAAGAGCAT CAGGCGACATTTGATGGT GT TAAAT GCATCCAGAAACCAGGCAACGT CATCAGCGT TGATGACTTTTATAC
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TGCCTGCAAGCTTTATGGAAGGATGCACGGT TAT GGACCCGAGT GGGAGAT TGGT GCTGGATATCGT GGCACT TGCTCTTAAGCTGT TATAATTATGTAT
TGCCTGCAAGCT T TAT GGAAGGATGCACGGT TAT GGACCCGAGT GGGAGAT TGGT GCTGGATATCGT GGCACT TGCTCTTAAGCTGT TATAATTATGTAT
TGCCTGCAAGCT T TAT GGAAGGATGCACGGT TAT GGACCCGAGT GGGAGAT TGGT GCTGGATATCGTGGCACT TGCTCTTAAGCTGT TATAATTATGTAT

CGOGTGCAAGCT GTATGGGGCAACT AAT GGT TAT GGGOCT GAGT GGGAGAAGGGOGCAGGATATCGCGGTACT TGCTCTTAGECT - - - - - - - - - - TGCAC
CGCGTGCAAGCT GTATGGEGGCAACT AAT GGCTAT GGACCT GAGT GEGAGAAGGGOGCAGGATAT CGCGGTACT TGCTCTTAGGCT - - - - - - - - - - TGCAT
CGCGTGCAAGCT GTATGGGGCAACT AAT GGT TAT GGGOCT GAGT GGGAGAAGGGOGCAGGATATCGCGGTACT TGCTCTTAGGCT - - - - - - - - - - TGCAC
CAGGTGCAAGT TGTATGGGGCAACT AATAGT TAT GGGOCT GAGT GGGAGAAGGGOGCAGGATATCGCGGTACT TGCTCTTAGGCT - - - - - - - - - - TGCAC
CAGGTGCAAGT TGTATGGGGCAACT AATGGT TAT GGGEOCT GAGT GGGAGAAGGGOGCAGGATATCGCGGTACT TGCTCTTAGRCT - - - - - - - - - - TGCAC
CAGGTGCAAGT TGTATGGGGCAACT AAT GGT TAT GGGEOCT GAGT GGGAGAAGGGOGCAGGATATCGCGGTACT TGCTCTTAGECT - - - - - - - - - - TGCAC
CAGGTGCAAGT TGTATGGGGCAACT AAT GGT TAT GGGOCT GAGT GGGAGAAGGGOGCAGGATATCGCGGTACT TGCTCTTAGECT - - - - - - - - - - TGCAC
CAGGTGCAAGT TGTATGGGGCAACT AAT GGT TAT GGGOCT GAGT GRGAGAAGGGOGCAGGATATCGCGGTACT TGCTCTTAGGCT - - - - - - - - - - TGCAC
CAGGTGCAAGT TGTATGGGGCAACT AAT GGT TAT GGGOCT GAGT GEGAGAAGGGOGCAGGATATCGCGGTACT TGCTCTTAGGCT - - - - - - - - - - TGCAC
CAGGTGCAAGT TGTATGGEGGCAACT AAT GGT TAT GGGOCT GAGT GGGAGAAGGGOGCAGGATATCGCGGTACT TGCTCTTAGGCT - - - - - - - - - - TGCAC
CAGGTGCAAGT TGTATGGGGCAACT AAT GGTTAT GGGEOCT GAGT GGGAGAAGGGOGCAGGATATCGCGGTACT TGCTCTTAGGCT - - - - - - - - - - TGCAC
CAGGTGCAAGT TGTATGGGGCAACT AAT GGT TAT GGGEOCT GAGT GGGAGAAGGGOGCAGGATATCGCGGTACT TGCTCTTAGECT - - - - - - - - - - TGCAC
CAGGTGCAAGT TGTATGGGGCAACT AAT GGT TAT GGGOCT GAGT GGGAGAAGGGOGCAGGATATCGCGGTACT TGCTCTTAGECT - - - - - - - - - - TGCAC
CAGGTGCAAGT TGTATGGGGCAACT AAT GGT TAT GGGOCT GAGT GRGAGAAGGGOGCAGGATATCGCGGTACT TGCTCTTAGGCT - - - - - - - - - - TGCAC
CAGGTGCAAGT TGTATGGGGCAACT AAT GGT TAT GGGOCT GAGT GEGAGAAGGGOGCAGGATATCGCGGTACT TGCTCTTAGGCT - - - - - - - - - - TGCAC
CAGGTGCAAGT TGTATGGGGCAACT AAT GGT TAT GGGOCT GAGT GGGAGAAGGGOGCAGGATATCGCGGTACT TGCTCTTAGGCT - - - - - - - - - - TGCAC
CAGGTGCAAGT TGTATGGGGCAACT AATGGTTAT GGGEOCT GAGT GGGAGAAGGGOGCAGGATATCGCGGTACT TGCTCTTAGGCT - - - - - - - - - - TGCAC
CGCGTGCAAGCTGTATGEGGCAACT AAT GGT TAT GGACCT GAGT GGGAGAAGGGOGOGGGATATCGCGGTACT TGCTCTTAGECT - - - - - - - - - - TGCAC
CGCGTGCAAGCT GTATGGGGCAACT AAT GGT TAT GGACCT GAGT GGGAGAAGGGOGCAGGATATCGCGGTACT TGCCCT TAAGCT - - - - - - - - - - TGCAC
CGCGTGCAAGCT GTATGGGGCAACT AATGGT TAT GGGCT TGAGT GEGAGAAGGGOGCAT GATATCGCGGTACT TGCTCTTAGGCT - - - - - - - - - - TGCAC
CGCGTGCAAGCT GTATGGEGGCAACT AAT GGT TAT GGGCT TGAGT GGGAGAAGGGOGCAT GATATCGCGGTACT TGCTCTTAGGCT - - - - - - - - - - TGCAC
CGCGTGCAAGCTGTATGGEGGCAACT AAT GGT TAT GGGCT TGAGT GGGAGAAGGGOGCAT GATATCGCGGTACT TGCTCTTAGGCT - - - - - - - - - - TGCAC
CGCGTGCAAGCTGTATGGEGGCAACT AAT GGT TAT GGGCT TGAGT GGGAGAAGGGOGCAT GATATCGCGGTACT TGCTCTTAGGCT - - - - - - - - - - TGCAC
CGCGTGCAAGCTGTATGGGGCAACT AAT GGT TAT GGGCT TGAGT GGGAGAAGGGOGCAT GATATCGCGGTACT TGCTCTTAGGCT - - - - - - - - - - TGCAC
CGCGTGCAAGCT GTATGGGGCAACT AAT GGT TAT GGGCT TGAGT GGGAGAAGGGOGCAT GATATCGCGGTACT TGCTCTTAGECT - - - - - - - - - - TGCAC
CGCGTGCAAGCT GTATGGGGCAACT AAT GGT TAT GGGCT TGAGT GGGAGAAGGGOGCAT GATATCGCGGTACT TGCTCTTAGGCT - - - - - - - - - - TGCAC
CGCGTGCAAGCT GTATGGGGCAACT AAT GGT TAT GGGCT TGAGT GGGAGAAGGGOGCAT GATATCGCGGTACT TGCTCTTAGGCT - - - - - - - - - - TGCAC
CGCGTGCAAGCTGTATGGGGCAACT AAT GGT TATGGGCT TGAGT GGGAGAAGGGOGCAT GATATCGCGGTACT TGCTCTTAGGCT - - - - - - - - - - TGCAC
CGCGTGCAAGCTGTATGGEGGCAACT AAT GGTTAT GGGCT TGAGT GGGAGAAGGGOGCAT GATATCGCGGTACT TGCTCTTAGGCT - - - - - - - - - - TGCAC
CGCGTGCAAGCTGTATGGGGCAACT AAT GGT TAT GGGCT TGAGT GGGAGAAGGGOGCAT GATATCGCGGTACT TGCTCTTAGGCT - - - - - - - - - - TGCAC
CGCGTGCAAGCT GTATGGGGCAACT AAT GGT TAT GGGCT TGAGT GGGAGAAGGGOGCAT GATATCGCGGTACT TGCTCTTAGECT - - - - - - - - - - TGCAC
CGCGTGCAAGCT GTATGGGGCAACT AAT GGT TAT GGGCT TGAGT GGGAGAAGGGOGCAT GATATCGCGGTACT TGCTCTTAGGCT - - - - - - - - - - TGCAC
CGCGTGCAAGCT GTATGGGGCAACT AAT GGT TAT GGGCT TGAGT GGGAGAAGGGOGCAT GATATCGCGGTACT TGCTCTTAGGCT - - - - - - - - - - TGCAC
CGCGTGCAAGCTGTATGGEGGCAACT AAT GGT TAT GGGCT TGAGT GGGAGAAGGGOGCAT GATATCGCGGTACT TGCTCTTAGGCT - - - - - - - - - - TGCAC
CGCGTGCAAGCTGTATGGEGGCAACT AATGGTTAT GGGCT TGAGT GGGAGAAGGGOGCAT GATATCGCGGTACT TGCTCTTAGGCT - - - - - - - - - - TGCAC
CGCGTGCAAGCTGTATGEGGCAACT AAT GGT TAT GGACCT GAGT GGGAGAAGGGOGCAGGATATCGCGGTACT TGCTCTTAGECT - - - - - - - - - - TGCAC
CGCGTGCAAGCT GTATGGGGCAACT AAT GGT TAT GGGOCT GAGT GGGAGAAGGGOGCAGGATATCGCGGTACT TGCTCTTAGECT - - - - - - - - - - TGCAC
CGCGTGCAAGCT GTATGGEGGCAACT AAT GGT TAT GGGOCT GAGT GEGAGAAGGGOGCAGGATAT CGCGGTACT TGCTCTTAGGCT - - - - - - - - - - TGCAC
CGCGTGCAAGCT GTATGGGGCAACT AAT GGT TAT GGGOCT GAGT GGGAGAAGGGOGCAGGATATCGCGGTACT TGCTCTTAGGCT - - - - - - - - - - TGCAC
CGCGTGCAAGCT GTATGGEGGCAACT AAT GGT TAT GGGOCT GAGT GGGAGAAGGGOGCAGGATATCGCGGTACT TGCTCTTAGGCT - - - - - - - - - - TGCAC
CGCGTGCAAGCT GTATGGGGCAACT AAT GGTTAT GGGEOCT GAGT GGGAGAAGGGOGCAGGATATCGCGGTACT TGCTCTTAGGCT - - - - - - - - - - TGCAC
CGCGTGCAAGCT GTATGEGGCAACT AAT GGT TAT GGGEOCT GAGT GGGAGAAGGGOGCAGGATATCGCGGTACT TGCTCTTAGECT - - - - - - - - - - TGCAC
CGCGTGCAAGCT GTATGGGGCAACT AAT GGT TAT GGGEOCT GAGT GGGAGAAGGGOGCAGGATATCGCGGTACT TGCTCTTAGECT - - - - - - - - - - TGCAC
CGCGTGCAAGCT GTATGGGGCAACT AAT GGT TAT GGGOCT GAGT GEGAGAAGGGOGCAGGATAT CGCGGTACT TGCTCTTAGGCT - - - - - - - - - - TGCAC
CGCGTGCAAGCT GTATGGGGCAACT AAT GGT TAT GGGOCT GAGT GGGAGAAGGGOGCAGGATAT CGCGGTACT TGCTCTTAGGCT - - - - - - - - - - TGCAC
CGCGTGCAAGCT GTATGGEGGCAACT AAT GGT TAT GGGEOCT GAGT GEGAGAAGGGOGCAGGATATCGCGGTACT TGCTCTTAGGCT - - - - - - - - - - TGCAC
CGCGTGCAAGCTGTATGGGGCAACT AAT GGTTAT GGGEOCT GAGT GGGAGAAGGGOGCAGGATATCGCGGTACT TGCTCTTAGGCT - - - - - - - - - - TGCAC
CGCGTGCAAGCTGTATGEGGCAACT AAT GGT TAT GGGEOCT GAGT GGGAGAAGGGOGCAGGATATCGCGGTACT TGCTCTTAGGCT - - - - - - - - - - TGCAC
CGCGTGCAAGCT GTATGGGGCAACT AAT GGT TAT GGGOCT GAGT GGGAGAAGGGOGCAGGATATCGCGGTACT TGCTCTTAGECT - - - - - - - - - - TGCAC
CGCGTGCAAGCT GTATGGGGCAACT AAT GGT TAT GGGOCT GAGT GEGAGAAGGGOGCAGGATAT CGCGGTACT TGCTCTTAGGCT - - - - - - - - - - TGCAC
CGCGTGCAAGCT GTATGGGGCAACT AAT GGT TAT GGGEOCT GAGT GGGAGAAGGGOGCAGGATATCGCGGTACT TGCTCTTAGGCT - - - - - - - - - - TGCAC
CGCGTGCAAGCT GTATGGEGGCAACT AAT GGT TAT GGACCT GAGT GGGAGAAGGGOGCAGGATATCGCGGTACT TGCTCTTAGGCT - - - - - - - - - - TGCAC
CGCGTGCAAGCT GTATGGGGCAACT AATGGTTAT GGACCT GAGT GGGAGAAGGGOGCAGGATATCGCGGTACT TGCTCTTAGGCT - - - - - - - - - - TGCAC
CGCGTGCAAGCTGTATGGGGCAACT AAT GGT TAT GGACCT GAGT GGGAGAAGGGOGCAGGATATCGCGGTACT TGCTCTTAGGCT - - - - - - - - - - TGCAC
CGCGTGCAAGCT GTATGGGGCAACT AAT GGT TAT GGACCT GAGT GGGAGAAGGGOGCAGGATATCGCGGTACT TGCTCTTAGECT - - - - - - - - - - TGCAC
CGCGTGCAAGCT GTATGGGGCAACT AAT GGT TAT GGACCT GAGT GEGAGAAGGGOGCAGGATAT CGCGGTACT TGCTCTTAGGCT - - - - - - - - - - TGCAC
CGCGTGCAAGCT GTATGGGGCAACT AAT GGT TAT GGACCT GAGT GGGAGAAGGGOGCAGGATATCGCGGTACT TGCTCTTAGGCT - - - - - - - - - - TGCAC
CGCGTGCAAGCT GTATGGEGGCAACT AAT GGT TAT GGACCT GAGT GGGAGAAGGGOGCAGGATATCGCGGTACT TGCTCTTAGGCT - - - - - - - - - - TGCAC
CGCGTGCAAGCTGTATGGGGCAACT AAT GGTTAT GGACCT GAGT GGGAGAAGGGOGCAGGATATCGCGGTACT TGCTCTTAGGCT - - - - - - - - - - TGCAC
CGCGTGCAAGCTGTATGGGGCAACT AAT GGT TAT GGACCT GAGT GGGAGAAGGGOGCAGGATATCGCGGTACT TGCTCTTAGRCT - - - - - - - - - - TGCAC
CGCGTGCAAGCT GTATGGGGCAACT AAT GGT TAT GGACCT GAGT GGGAGAAGGGOGCAGGATATCGCGGTACT TGCTCTTAGECT - - - - - - - - - - TGCAC
CGCGTGCAAGCT GTATGGGGCAACT AAT GGT TAT GGACCT GAGT GEGAGAAGGGOGCAGGATAT CGCGGTACT TGCTCTTAGGCT - - - - - - - - - - TGCAC
CGCGTGCAAGCT GTATGGGGCAACT AAT GGT TAT GGACCT GAGT GGGAGAAGGGOGCAGGATATCGCGGTACT TACTCTTAGGCT - - - - - - - - - - TACAC
CGCGTGCAAGCT GTATGGGGCAACT AAT GGT TAT GGACCT GAGT GGGAGAAGGGOGCAGGATATCGCGGTACT TACTCTTAGGCT - - - - - - - - - - TACAC
CGCGTGCAAGCTGTATGGGGCAACT AAT GGTTAT GGACCT GAGT GGGAGAAGGGOGCAGGATATCGCGGTACT TACTCTTAGGCT - - - - - - - - - - TACAC
CGCGTGCAAGCTGTATGGGGCAACT AAT GGT TAT GGACCT GAGT GGGAGAAGGGOGCAGGATATCGCGGTACT TACTCTTAGGCT - - - - - - - - - - TACAC
CGOGTGCAAGCT GTATGGGGCAACT AAT GGT TAT GGACCT GAGT GGGAGAAGGGOGCAGGATATCGCGGTACT TACTCTTAGECT - - - - - - - - - - TACAC
CGCGTGCAAGCT GTATGGGGCAACT AAT GGT TAT GGACCT GAGT GEGAGAAGGGOGCAGGATAT CGCGGTACT TACTCTTAGGCT - - - - - - - - - - TACAC
CGCGTGCAAGCT GTATGGGGCAACT AAT GGT TAT GGACCT GAGT GGGAGAAGGGOGCAGGATATCGCGGTACT TACTCTTAGGCT - - - - - - - - - - TACAC
CGCGTGCAAGCT GTATGGGGCAACT AAT GGT TAT GGACCT GAGT GGGAGAAGGGOGCAGGATATCGCGGTACT TACTCTTAGGCT - - - - - - - - - - TACAC

CGCGT GCAAGCTATAT GGGGCAACTAATGGT TATGGATCTGAGT GBGAGAAGGGC- - - - = = === = == m = m s m s oo m oo o e oo oo oo
CGTGT GCAAGCTATAT GGGGCAACTAATGGT TATGGATCTGAGT GBGAGAAGGGC- - - - = = === = === m = s s m o s oo mmm oo mom oo oo oo
CGTGT GCAAGCTATAT GGGGCAACTAAT GGT TATGGATCTGAGT GBGAGAAGGBGC- - - = = = = == = = = === === m s oo mm oo ommomoomoooooo o

CGCGT GCAAGCT GTAT GGAGCAACT GAT GGT TAT GGACCT GAGT GGGAGAAGGGECGCA- GATATCGCGGTACTTGITTTTAGSCT- - - - - - - - - - TGCAC
CGCGT GCAAGCT GTATGGGGCAACTAAT GGT TAT GGACCT GAGT GGGAGAAGGGECGCAGGATATCGCGGTACT TACTCTTAGCT - - - - - - - - - - TACAC
CGCGT GCAAGCT GTATGGGGCAACTAAT GGT TAT GGACCT GAGT GGGAGAAGGGECGCAGGATAT CGCGGTACT TACTCTTAGCT - - - - - - - - - - TACAC
CGCGT GCAAGCT GTATGGGGECAACTAAT GGT TAT GGACCT GAGT GGGAGAAGGGECGCAGGATATCGCGGTACT TACTCT TAGECT - - - - - - - - - - TACAC
CGCGT GCAAGCT GTATGGGGECAACTAAT GGT TAT GGACCT GAGT GGGAGAAGGGECGCAGGATAT CGCGGTACT TACTCTTAGCT - - - - - - - - - - TACAC
CGCGT GCAAGCT GTAT GGGGCAACT AAT GGT TAT GGACCT GAGT GGGAGAAGGECGCAGGATATCGCGGTACTTACTCTTAGCT - - - - - - - - - - TACAC
CGCGT GCAAGCT GTAT GGGGCAACTAAT GGT TAT GGACCT GAGT GGGAGAAGGECGCAGGATATCGCGGTACT TACTCTTAGECT - - - - - - - - - - TACAC
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ACGCGCAGCTATTATAGTAGT CGGGGGACTTGGGT TTTTATCGGT TAGCTCGGTTTT!
ACGCGCAGCTATTATAGTAGT CGGGGGACTTGGGT TTTTATCGGT TAGCTCGGTTTT!
ACGCGCAGCTATTATAGTAGT CGGGGGACTTGGGT TTTTATCGGT TAGCTCGGTTTT!

GICTGTAGCTCCGACA- - - - - - --------- GGGTTTTCAATGGCTAATACAATTTCCCCTAGT TATGCTAGAATAGAGGTATCGCATTCAG ATAATAA
GTCTGTAGCTCCGACA- - - - - - --------- GGGGT TTAAACGGCTAATACAATTTCTCCTAGT TGT GT TAGAATAGAGGTATCGCATTCAG ATAATAA
GICTGTAGCTCCGACA- - - - - - === == - - - - GGGCCTTCAATGGCTAATACAATTTCCCCTAGT TGT GCTAGAATAGAGGTATCGCATTCAG- ATAATAA
GICTGTAGCTCCGACA- - - - - - === === - - - GGGTTTTCAACGGCTAATACAATTTCCCCTAGT TGT GTTAGAATAGAGGTATCGCATTCAG ATAATAA
GICTGTAGCTCCGACA- - - - - - - -------- GGGTTTTCAACGGCTAATACAATTTCCCCTAGT TGT GTTAGAATAGAGGTATCGCATTCAG ATAATAA
GICTGTAGCTCCGACA- - - ------------ GGGTTTTCAACGGCTAATACAATTTCCCCTAGT TGT GTTAGAATAGAGGTATCGCATTCAG ATAATAA
GICTGTAGCTCCGACA- - - ------------ GGGTTTTCAACGGCTAATACAATTTCCCCTAGT TGT GTTAGAATAGAGGTATCGCATTCAG ATAATAA
GICTGTAGCTCCGACA- - - ------------ GGGTTTTCAACGGCTAATACAATTTCCCCTAGT TGT GTTAGAATAGAGGTATCGCATTCAG ATAATAA
GICTGTAGCTCCGACA- - - - - - === == - - -~ GGGTTTTCAACGGCTAATACAATTTCCCCTAGI TGT GTTAGAATAGAGGTATCGCATTCAG- ATAATAA
GICTGTAGCTCCGACA- - - - - - === == - - -~ GGGTTTTCAACGGCTAATACAATTTCCCCTAGT TGT GTTAGAATAGAGGTATCGCATTCAG- ATAATAA
GICTGTAGCTCCGACA- - - - - - - -------- GGGTTTTCAACGGCTAATACAATTTCCCCTAGT TGT GTTAGAATAGAGGTATCGCATTCAG ATAATAA
GICTGTAGCTCCGACA- - - ------------ GGGTTTTCAACGGCTAATACAATTTCCCCTAGT TGT GTTAGAATAGAGGTATCGCATTCAG ATAATAA
GICTGTAGCTCCGACA- - - - - ---------- GGGTTTTCAACGGCTAATACAATTTCCCCTAGT TGT GTTAGAATAGAGGTATCGCATTCAG ATAATAA
GITCTGTAGCTCCGACA- - - - - ---------- GGGTTTTCAACGGCTAATACAATTTCCCCTAGT TGT GTTAGAATAGAGGTATCGCATTCAG ATAATAA
GICTGTAGCTCCGACA- - - - - - === == - - -~ GGGTTTTCAACGGCTAATACAATTTCCCCTAGI TGT GTTAGAATAGAGGTATCGCATTCAG- ATAATAA
GICTGTAGCTCCGACA- - - - - - === == - - -~ GGGTTTTCAACGGCTAATACAATTTCCCCTAGT TGT GTTAGAATAGAGGTATCGCATTCAG- ATAATAA
GICTGTAGCTCCGACA- - - - - - - -------- GGGTTTTCAACGGCTAATACAATTTCCCCTAGT TGT GTTAGAATAGAGGTATCGCATTCAG ATAATAA
GICTGTAGCTCCGACA- - - ------------ GGGTTTTCAACGGCTAATCCAATTTCCCCGAGT GATGT TAGAATAGAGGTGTTGCATTCAG- ATACTAA
GICTGTAGCTCCGACA- - - - - ---------- GIGTTTTCAACGGCTAATCCAAT TTCCCCGAGT GATGT TAGAATAGAGGT GTCGCATTCAG- ATACTAA
GICTGTAGCTCCGACA- - - - - ---------- GGGTTTTCAACGGCTAATACAATTTCCCCTTGT TGT GT TAGAATAGAGGTATCGCATTCAG ATAATAA
GICTGTAGCTCCGACA- - - - - - === == - - -~ GGGTTTTCAACGGCTAATACAATTTCCCCTTGI TGT GTTAGAATAGAGGTATCGCATTCAG- ATAATAA
GICTGTAGCACCGACA- - - - - - === == ===~ GGGTTTTCAACGGCTAATACAATTTCCCCTTGT TGT GTTAGAATAGAGGTATCGCATTCAG- ATAATAA
GICTGTAGCTCCGACA- - - - - - - -------- GGGTTTTCAACGGCTAATACAATTTCCCCTTGT TGT GTTAGAATAGAGGTATCGCATTCAG- ATAATAA
GICTGTAGCTCCGACA- - - ------------ GGGTTTTCAACGGCTAATACAATTTCCCCTTGT TGT GTTAGAATAGAGGTATCGCATTCAG ATAATAA
GICTGTAGCTCCGACA- - - - - ---------- GGGTTTTCAACGGCTAATACAATTTCCCCTTGT TGT GTTAGAATAGAGGTATCGCATTCAG ATAATAA
GICTGTAGCTCCGACA- - - - - ---------- GGGTTTTCAACGGCTAATACAATTTCCCCTTGT TGT GT TAGAATAGAGGTATCGCATTCAG ATAATAA
GICTGTAGCTCCGACA- - - - - - === == - - -~ GGGTTTTCAACGGCTAATACAATTTCCCCTTGI TGT GTTAGAATAGAGGTATCGCATTCAG- ATAATAA
GICTGTAGCTCCGACA- - - - - - === == - - -~ GGGTTTTCAACGGCTAATACAATTTCCCCTTGT TGT GTTAGAATAGAGGTATCGCATTCAG- ATAATAA
GICTGTAGCTCCGACA- - - - - - - -------- GGGTTTTCAACGGCTAATACAATTTCCCCTTGT TGT GTTAGAATAGAGGTATCGCATTCAG- ATAATAA
GICTGTAGCTCCGACA- - - ------------ GGGTTTTCAACGGCTAATACAATTTCCCCTTGT TGT GTTAGAATAGAGGTATCGCATTCAG ATAATAA
GICTGTAGCTCCGACA- - - ------------ GGGTTTTCAACGGCTAATACAATTTCCCCTTGT TGT GTTAGAATAGAGGTATCGCATTCAG ATAATAA
GTCTGTAGCTCCGACA- - - - - ---------- GGGTTTTCAACGGCTAATACAATTTCCCCTTGT TGT GT TAGAATAGAGGTATCGCATTCAG ATAATAA
GICTGTAGCTCCGACA- - - - - - === == - - -~ GGGTTTTCAACGGCTAATACAATTTCCCCTTGI TGT GTTAGAATAGAGGTATCGCATTCAG- ATAATAA
GICTGTAGCTCCGACA- - - - - - === == - - -~ GGGTTTTCAACGGCTAATACAATTTCCCCTTGT TGT GTTAGAATAGAGGTATCGCATTCAG- ATAATAA
GICTGTAGCTCCGACA- - - - - - - -------- GGGTTTTCAACGGCTAATACAATTTCCCCTTGT TGT GTTAGAATAGAGGTATCGCATTCAG- ATAATAA
GICTGTAGCCCCGACA- - - ------------ GGGTTTTCAACGGCTAATACAATTTCCCCTAGCTGI GTTAGAATAGAGGTATCGCATTCAG ATAATAA
GICTGTAGCTCCGACA- - - - - - --------- GGGTTTTCAATGGCTAATACAATTTCCCCTAGT TATGCTAGAATAGAGGTATCGCATTCAG ATAATAA
GICTGTAGCTCCGACA- - - - - ---------- GGGTTTTCAATGGCTAATACAATTTCCCCTAGT TATGCTAGAATAGAGGTATCGCATTCAG ATAATAA
GICTGTAGCTCCGACA- - - - - - === == - - -~ GGGTTTTCAATGGCTAATACAATTTCCCCTAGI TATGCTAGAATAGAGGTATCGCATTCAG ATAATAA
GICTGTAGCTCCGACA- - - - - - === == - - -~ GGGTTTTCAATGGCTAATACAATTTCCCCTAGT TATGCTAGAATAGAGGTATCGCATTCAG- ATAATAA
GICTGTAGCTCCGACA- - - - - - - -------- GGGTTTTCAATGGCTAATACAATTTCCCCTAGT TATGCTAGAATAGAGGTATCGCATTCAG ATAATAA
GICTGTAGCTCCGACA- - - ------------ GGGTTTTCAATGGCTAATACAATTTCCCCTAGT TATGCTAGAATAGAGGTATCGCATTCAG ATAATAA
GICTGTAGCTCCGACA- - - - - - --------- GGGTTTTCAATGGCTAATACAATTTCCCCTAGT TATGCTAGAATAGAGGTATCGCATTCAG ATAATAA
GICTGTAGCTCCGACA- - - - - - --------- GGGTTTTCAATGGCTAATACAATTTCCCCTAGT TATGCTAGAATAGAGGTATCGCATTCAG ATAATAA
GICTGTAGCTCCGACA- - - - - - === == - - -~ GGGTTTTCAATGGCTAATACAATTTCCCCTAGT TATGCTAGAATAGAGGTATCGCATTCAG ATAATAA
GICTGTAGCTCCGACA- - - - - - === == - - -~ GGGTTTTCAATGGCTAATACAATTTCCCCTAGT TATGCTAGAATAGAGGTATCGCATTCAG- ATAATAA
GICTGTAGCTCCGACA- - - - - - - -------- GGGTTTTCAATGGCTAATACAATTTCCCCTAGT TATGCTAGAATAGAGGTATCGCATTCAG ATAATAA
GICTGTAGCTCCGACA- - - ------------ GGGTTTTCAATGGCTAATACAATTTCCCCTAGT TATGCTAGAATAGAGGTATCGCATTCAG ATAATAA
GICTGTAGCTCCGACA- - - - - - --------- GGGTTTTCAATGGCTAATACAATTTCCCCTAGT TATGCTAGAATAGAGGTATCGCATTCAG ATAATAA
GICTGTAGCTCCGACA- - - - - - --------- GGGTTTTCAATGGCTAATACAATTTCCCCTAGT TATGCTAGAATAGAGGTATCGCATTCAG ATAATAA
GICTGTAGCTCCGACA- - - - - - === == - - -~ GGGTTTTCAATGGCTAATACAATTTCCCCTAGT TATGCTAGAATAGAGGTATCGCATTCAG ATAATAA
GICTGTAGCCCCGACA- - - - - - === == - - - - GGGTTTTCAACGGCTAATACAATTTCCCCTAGCTGI GTTAGAATAGAGGTATCGCATTCAG- ATAATAA
GICTGTAGCCCCGACA- - - - - - - -------- GGGTTTTCAACGGCTAATACAATTTCCCCTAGCTGI GTTAGAATAGAGGTATCGCATTCAG ATAATAA
GICTGTAGCCCCGACA- - - - - ---------- GGGTTTTCAACGGCTAATACAATTTCCCCTAGCTGI GTTAGAATAGAGGTATCGCATTCAG ATAATAA
GICTGTAGCCCCGACA- - - - - - --------- GGGTTTTCAACGGCTAATACAATTTCCCCTAGCTGT GTTAGAATAGAGGTATCGCATTCAG ATAATAA
GICTGTAGCCCCGACA- - - - - - - -----=--- GGGTTTTCAACGGCTAATACAATTTCCCCTAGCTGI GTTAGAATAGAGGTATCGCATTCAG ATAATAA
GICTGTAGCCCCGACA- - - - - - === == - - - - GGGTTTTCAACGGCTAATACAATTTCCCCTAGCTGI GTTAGAATAGAGGTATCGCATTCAG- ATAATAA
GICTGTAGCCCCGACA- - - - - - === == - -~ - GGGTTTTCAACGGCTAATACAATTTCCCCTAGCTGI GTTAGAATAGAGGTATCGCATTCAG ATAATAA
GICTGTAGCCCCGACA- - - - - - - -------- GGGTTTTCAACGGCTAATACAATTTACCCTAGCTGI GTTAGAATAGAGGTATCGCATTCAG ATAATAA
GICTGTAGCCCCGACA- - - - - ---------- GGGTTTTCAACGGCTAATACAATTTCCCCTAGCTGI GTTAGAATAGAGGTATCGCATTCAG ATAATAA
GICTGTAGCCCCGACA- - - - - - --------- GGGTTTTCAACGGCTAATACAATTTCCCCTAGCTGT GTTAGAATAGAGGTATCGCATTCAG ATAATAA
GICTGTAGCCCCGACA- - - - - - - -------- GGGTTTTCAACGGCTAATACAATTTCCCCTAGCTGI GTTAGAATAGAGGTATCGCATTCAG ATAATAA
GICTGTAGCTCCGACA- - - - - - === == - - -~ GGGTTTTCAACGGCTAATCCAATTTCCCCGAGT GATGT TAGAATAGAGGT GTCGCATTCAG- ATACTAA
GICTGTAGCTCCGACA- - - - - - === == - - -~ GGGTTTTCAACGGCTAATCCAATTTCCCCGAGT GATGT TAGAATAGAGGT GTCGCATTCAG- ATACTAA
GICTGTAGCTCCGACA- - - - - - - -------- GGGTTTTCAACGGCTAATCCAATTTCCCCGAGT GATGT TAGGATAGAGGTGTCGCATTCAG- ATACTAA
GICTGTAGCTCCGACA- - - ------------ GGGTTTTCAACGGCTAATCCAATTTCCCCGAGT GATGT TAGGATAGAGGTGTCGCATTCAG- ATACTAA
GICTGTAGCTCCGACA- - - - - ---------- GGGTTTTCAACGGCTAATCCAAT TTCCCCGAGT GATGT TAGGATAGAGGTGTCGCATTCAG- ATACTAA
GICTGTAGCTCCGACA- - - - - - --------- GGGTTTTCAACGGCTAATCCAATTTCCCCGAGT GATGT TAGGATAGAGGT GTCGCATTCAG- ATACTAA
GICTGTAGCTCCGACA- - - - - - === == - - -~ GGGTTTTCAACGGCTAATCCAATTTCCCCGAGT GATGT TAGGATAGAGGT GTCGCATTCAG- ATACTAA
GICTGTAGCTCCGACA- - - - - - === == - - - - GGGTTTTCAACGGCTAATCCAAT TTCCCCGAGT GATGT TAGGATAGAGGTGTCGCATTCAG- ATACTAA
- TCTGTAGCTCCGACA- - - - - - - -------- GGGCTTTCAACGGCTAATCCAATTTCCCCGAGT GATGT TAGAATAGAGGTATCGCATTCAG- ATACTAA
- TCTGTAGCTCCGACA- - - - - - --------- GGGCTTTCAACGGCTAATCCAAT TTCCCCGAGT GATGT TAGAATAGAGGTATCGCATTCAG- ATACTAA
- TCTGTAGCTCCGACA- - - - - - --------- GGGTTTTCAACGGCTAATCCAAT TTCCCCGAGT GATGT TAGAATAGAGGTGTCGCATTCAG- ATACTAA
- TCTGTAGCTCCGACA- - - - ----------- GGGT TTTCAACGGCTAATCCAATTTCCCCGAGT GATGT TAGAATAGAGGT GTCGCATTCAG- ATACTAA
GICTGTAGCTCCGACA- - - - - - === == - - -~ GGGTTTTCAACGGCTAATCCAATTTCCCCGAGT GATGT TCGAATAGAGGT GTCGCATTCAG- ATACTAA
GICTGTAGCTCCGACA- - - - - - === === - - - GGGTTTTCAACGGCTAATCCAATTTCCCCGAGT GATGT TAGAATAGAGGT GTCGCATTCAG- ATACTAA
GICTGTAGCTCCGACA- - - - - - - -------- GGGTTTTCAACGGCTAATCCAATTTCCCCGAGT GATGT TAGAATAGAGGT GTCGCATTCAG- ATACTAA
GICTGTAGCTCCGACA- - - ------------ GGGTTTTCAACGGCTAATCCAATTTCCCCGAGT GATGT TAGAATAGAGGT GTCGCATTCAG- ATACTAA
GICTGTAGCTCCGACA- - - - - - --------- GGGTTTTCAACGGCTAATCCAAT TTCCCCGAGT GATGT TAGAATAGAGGT GTCGCATTCAG- ATACTAA
GICTGTAGCTCCGACA- - - - - - --------- GGGTTTTCAACGGCTAATCCAATTTCCCCGAGT GATGT TAGAATAGAGGT GTCGCATTCAG- ATACTAA
GICTGTAGCTCCGACA- - - === === === - -~ GGGTTTTCAACGGCTAATCCAATTTCCCCGAGT GATGT TAGAATAGAGGT GTCGCATTCAG- ATACTAA
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TCTATTCCTAATTGTT- - - - - - GTGTACOOCT GATTGTCGCGTAGOCOGGT- - - = - = = - = - = < === == = =< == o s mmx e mosmcaooooo
TCTATTCCTAATTGTT- - - - - - GTGTACOOCTGATTGTCGCGTACOCOGGT- - - = - = = - = = = = == = == === == o s o2 x s mocmeoaooooo
TCTATTCCTAATTGTT- - - - - - GTGTACOOCTGATTGTCGCGTACOTOGG: - - - = - = = = = - = = == = == == s — s oemeoamocome e
TCTTGCTCCAGAAAT CAAGCT GGT GTGOCCT TGOCAATCCCTCOGOCTARAGTTGTG - - - = - =« == == <= r cw o me e e ce e e e e oo
TCTTGCTCCAGAAAT CAAGCT GGT GTGOCCT TGCCAATCCCTCCTCCTAAAATTGI G - - - - - = - = = - = < == < = w mm e e me o ee e e e oo
TCTTGCTCCAGAAAT CAAGCT GAAGT GOCCT TGOCAATCCCTCOGOCTAAAATTGT GA- - - = - = - = = = < ==« =« == x < s cmwomc e e oa o
TCTTGCTCCAGAAAT CAAGCT GGT GTGOCCT TGOCAATCCCTCOGOCTAAAATTGT GA- - - = - = - = = == < == - == <2< <= cowomc e e oe oo
TCTTGCTCCAGAAAT CAAGCT GGT GTGOCCT TGOCAATCCCTCOGOCTAAAATTGTG - - - < - = - == == < == - == === <= coxomc e oo
TCTTGCTCCAGAAAT CAAGCT GGT GTGOCCTTGOCAATCCCTCOGOCTAAAATTGTG - - - = - = - = = == = == £ == == s o m e oeomeomeoe oo
TCTTGCTCCAGAAAT CAAGCT GGT GTGOCCT TGOCAATCCCTCOGOCTAAAATTGIG - - - - - =« = = == == r < w me e rce e e e e oo
TCTTGCTCCAGAAAT CAAGCT GGT GTGOCCT TGCCAATCCCTCOGOCTAAAATTGIG: - - - = - = - = = - = < == < = w2 w e e me e e e e oo
TCTTGCTCCAGAAAT CAAGCT GGT GTGOCCT TGOCAATCCCTCOGOCTAAAATTGI G - - - = - = - = = = < == - = x == x o s cmw o me e e oe o
TCTTGCTCCAGAAAT CAAGCT GGT GTGOCCT TGOCAATCCCTCOGCCTAAAATTGT G - - - < - = - = = == < == - == <2< <= mwomc e e oe oo
TCTTGCTCCAGAAAT CAAGCT GGT GTGOCCT TGOCAATCCCTCOGOCTAAAATTGTG: - - - < - = - = = == < == - == == <<= coxomc e e e
TCTTGCTCCAGAAAT CAAGCT GGT GTGOCCT TGOCAATCCCTCOGOCTAAAATTGTGA- - - - - = - = = === == - == == s o= e oeomcoa e e oo
TCTTGCTCCAGAAAT CAAGCT GGT GTGOCCT TGOCAATCCCTCOGOCTAAAATTGTGA- - - - - =« = = = = ==+ < x o e om e ce e e e e oo
TCTTGCTCCAGAAAT CAAGCT GGT GTGOCCT TGOCAATCCCTCOGOCTAAAATTGT GA- - - - - = - = = - = < == < == <= w e e ce e e e e oo
TCTTGCTCCAGAAAT CAAGCT GGT GTGOCCT TGOCAATCCCTCOGOCTAAAATTGT GA- - - = - = - = = = = < == - =« <= x < s xcw o mc e e oe o
TCTTGCTCCAGAAAT CAAGCT GGT GTGOCCT TGOCAATCCCTCOGOCTAAAATTGT GA- - - = - = - = = == < == - == <2< <= coxomc e e oe oo
TCTTGCTCCAGAAAT CAAGCT GGT GTGOCCT TGOCAATOCCTCOGOCTAAAATTGTGA- - - < - = - = = == < == - == === <= oxomcoa oo oo
TCTTGCTCCAGAAAT CAAGCT GGT GTGOCCTTGCTAATCCCTCCACCTAAAATTGIG - - - < - = - = = === == s = x == s om e oeomeom e e
TCTTGCTCCAGAAATCAAGCTGGTGTGOCCTTGCTA: - - - - - - - - CCTAAAATTGTGACAGEGGTTA: - - - - = =< <= s os e mme e e o
TCTTGCTCCAGAAAT CAAGCT GGT GTGOCCAT GOCAATCCCTCOGOCTAAAATTGI G - - - - - - « = = - = < == < =« 2w < w e me o me e e e
TCTTGCTCCAGAAAT CAAGCT GGT GTGOCCT TGOCAATCCCTCOGOCTAAAATTGI G - - - = - = - = = == < == - = x <= x o s cmw o mc e e oe o
TCTTGCTCCAGAAAT CAAGCT GGT GTGOCCT TGOCAATCCCTCOGCCTAAAATTGT G - - - < - = - = = = =< == - == <2< o= cmxomc e e oe oo
TCTTGCTCCAGAAAT CAAGCT GGT GTGOCCT TGOCAATCCCTCOGOCTAAAATTGTG: - - - < - = - == === == - == <2< o= oxomcoa oo oo
TCTTGCTCCAGAAAT CAAGCT GGT GTGOCCTTGOCAATCCCTCOGOCTAAAATTGTG - - - - - = - = = == = == £ == == s o m e oeome e e e oo
TCTTGCTCCAGAAAT CAAGCT GGT GTGOCCT TGOCAATCCCTCOGOCTAAAATTGIG - - - - - =« == == == r < x mme e e ce e e e e oo
TCTTGCTCCAGAAAT CAAGCT GGT GTGOCCT TGOCAATCCCTCOGOCTAAAATTGT G - - - = - = - = = - = < == < = w = c e e me o me e e e oo
TCTTGCTCCAGAAAT CAAGCT GGT GTGOCCT TGOCAATCCCTCOGOCTAAAATTGT G - - - = - = - = = == < == - = x == x o s xmwome e e oa o
TCTTGCTCCAGAAAT CAAGCT GGT GTGOCCT TGOCAATCCCTCOGOCTAAAATTGT GA- - - = - = - = = == < == - == <2< <= coxomc e e e oo
TCTTGCTCCAGAAAT CAAGCT GGT GTGOCCT TGOCAATCCCTCOGOCTAAAATTGTGA- - - < - = - = = == < == - == === <= cxomc oo oo oo
TCTTGCTCCAGAAAT CAAGCT GGT GTGOCCT TGOCAATCCCTCOGOCTAAAATTGTGA- - - - - = - = = == = == - == == s o= e oeomcomnoe oo
TCTTGCTCCAGAAAT CAAGCT GGT GTGOCCT TGOCAATCCCTCOGOCTAAAATTGTGA- - - - - =« = = = = == £ < w mm e omrce e e e e oo
TCTTGCTCCAGAAAT CAAGCT GGT GTGOCCT TGOCAATCCCTCOGOCTAAAATTGT G - - - = = = - = = = = < == < = w = w e e me o me e e e oo
TCTTGCTCCAGAAAT CAAGCT GGT GTGOCCT TGOCAATCCCTCOGOCTAAAATTGI G - - - = = = - = = == < ==« = x =2 x < s xmw o me e e oe oo
TCTTGCTCCAGAAAT CAAGCT GGT GTGOCCT TGOCAATCCCTCOGCCTAAAATTGT G - - - < - = - == == < == - == == x o= e oxomc e e oe o
TCTTGCTCCAGAAAT CAAGCT GGT GTGOCCT TGOCAATCCCTCOGOCTAAAATTGTGA- - - = - = - = = == < == - == === <= oxomc oo oe oo
TCTTGCTCCAGAAAT CAAGCT GGT GTGOCCT TGOCAATCCCTCCTCCTAAAATTGTGA- - - - - = - = = == < == - == == s om e oeomc e e e
TCTTGCTCCAGAAAT CAAGCT GGT GTGOCCT TGOCAATCCCTCOGOCTAAAGTTGTGA- - - - - = - = = = = == x < w m e om e ce e e e e oo
TCTTGCTCCAGAAAT CAAGCT GGT GTGOCCT TGCCAATCCCTCOGOCTAAAGT TGTGA- - - - - = - = = - = < == < = w = x e e me e e e e oo
TCTTGCTCCAGAAAT CAAGCT GGT GTGOCCT TGOCAATCCCTCOGOCTAAAGT TGT GA- - - = - = - = = = < == - =« == x o s cmw o oc e e e oo
TCTTGCTCCAGAAAT CAAGCT GGT GTGOCCT TGOCAATCCCTCOGCCTAAAGT TGTGA- - - = - = - = = == < == - == == c o= coxomc e e oa oo
TCTTGCTCCAGAAAT CAAGCT GGT GTGOCCT TGOCAATOCCTCOGOCTAAAGT TGTGA- - - < - = - = = == < == - == === <= oxomc e oo oo
TCTTGCTCCAGAAAT CAAGCT GGT GTGOCCT TGOCAATCCCTCOGOCTAAAGT TGTGA- - - - - = - = = === == £ == == s o s s oeomeom e e oo
TCTTGCTCCAGAAAT CAAGCT GGT GTGOCCT TGOCAATCCCTCOGOCTAAAGT TGTGA- - - - - =« = = = = == £ < w mmeom e ce e e e e oo
TCTTGCTCCAGAAAT CAAGCT GGT GTGOCCT TGCCAATCCCTCOGOCTAAAGTTGTGA- - - - - = - = = - = < == < = w = s e e oe e e e oo oo
TCTTGCTCCAGAAAT CAAGCT GGT GTGOCCT TGOCAATCCCTCOGOCTAAAGT TGT GA- - - = - = - = = = < ==« =« == x < s xcw o oc e e oe oo
TCTTGCTCCAGAAAT CAAGCT GGT GTGOCCT TGOCAATOCCTCOGOCTAAAGT TGTG
TCTTGCTCCAGAAAT CAAGCT GGTGTGOCCT TGOCAATCCCTCOGOCTAAAGT TGTG
TCTTGCTCCAGAAAT CAAGCTGGTGTGOCCT TGOCAATCCCTCOGOCTAAAGTTGTG
TCTTGCTCCAGAAAT CAAGCTGGT GTGOCCT TGOCAATCCCTCOGOCTAAAGTTGTG:
TCTTGCTCCAGAAAT CAAGCT GGT GTGOCCTTGOCAATOCCTCOGOCTAAAGTTGIG - - -
TCTTGCTCCAGAAAT CAAGCT GGT GTGOCCTTGOCAATOCCTCOGOCTAAAGT TGTG - - -
TCTTACTCCAGGTATCAAGCT GGT GTGOCCT TGOCAATCCCTCOGCCTAAAGT TGTGA- - - = - = - == == < == - == == c o= coxomc e e e
TCTTACTCCAGGTATCAAGCT GGT GTGOCCT TGOCAATOCCTCOGOCTAAAGT TGTGA- - - = - = - == == < == - == <2< o= coxomc e oo oo
TCTTACTCCAGGTATCAAGCT GGT GTGOCCTTGOCAATCCCTCOGOCTAAAGT TGTGA- - - - - = - = = === == - == == s om e oeomeoa e e
TCTTACTCCAGGTATCAAGCT GGT GTGOCCT TGOCAATCCCTCOGOCTAAAGT TGTGA- - - - - =« = = = = == £ = w o e om e ce e e e e oo
TCTTACTCCAGGTATCAAGCT GGT GTGOCCT TGCCAATCCCTCOGOCTAAAGTTGI G - - - = - = - = = = = < == < = w = m e e me e e e e oo
TCTTACTCCAGGTATCAAGCT GGT GTGOCCT TGOCAATCCCTCOGOCTAAAGT TGT G - - - = - = - = = == < ==« = x == x o s e mwomc e e oe o
TCTTACTCCAGGTATCAAGCT GGT GTGOCCT TGOCAATCCCTCOGCCTAAAGT TGTGr - - - < - = - == == < == - == == x o s s owomc e e oe oo
TCTTACTCCAGGTATCAAGCT GGT GTGOCCT TGOCAATCCCTCOGOCTAAAGT TGTG - - - < - = - =< == < == - == == c o2 e oxomc e oo
TCTTACTCCAGGTATCAAGCT GGT GTGOCCTTGOCAATCCCTCOGOCTAAAGT TGTGA- - - = - = - = = == = == £ == == s om e oeomcoa e e oo
TCTTACTCCAGGTATCAAGCT GGT GTGOCCTTGOCAATCCCTCOGOCTAAAGTTGTG - - - = - =« == = = == s < w me e e ce e e e e oo
TCTTACTCCAGGTATCAAGCT GGT GTGOCCT TGCCAATCCCTCOGOCTAAAGTTGT G - - - = - = - = = = = = == < = x = m e e me o me e e e oo
TCTTGCTCCAGAAAT CAAGCT GGT GTGOCCT TGCTAATCCCTCCACCTAAAATTGIG - - - = - = - =« == < ==« = x == x o s e mwome e e oe o
TCTTGCTCCAGAAAT CAAGCT GGT GTGOCCT TGCTAATCCCTCCACCTAAAATTGT G - - - < - = - = = == < ==« == == c o wcowomc e e oa oo
TCTTGCTCCAGAAAT CAAGCT GGT GTGOCCT TGCTAATCCCTCCACCTAAAATTGTGA- - - < - = - = < == < == - == === o= oxomc e e oo
TCTTGCTCCAGAAAT CAAGCT GGT GTGOCCTTGCTAATCCCTCCACCTAAAATTGTGA- - - - - = - = = === == £ == == s om e oeome e e e oo
TCTTGCTCCAGAAAT CAAGCT GGT GTGOCCT TGCTAATCCCTCCACCTAAAATTGTGA- - - - - =« = = == == r < x me e e ce e e e e
TCTTGCTCCAGAAAT CAAGCT GGT GTGOCCT T GCTAATCCCTCCACCTAAAATTGT GA- - - - - = - = = - = < == < = w2 m e e me e e e e oo
TCTTGCTCCAGAAAT CAAGCT GGT GTGOCCT TGCTAATCCCTCCACCTAAAATTGI G - - - = - = - =« == < == - =« == x o s e mw o mc e e oa o
TCTTGCTCCAGAAAT CAAGCT GGT GTGOCCT TGCTAATCCCTCCACCTAAAATTGT G - - - < - = - == ==« <=« 2w <2 xowxoeooeoaeoe oo
TCTTGCTCCAGAAAT CAAGCT GGT GTGOCCTTGCTAATCCCTCCACCTAAAAT TGT GACAGGGGTTATTAGTCGTGT TGGTCCTGTTATGT TGS
TCTTGCTCCAGAAAT CAAGCT GGT GTGOCCTTGCTAATCCCTCCACCTAAAAT TGTGACAGEGGTTATTAGTCGTGT TGGTCCTGTTATGT TGS
TCTTGCTCCAGAAATCAAGCT GGT GTGOCCTTGCTAATCCCTCCACCTAAAAT TGTGACAGGGGTTATTAGTCGTGT TGGTCCTGTTATGT TGS
TCTTGCTCCAGAAAT CAAGCT GGT GTGOCCTTGCTAATCCCTCCACCTAAAATTGT GACAGGGGT TATTAGT CGTGT TGGTCCTGTTATGI TG
TCTTGCTCCAGAAAT CAAGCT GGT GTGOCCT TGCTAATCCCTCCACCTAAAATTGT GA- - - = - - « = = = =< ==« = w2 x == rm e m e e e o e
TCTTGCTCCAGAAAT CAAGCT GGT GTGOCCT TGCTAATCCCTCCACCTAAAATTGI G - - - < - = - = = == < ==« == == x o mcmxomc e o oe oo
TCTTGCTCCAGAAAT CAAGCT GGT GTGOCCT TGCTAATCCCTCCACCTAAAATTGTGA- - - < - = - = = == < == - == == <<= coxomc e e oo
TCTTGCTCCAGAAAT CAAGCT GGT GTGOCCTTGCTAATCCCTCCACCTAAAATTGTGA- - - - - = - = = == < == £ == == s o m e oeomeom e e oo
TCTTGCTCCAGAAATCAAGCT GGT GTGOCCT TGCTAATCCCTCCACCTAAAATTGIG - - - = - =« == == == r < w me e e ce e e e e oo
TCTTGCTCCAGAAAT CAAGCT GGT GTGOCCTTGCTAATCCCTCCACCTAAAATTGI G - - - - - = - = = = = < == < = w2 e e e me o ee e e e oo
TCTTGCTCCAGAAAT CAAGCT GGT GTGOCCTTGCTAATCCCTCCACCTAAAATTGTGA- - - < - = - = = = < == - = x <2 xcw e meomc e e e
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Fotul _Tu67  --------- TAAGCAGAGGAGAATAATATTTAAATCCAATTATC:- - - - - TCATCTCCTCTGITGITTCTTTTTCTICT------------ AACTACTTCAG
Fobul _Gl4 ~ ----------------- GGGAGAGAATACTTGAATATAAATAAATACCTCCTTTTCCTCTGCTGT TTATCATCTTC:- - - - - - - - - TTTGAACTACTTCAG
Fogla_ &2 W ---------mmmomoo-- GGAGAGAATACT TGAATATAAATAAATACCTCCTTTTCCTCTGCTGT TTATCATCTTC- - - - - - - - - TTTGAACTACTTCAG
Folgl a_Gl6 --------e--------- GGAGAGAATACT TGAATATAAATAAATACCTCCTTTTCCTCTGCTGTTTATCATCTTC- - - - - - - - - TTTGAACTACTTCAG
Fol @g_001 oo oo oo oo oo oo e e e e e oo o--------

Foniv_010_1 ----------------------- GAATACTTAAATATAAATA: - - - - - - CGGTCGICTCTGCTATTTCTTTTCICT- - - ---------- AACTACTTCAC
Foniv_019_1 -------------mmmmmmoo GAATACTTAAATATAAATA: - - - - - - CGGTCGICTCTGCTATTTCTTTTCICT- - - ---------- AACTACTTCAC
Foniv_021_ 1  ---------mmmmmoooo o GAATACTTAAATATAAATA: - - - - - - CGGTCGICTCTCCTATTTCTTTTCTICT- - - - - - - - - - - - - AACTACTTCAC
Foniv_037_1  --------mmmmmmmaao o GAATACTTAAATATAAATA- - - - - - - CGGTCGICTCTGCTATTTCTTTTCTICT- - - - - -------- AACTACTTCAC
Forom 001 ~  ---------mmiaa oo AGAATACTTAAATATAAATA- - - - - - - CGGTCGICTCTCCTATTTCTTTTCTICT------------- AACTACTTCAC
Forom 004 ------------oooooooo- AGAATACTTAAATATAAATA- - - - - - - CGGTCGICTCTCCTATTTCTTTTCTICT------------- AACTACTTCAC
Foniv_002_1 ---------------------- AGAATACTTAAATATAAATA: - - - - - - CGGTCGICTCTGCTATTTCTTTTCICT------------- AACTACTTCAC
Foniv_015_1 -----------mmmmmmmoo - AGAATACTTAAATATAAATA:- - - - - - - CGGTCGICTCTGCTATTTCTTTTCICT- - - ---------- AACTACTTCAC
FONi V_020_1 @ - ----mmmmmm oo oo oo e oo e eeeoo oo CTCTGCTATTTCTTTTCICT------------- AACTACTTCAC
Fom n_004  -----------moaooo ATAGAATACTTAAATATAAATA- - - - - - - CCGTCGCCTCTGCTATTTCTTTTCICT- - - - - -------- AACTACTTCAC
Fom n_013 ---------mmiaooo- ATAGAATACTTAAATATAAATA- - - - - - - CCGTCGCCTCTCCTATTTCTTTTCTICT------------- AACTACTTCAC
Fom n_005  ------------------- GATAGAATACTTAAATATAAATA- - - - - - - CCGTCGCCTCTCCTATTTCTTTTCICT------------- AACTACTTCAC
Fom n_006  ------------------- GATAGAATACTTAAATATAAATA: - - - - - - CCGTCGCCTCTGCTATTTCTTTTCICT------------- AACTACTTCAC
Fom n_012 ~ ---------------o--- GATAGAATACTTAAATATAAATA: - - - - - - CCGTCGCCTCTGCTATTTCTTTTCICT- - - ---------- AACTACTTCAC
Fom n_016  ------------------- GATAGAATACTTAAATATAAATA: - - - - - - CCGTCGCCTCTCCTATTTCTTTTCTICT- - - - - ------ - - AACTACTTCAC
Forcu_016 --------------n---- GATAGAATACTTAAATATAAATA- - - - - - - CCGTCGCCTCTGCTATTTCTTTTCICT- - - - - - - - - -- - - AACTACTTCAC
Forcu_024 --------mmmmoooo GATAGAATACTTAAATATAAATA- - - - - - - CCGTCGCCTCTCCTATTTCTTTTCTICT------------- AACTACTTCAC
Forcu_031 ---------mmmmooo GATAGAATACTTAAATATAAATA- - - - - - - CCGTCGCCTCTCCTATTTCTTTTCICT------------- AACTACTTCAC
Foniv_005_1 -------------------- ATAGAATACTTAAATATAAATA- - - - - - - CGGTCGICTCTGCTATTTCTTTTCICT------------- AACTACTTCAC
Foluf _001_1 ------------------- ININININNNNNNNNNNNNNNNNNNNN- - - - - - - NNNNNNNCTCTGCTATTTCTTTTCTCT- - - - - - - - - - - - - AACTACTTCAC
FONi V_013 1 - ---cmmmmmm oo oo oo oo oo oo CTCTGCTATTTCTTTTCICT------------- AACTACTTCAC
Forap_PHWB15 ----------- AACAAGGGGCGAGAACATATAAGTATAG - ------ - - CCATCTCATTTGCTCTTATTTCTCACT- - - - - TTACTTCACTTCACTTCAT
Focuc_018 ----------------- GOGGGAAAACATATAAGTATAG - -------- CCATCTCCTTCGCTCTTATTTCTCACTTCACTTGACTTCACTTCACTTCAC
Focuc_021 ----------------- GGGGGAAAACATATAAGTATAG - -------- CCATCTCCTTCGCTCTTATTTCTCACTTCACTTGACTTCACTTCACTTCAC
Focuc_030  ---------------- AGGGGGAAAACATATAAGTATAG - -------- CCATCTCCTTCGCTCTTATTTCTCACTTCACTTGACTTCACTTCACTTCAC
Focuc_037  ----------------- GOGGGAAAACATATAAGTATAG - -------- CCATCTCCTTCGCTCTTATTTCTCACTTCACTTGACTTCACTTCACTTCAC
Focuc_001  -----------m-o--- GOGGGAAAACATATAAGTATAG - ------ - - CCATCTCCTTCGCTCTTATTTCTCACTTCACTTGACTTCACTTCACTTCAC
Focuc_013 ----------mmmonn- GGGGGAAAACATATAAGTATAG - ------- - CCATCTCCTTCGCTCTTATTTCTCACTTCACTTGACTTCACTTCACTTCAC
Focuc_011 ---------------- AGGGGGAAAACATATAAGTATAG - -------- CCATCTCCTTCGCTCTTATTTCTCACTTCACTTGACTTCACTTCACTTCAC
Focuc_015  ---------------- AGGGGGAAAACATATAAGTATAG - -------- CCATCTCCTTCGCTCTTATTTCTCACTTCACTTGACTTCACTTCACTTCAC
Focuc_035  ---------------- AGGGGGAAAACATATAAGTATAG - -------- CCATCTCCTTCGCTCTTATTTCTCACTTCACTTGACTTCACTTCACTTCAC
Fol uf _001_0  GTAAATATAAGAAGCAGCGGAGAGAATATTTAAATATAAATATCT- - - - TTATCACCTCTGCTTTCTCATTTIT--------------------- CTTCAC
Fol uf _002 - TAAATATAAGAAGCAGGGGAGAGAATATTTAAATATAAATATCT- - - - TTATCACCTCTGCTTTCTCATTTT- - - - - - === - == - - - - oo - - CTTCAC
Fopi s_HDV247 --------mmmmomaao o GAGAATATATAAATGCAG --------- CTGCCTCCTCTGCTCTGATTTCTC- - - - - - === === - === - - - - ACTTCAC
Fom n_010  -----------mmmooooo- CGAGTATATATAAATCCAG- - -------- CTGCCTCCTCTCCTCTGATTTCTC- - - - - - === === - === - - - - ACTTCAC
Foniv_002_0  -------------------- CGAGTATATATAAATCCAG- - -------- CTGCCTCCTCTCCTCTGATTTCTC- - - - - - === === - - - - - - - - ACTTCAC
Foniv_015 0 -------------------- CGAGTATATATAAATCCAG- - -------- CTGCCTCCTCTCCTCTGATTTCTIC- - - - - - - ------------- ACTTCAC
Foniv_021 0 -------------------- CGAGTATATATAAATCCAG- - -------- CTGCCTCCTCTGCTCTGATTTCTC- - - - - - - ------------- ACTTCAC
Foniv_005_0 --------------------- GAGTATATATAAATGCAG - -------- CTGCCTCCTCTCCTCTGATTTCTC- - - - - - === - === - - - - - ACTTCAC
Foniv_010_ 0  ----------------m-m-- GAGTATATATAAATGCAG --------- CTGCCTCCTCTGCTCTGATTTCTC- - - - - - === === - - - = - - - - ACTTCAC
Foniv_013 0  --------------mmmmmn- GAGTATATATAAATGCAG --------- CTGCCTCCTCTCCTCTGATTTCTC- - - - - - === === - === - - - - ACTTCAC
Foniv_019 0  --------------------- GAGTATATATAAATGCAG --------- CTGCCTCCTCTCCTCTGATTTCTC- - - - - - === === - - - - - - - - ACTTCAC
Foniv_020 0 --------------------- GAGTATATATAAATGCAG --------- CTGCCTCCTCTCCTCTGATTTCTIC- - - - - - - ------------- ACTTCAC
Foniv_037_0 --------------------- GAGTATATATAAATGCAG - -------- CTGCCTCCTCTCCTCTGATTTCTC - - - - - - - - - - === - - - - - - ACTTCAC
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Fot ul _Tu67 TTCATCAAGACATTACATCTCTTTGCCTCACAACTCTCTTTACTACCTAAGACGTCTCAT- - - - - - - - AGIC------------- CAAACCGTCACCATG
Fobul _Gl14 TTGATCAAGACATTCCATCTCTTTGCCTCACAGCTCTCTTTACTACCTAAGACTTATCAT- - - - - - - - AGIC------------- CAAACCGCCAACATG
Fogl a_Q&2 TTGATCAAGACATTCCATCTCTTTGCCTCACAGCTCTCTTTACTACCTAAGACTTATCAT- - - - - - - - AGIC------------- CAAACCGCCAACATG
Fogl a_G76 TTGATCAAGACATTCCATCTCTTTGCCTCACAGCTCTCTTTACTACCTAAGACTTATCAT- - - - - - - - AGIC------------- CAAACCGCCAACATG
LI T [ R e e T CCAACACAAACCGCCAACATG
Foniv_010_1  TTTAACAAGATATTTCATCTCTTTGCCACACAACTCTCTTTACTACCCAAGACTTCTCAC-------- AGT CCAAACCGCCAACACAAACCGCCAACATG
Foniv_019_1  TTTAACAAGATATTTCATCTCTTTGCCACACAACTCTCTTTACTACCCAAGACTTCTCAG-------- AGT CCAAACCGCCAACACAAACCGCCAACATG
Foniv_021_1  TTTAACAAGATATTTCATCTCTTTGCCACACAACTCTCTTTACTACCCAAGACTTCTCAG-------- AGT CCAAACCGCCAACACAAACCGCCAACATG
Foniv_037_1  TTTAACAAGATATTTCATCTCTTTGCCACACAACTCTCTTTACTACCCAAGACTTCTCAC- ------- AGT CCAAACCGCCAACACAAACCGCCAACATG
Formom 001 TTTAACAAGATATTTCATCTCTTTGCCACACAACTCTCTTTACTACCCAAGACTTCTCAG- - - - - - - - AGT CCAAACCGCCAACACAAACCGCCAACATG
Fonom 004 TTTAACAAGATATTTCATCTCTTTGCCACACAACTCTCTTTACTACCCAAGACTTCTCAC- - - - - - - - AGT CCAAACCGCCAACACAAACCGCCAACATG
Foniv_002_1  TTTAACAAGATATTTCATCTCTTTGCCACACAACTCTCTTTACTACCCAAGACTTCTCAG-------- AGT CCAAACCGCCAACACAAACCGCCAACATG
Foniv_015_1  TTTAACAAGATATTTCATCTCTTTGCCACACAACTCTCTTTACTACCCAAGACTTCTCAG- ------- AGT CCAAACCGCCAACACAAACCGCCAACATG
Foniv_020_1  TTTAACAAGATATTTCATCTCTTTGCCACACAACTCTCTTTACTACCCAAGACTTCTCAC-------- AGT CCAAACCGCCAACACAAACCGCCAACATG
Form n_004 TTTAACAAGATATTTCATCTCTTTGCCACACAACTCTCTTTACTACCCAAGACTTCTCAG- - - - - - - - AGT CCAAACCGCCAACACAAACCGCCAACATG
Fom n_013 TTTAACAAGATATTTCATCTCTTTGCCACACAACTCTCTTTACTACCCAAGACTTCTCAC- - - - - - - - AGT CCAAACCGCCAACACAAACCGCCAACATG
Fom n_005 TTTAACAAGATATTTCATCTCTTTGCCACACAACTCTCTTTACTACCCAAGACTTCTCAC- - - - - - - - AGT CCAAACCGCCAACACAAACCGCCAACATG
Fom n_006 TTTAACAAGATATTTCATCTCTTTGCCACACAACTCTCTTTACTACCCAAGACTTCTCAG- - - - - - - - AGT CCAAACCGCCAACACAAACCGCCAACATG
Fom n_012 TTTAACAAGATATTTCATCTCTTTGCCACACAACTCTCTTTACTACCCAAGACTTCTCAG- - - - - - - - AGT CCAAACCGCCAACACAAACCGCCAACATG
Fom n_016 TTTAACAAGATATTTCATCTCTTTGCCACACAACTCTCTTTACTACCCAAGACTTCTCAG- - - - - - - - AGT CCAAACCGCCAACACAAACCGCCAACATG
Forcu_016 TTTAACAAGATATTTCATCTCTTTGCCACACAACTCTCTTTACTACCCAAGACTTCTCAG- - - - - - - - AGT CCAAACCGCCAACACAAACCGCCAACATG
For cu_024 TTTAACAAGATATTTCATCTCTTTGCCACACAACTCTCTTTACTACCCAAGACTTCTCAG- - - - - - - - AGT CCAAACCGCCAACACAAACCGCCAACATG
Forcu_031 TTTAACAAGATATTTCATCTCTTTGCCACACAACTCTCTTTACTACCCAAGACTTCTCAC- - - - - - - - AGT CCAAACCGCCAACACAAACCGCCAACATG
Foniv_005_1  TTTAACAAGATATTTCATCTCTTTGCCACACAACTCTCTTTACTACCCAAGACTTCTCAG-------- AGT CCAAACCGCCAACACAAACCGCCAACATG
Foluf _001_1  TTTAACAAGATATTTCATCTCTTTGCCACACAACTCTCTTTACTACCCAAGACTTCTCAG-------- AGT CCAAACCGCCAACACAAACCGCCAACATG
Foniv_013_1  TTTAACAAGATATTTCATCTCTTTGCCACACAACTCTCTTTACTACCCAAGACTTCTCAG- ------- AGT CCAAACCGCCAACACAAACCGCCAACATG
Forap_PHWB15 TTCATTGGAACATTCTATCTCTCTCACTTATATCTC- CTTTGCCATCTAAGCCATTTTAGC ------- AAIC------------- CAAACCACCACGATG
Focuc_018 TTCATTGGAACATTGTATCTCTCTCTCTTATATCTCCCAT TGCCGCCTAAGCCATTTTAC - - - - - - - AATC------------- CAAACCACCACGATG
Focuc_021 TTCATTGGAACATTGTATCTCTCTCTCTTATATCTCCCATTGCCGCCTAAGCCATTTTAC - - - - - - - AATG- - ---- - oo - - CAAACCACCACGATG
Focuc_030 TTCATTGGAACATTGTATCTCTCTCTCTTATATCTCCCATTGCCGCCTAAGCCATTTTAG- - - - - - - - AATC------------- CAAACCACCACGATG
Focuc_037 TTCATTGGAACATTGTATCTCTCTCTCTTATATCTCCCATTGCCGCCTAAGCCATTTTAG - - - - - - - AATC------------- CAAACCACCACGATG
Focuc_001 TTCATTGGAACATTGTATCTCTCTCTCTTATATCTCCCATTGCCGCCTAAGCCATTTTAG - - - - - - - AATG------------- CAAACCACCACGATG
Focuc_013 TTCATTGGAACATTGTATCTCTCTCTCTTATATCTCCCATTGCCGCCTAAGCCATTTTAC - - - - - - - AAIC------------- CAAACCACCACGATG
Focuc_011 TTCATTGGAACATTGTATCTCTCTCTCTTATATCTCCCAT TGCCGCCTAAGCCATTTTAC- - - - - - - - AATC------------- CAAACCACCACGATG
Focuc_015 TTCATTGGAACATTGTATCTCTCTCTCTTATATCTCCCATTGCCGCCTAAGCCATTTTAC - - - - - - - AATG- - ---- - oo - - CAAACCACCACGATG
Focuc_035 TTCATTGGAACATTGTATCTCTCTCTCTTATATCTCCCATTGCCGCCTAAGCCATTTTAG- - - - - - - - AATC- - ----------- CAAACCACCACGATG
Foluf _001_0  TTTATCAAGACATTCTATCTCTTTTACATACAGCTCTCTTTGITACTTAAGACTTCTTCG-------- AGT-------------- TAAACCGCCAAGATG
Fol uf _002 TTTATCAAGACATTCTATCTCTTTTACATACAGCTCTCTTTGITACTTAAGACTTCTTCC- - - - - - - - AGT-------------- TAAACCGCCAAGATG
Fopi s_HDV247 TTCATTAGAACATTCCATCTGICCTACTTATACCTCTCTTCAATACTTAACCTTCCTTTCCTTACCTAACT CCTAACCACTTTACCAAACCGCCACCATG
Fom n_010 TTCATTAGAACATTCCATCTGICCTACTTATACCTCTCTTCAATACTTAACCTTCCTTTCCTTTCCTAGCTCCTAACCACT TTACCAAACCGCCACCATG

Foni v_002_0  TTCATTAGAACATTCCATCTGICCTACTTATACCTCTCTTCAATACTTAACCTTCCTTTCCTTTCCTAGCT CCTAACCACTTTACCAAACCGCCACCATG
Foni v_015_0  TTCATTAGAACATTCCATCTGICCTACTTATACCTCTCTTCAATACTTAACCTTCCTTTCCTTTCCTAGCT CCTAACCACTTTACCAAACCGCCACCATG
Foniv_021_0  TTCATTAGAACATTCCATCTGICCTACTTATACCTCTCTTCAATACTTAACCTTCCTTTCCTTTCCTAGCT CCTAACCACTTTACCAAACCGCCACCATG
Foniv_005_0  TTCATTAGAACATTCCATCTGICCTACTTATACCTCTCTTCAATACTTAACCTTCCTTTCCTTTCCTAGCTCCTAACCACTTTACCAAACCGCCACCATG
Foniv_010_0  TTCATTAGAACATTCCATCTGICCTACTTATACCTCTCTTCAATACTTAACCTTCCTTTCCTTTCCTAGCTCCTAACCACTTTACCAAACCGCCACCATG
Foni v_013_0  TTCATTAGAACATTCCATCTGICCTACTTATACCTCTCTTCAATACTTAACCTTCCTTTCCTTTCCTAGCTCCTAACCACTTTACCAAACCGCCACCATG
Foniv_019_0  TTCATTAGAACATTCCATCTGICCTACTTATACCTCTCTTCAATACTTAACCTTCCTTTCCTTTCCTAGCT CCTAACCACTTTACCAAACCGCCACCATG
Foni v_020_0  TTCATTAGAACATTCCATCTGICCTACTTATACCTCTCTTCAATACTTAACCTTCCTTTCCTTTCCTAGCT CCTAACCACTTTACCAAACCGCCACCATG
Foniv_037_0  TTCATTAGAACATTCCATCTGTCCTACTTATACCTCTCTTCAATACTTAACCTTCCTTTCCTTTCCTAGCTCCTAACCACTTTACCAAACCGCCACCATG
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Fot ul _Tu67 CGTCTGCTTATTACCTTGATGCCCTTCCTTCTACCCGT CATGGCCT CTGACCATAAGCAGT GCGACT GCCAGGT TAATAATGECAA- - - - - - - - - - - - - -

Fobul _GL4 CGTCTGCTCATCACCT TGATGCCCT TCCT TCTACCCGT CATGGCCTCT GACCATAAGCAGT GCGACT GCCAGGT TAATAATGGCAA: - - - - - - = - = - - - -
Fogla_&2 CGTCTGCTCATCACCTTGATGCCCTTCCT TCTACCCGTCATGGCCT CTGACCATAAGCAGT GCGACT GCCAGGT TAATAATGGCAA- - - < === = = = = = = -
Fogl a_Gr6 CGTCTGCTCATCACCTTGATGCCCTTCCTTCTACCCGT CATGGCCT CTGACCATAAGCAGT GCGACT GCCAGGT TAATAATGGCAA- - - - == - === - - - -
Fol ag_001 CGOCTGCTCATCACCT TGATGCOCT TOCT CCTACCOGT CAT GGOCT CTAACCAT AAGCAAT GOGACT GCCAGGT TAATAATGGTAA- - - - - - = - - - = - - -

Foniv_010_1  CGCCTGCTCATCACCTTGATGCCCTTCCTCCTACCCGT CATGGCCT CTAACCATAAGCAAT GCGACT GCCAGGT TAATAATGGTAA- - - - = - = = == - - - -
Foniv_019 1  CGCCTGCTCATCACCTTGATGCCCTTCCTCCTACCCGT CATGGCCT CTAACCATAAGCAAT GCGACT GCCAGGT TAATAATGGTAA- - - - = = == == = - - -
Foniv_021_1  CGCCTGCTCATCACCT TGATGCCCT TCCTCCTACCCGT CATGGCCT CTAACCAT AAGCAAT GCGACT GCCAGGT TAATAATGGTAA- - - - - === - - - - - -
Foniv_037_1  CGCCTGCTCATCACCT TGATGCCCT TCCTCCTACCCGT CATGGCCT CTAACCAT AAGCAAT GCGACT GCCAGGT TAATAATGGTAA- - - - - - - - - - - - - -
Formom 001 CGCCTGCTCATCACCT TGATGCCCT TCCTCCTACCCGT CATGGCCT CTAACCATAAGCAAT GCGACT GCCAGGT TAATAATGGTAA- - - - == - === - - - -
Formom 004 CGOCTGCTCATCACCTTGATGCCCTTCCT CCTACCCGT CAT GGCCT CTAACCAT AAGCAAT GOGACT GCCAGGT TAATAATGGTAA- - - - = == = = === = =
Foni v_002_1  CGCCTGCTCATCACCTTGATGCCCT TCCTCCTACCCGT CATGGCCT CTAACCATAAGCAAT GCGACT GCCAGGT TAATAATGGTAA- - - - - - - - = - - - - -
Foniv_015 1  CGCCTGCTCATCACCTTGATGCCCTTCCTCCTACCCGT CATGGCCT CTAACCATAAGCAAT GCGACT GCCAGGT TAATAATGGTAA- - - - = - == == = - - -
Foniv_020_1  CGCCTGCTCATCACCT TGATGCCCT TCCTTCTACCCGT CATGGCCT CTGACCATAAGCAAT GCGACT GCCAGGT TAATAATGGTAA- - - - - - - - - - - - - -

Fom n_004 CGTCTGCTCATCACCT TGATGCCCT TCCT TCTACCCGT CATGGCCT CT GACCAT AAGCAAT GCGACT GCCAGGT TAATAATGGTAA- - - - - - - - - - - - - -
Fom n_013 CGTCTGCTCATCACCT TGATGCCCT TCCT TCTACCCGT CATGGCCT CT GACCAT AAGCAAT GCGACT GCCAGGT TAATAATGGTAA- - - - - - - = - - - - - -
Form n_005 CGTCTGCTCATCACCT TGATGCCCT TCCT TCTACCCGT CATGGCCT CTGACCATAAGCAAT GCGACT GCCAGGTTAATAATGGTAA- - - - - - - - - - - - - -
Fom n_006 CGTCTGCTCATCACCTTGATGCCCTTCCTTCTACCCGT CATGGCCT CTGACCATAAGCAAT GCGACT GCCAGGT TAATAATGGTAA- - - - = - = = = = - - - -
Fom n_012 CGTCTGCTCATCACCTTGATGCCCTTCCT TCTACCCGT CATGGCCT CTGACCATAAGCAAT GCGACT GCCAGGT TAATAATGGTAA- - - - = - = = = - - - - -
Fom n_016 CGTCTGCTCATCACCT TGATGCCCT TCCT TCTACCCGT CATGGCCT CT GACCAT AAGCAAT GCGACT GCCAGGT TAATAATGGTAA- - - - - - - == - - - - -
Forcu_016 CGTCTGCTCATCACCT TGATGCCCT TCCT TCTACCCGT CATGGCCT CT GACCAT AAGCAAT GCGACT GCCAGGT TAATAATGGTAA- - - - - - - - - - - - - -
Forcu_024 CGTCTGCTCATCACCTTGATGCCCTTCCTTCTACCCGT CATGGCCT CTGACCATAAGCAAT GCGACT GCCAGGT TAATAATGGTAA- - - - == - === - - - -
Forcu_031 CGTCTGCTCATCACCTTGATGCCCTTCCT TCTACCCGT CAT GGCCT CTGACCATAAGCAAT GCGACTGCCAGGT TAATAATGGTAA- - - - - - - - - - - - - -

Foniv_005_1  CGTCTGCTCATCACCTTGATGCCCTTCCTTCTACCCGT CATGGCCTCT GACCATAAGCAAT GCGACT GOCAGGT TAATAATGGTAA- - - - - - - - - - - - - -
Fol uf _001_1  CGTCTGCTCATCACCTTGATGCCCT TCCT TCTACCCGT CATGGCCTCTGACCATAAGCAAT GOGACT GCCAGGT TAATAATGGTAA- - - - - - == == - - - -
Foniv_013_1  CGTCTGCTCATCACCT TGATGOCCTTCCTTCTACCCGrCATGGCCTCTGACQATAAGoAATGoGACTGcoAGGTTAATAATGGrAA ..............
For ap_PHWB15 CGI- - - CTTATCGCCT TAATGCCCTTCCTTCT CX CAAGCAGT GTATCTGTAATGT CTACGATGGTAA- - - - - - -

Focuc_018 CGT- - - CTTATCGCCTTAATGCCCTTCCTTCTC( /
Focuc_021 CGT- - - CTTATCGCCTTAATGCCCT TCCTTCT CECCGT TATGGCCAGAGAT CACAAGCAGT GT GT CTGTAATGT CTACCALGSHFAR - - - - - - - - - - - - -
Focuc_030 CGT- - - CTTATCGCCTTAATGCCCTTCCTTCTC(
Focuc_037 CGT- - - CTTATCGCCTTAATGCCCTTCCTTCTC(
Focuc_001 CGT- - - CTTATCGCCTTAATGCCCTTCCTTCTCC ARG GTGTCTGTAATGTCTACGATGGTAA: - - - < - =< =< - = - =
Focuc_013 CGT- - - CTTATCGCCTTAATGCCCTTCCTTCT CECCGT TAT GGCCAGAGAT CACAAGCAGT GTGT CTGTAATGTCTACGATGGTAA- - - - == === = = -
Focuc_011 CGT- - - CTTATCGCCTTAATGCCCTTCCTTCTCC ACAAGCAGTGTGTCTGTAATGTCTACGATGGTAA- - - - - === === - -
Focuc_015 CGT- - - CTTATCGCCTTAATGCCCTTCCTTCTCC CAAGCAGTGTGTCTGTAATGTCTACGATGGTAA- - - - === === == = =

Focuc_035 CGT- - - CTTATCGCCTTAATGCCCTTCCTTCTC( CAAGCAGT GTGTCTGTAATGTCTACGATGGTAA- - - - === === == =
Fol uf _001_0  CGTCTGCTTATCACTTTGATGCCCTTCCTTCTCC®X CACAAGCAGT GTGATTGCCAGAT CAACAATGGCAA- - - - === === == - -
Fol uf _002 CGTCTGCTTATCACT TTG‘\TGCCCTTCCTTCTCCCCGI'CCT%CCTCTGATCACAAGCAGTGTGATT@CAGATCAACAAT%CAA ..............
Fopi s_HDV247 CGTCTTCTTATCACCTTTATGCCCTTCCT TCTCCCCGT CCTGECCTCCAACCATAAGCAGT GCGAT TGCAAGAT CAACAAT GGT GACGT CAAGAATGAAG
Fom n_010 CGICTTCTTATCACCTTTATGCCCT TCCTTCT CCCCGT CCTGGCCTCCGACCATAAGCAGT GCGAT TGCAAGAT CAACAAT GGT GACGT CAAGAAT GAAG

Foni v_002_0 CGTCTTCTTATCACCTTTATGCCCTTCCT TCTCCCCGT CCT GGCCT CCGACCATAAGCAGT GCGATTGCAAGAT CAACAAT GGTGACGT CAAGAATGAAG
Foni v_015_0 CGTCTTCTTATCACCTTTATGCCCTTCCT TCTCCCCGT CCT GGCCT CCGACCATAAGCAGT GCGATTGCAAGAT CAACAAT GGTGACGT CAAGAATGAAG
Foniv_021_0 CGTCTTCTTATCACCTTTATGCCCTTCCT TCTCCCCGT CCTGGCCT CCGACCAT AAGCAGT GCGAT TGCAAGATCAACAAT GGTGACGT CAAGAATGAAG
Foni v_005_0 CGTCTTCTTATCACCTTTATGCCCTTCCT TCTCCCCGT CCTGGCCT CCGACCAT AAGCAGT GCGAT TGCAAGATCAACAAT GGT GACGT CAAGAATGAAG
Foni v_010_0 CGTICTTCTTATCACCTTTATGCCCTTCCT TCTCCCCGT CCTGGCCT CCGACCAT AAGCAGT GCGAT TGCAAGATCAACAAT GGTGACGT CAAGAATGAAG
Foni v_013_0 CGTCTTCTTATCACCTTTATGCCCTTCCT TCTCCCCGT CCTGGCCT CCGACCAT AAGCAGT GCGAT TGCAAGATCAACAAT GGTGACGT CAAGAATGAAG
Foni v_019_0 CGTCTTCTTATCACCTTTATGCCCTTCCT TCTCCCCGT CCT GGCCT CCGACCATAAGCAGT GCGATTGCAAGAT CAACAAT GGTGACGT CAAGAATGAAG
Foni v_020_0 CGTCTTCTTATCACCTTTATGCCCTTCCT TCTCCCCGT CCT GGCCT CCGACCATAAGCAGT GCGATTGCAAGAT CAACAAT GGTGACGT CAAGAATGAAG
Foni v_037_0 CGTCTTCTTATCACCTTTATGCCCTTCCT TCTCCCCGT CCTGGCCT CCGACCATAAGCAGT GCGAT TGCAAGATCAACAAT GGTGACGT CAAGAATGAAG
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Fot ul _Tu67 - CGGCTGGAAATATGACT GGCAGCT TACGT TCAATGT CTGT GT GGACAACTATAGT GAAACT GTATGCCTTACTCATCTTTTAACCCTTTTAGTATAATA
Fobul _Gl14 - TGGCTGGAAATATGACT GGCAGCTTACGT TCAATGCCTGI GTAAACAACTAT GGTCAAACTGTATGCCTTACTCATCTT- TTCCA- ATCTAGTATAATG
Fogl a_@& - TGGCTGGAAATATGACT GGCAGCTTACGT TCAATGCCTGT GTAAACAACTATGGTCAAACTGTATGCCTTACTCATCTT- TTCCA- ATCTAGTATAATG
Fogl a_G76 - TGGCTGGAAATATGACT GGCAGCT TACGT TCAATGCCTGT GTAAACAACTATGGT CAAACT GTATGCCTTACTCATCT T- TTCCA- ATCTAGTATAATG
Fol ag_001 - GGGCT GGGAATATGACT GGCAGCT TACGT TCAATGCCTGCGT GGACAACTATAGCAGAACT GTATGCCTTACTCATCTTGT TCCA- ATTTAGTATAATG

Foni v_010_1 - GGGCT GGGAATATGACT GGCAGCT TACGT TCAAT GCCTGOGT GGACAACTATAGCAGAACT GTATGCCTTACTCATCTTGT TCCA- ATTTAGTATAATG
Foniv_019 1 - GGGCTGGGAATAT GACT GGCAGCT TACGT TCAAT GCCT GCGT GGACAACT ATAGCAGAACT GTATGCCTTACTCATCTTGI TCCA- ATTTAGTATAATG
Foniv_021_1 - GGGCTGGGAATATGACT GGCAGCT TACGT TCAAT GCCTGCGT GGACAACTATAGCAGAACT GTATGCCTTACTCATCTTGI TCCA- ATTTAGTATAATG
Foni v_037_1 - GGGCTGGGAATATGACT GGCAGCT TACGT TCAAT GCCTGCGT GGACAACTATAGCAGAACTGTATGCCTTACTCATCTTGT TCCA- ATTTAGTATAATG
Forrom 001 - GGGCTGGGAATATGACT GGCAGCT TACGT TCAAT GCCTGCGT GGACAACTATAGCAGAACTGTATGCCTTACTCATCTTGT TCCA- ATTTAGTATAATG
Forrom 004 - GGGCTGGGAATATGACT GGCAGCT TACGT TCAAT GCCTGCGT GGACAACTATAGCAGAACT GTATGCCTTACTCATCTTGT TCCA- ATTTAGTATAATG
Foni v_002_1 - GGGCT GGGAATATGACT GGCAGCT TACGT TCAAT GCCTGOGT GGACAACTATAGCAGAACT GTATGCCTTACTCATCTTGT TCCA- ATTTAGTATAATG
Foniv_015_1 - GGGCTGGGAATAT GACT GGCAGCT TACGT TCAAT GCCT GCGT GGACAACT ATAGCAGAACT GTATGCCTTACTCATCTTGI TCCA- ATTTAGTATAATG
Foni v_020_1 - GGGCTGGGAATATGACT GGCAGCTTACGT TTAAT GCCTGCGT GGACAACTATAGCAGAACTGTATGCCTTACTCATCTTGI TCCA- ATTTAGTATAATG

Fom n_004 - GGGCTGGGAATATGACT GGCAGCTTACGT TTAAT GCCTGCGT GGACAACTATAGCAGAACTGTATGCCTTACTCATCTTGT TCCA- ATTTAGTATAATG
Fom n_013 - GGGCTGGGAATATGACT GGCAGCT TACGT T TAATGCCTGCGT GGACAACTATAGCAGAACT GTATGCCTTACTCATCTTGT TCCA- ATTTAGTATAATG
Fom n_005 - GGGCT GGGAATATGACT GGCAGCT TACGT TTAATGCCTGCGT GGACAACTATAGCAGAACT GTATGCCTTACTCATCTTGT TCCA- ATTTAGTATAATG
Fom n_006 - GGGCT GCGAATATGACT GGCAGCT TACGT T TAATGCCTGCGT GGACAACTATAGCAGAACT GTATGCCTTACTCATCTTGT TCCA- ATTTAGTATAATG
Fom n_012 - GGGCT GCGAATATGACT GGCAGCT TACGT T TAATGCCTGCGT GGACAACTATAGCAGAACT GTATGCCTTACTCATCTTGT TCCA- ATTTAGTATAATG
Fom n_016 - GGGCTGGGAATATGACT GGCAGCTTACGT TTAAT GCCTGCGT GGACAACTATAGCAGAACTGTATGCCTTACTCATCTTGI TCCA- ATTTAGTATAATG
Forcu_016 - GGGCTGGGAATATGACT GGCAGCTTACGT TTAAT GCCTGCGT GGACAACTATAGCAGAACTGTATGCCTTACTCATCTTGT TCCA- ATTTAGTATAATG
Forcu_024 - GGGCT GGGAATATGACT GGCAGCT TACGT T TAATGCCTGCGT GGACAACTATAGCAGAACT GTATGCCTTACTCATCTTGT TCCA- ATTTAGTATAATG
Forcu_031 - GGGCT GGGAATATGACT GGCAGCT TACGT T TAATGCCTGCGT GGACAACTATAGCAGAACT GTATGCCTTACTCATCTTGT TCCA- ATTTAGTATAATG

Foni v_005_1 - GGGCT GGGAATATGACT GGCAGCT TACGT TTAAT GCCTGCGT GGACAACTATAGCAGAACT GTATGCCTTACTCATCTTGT TCCA- ATTTAGTATAATG
Fol uf _001_1 - GGGCTGGGAATAT GACT GGCAGCT TACGT TTAAT GCCT GCGT GGACAACT ATAGCAGAACT GTATGCCTTACTCATCTTGI TCCA- ATTTAGTATAATG
Foniv_013_1 - GGGCTGGGAATATGACT GGCAGCTTACGT TTAAT GCCTGCGT GGACAACTATAGCAGAACTGTATGCCTTACTCATCTTGT TCCA- ATTTAGTATAATG
Forap_PHWB15 - GAGCTGGAAAGGT GACTGGCAGCT CACTTTTAACGCCT GTACCAACAATTACCCCAAGACT GTATGCTCTACTGATAATGTAGCACATTTGACCTTACG

Focuc_018 - GAGCT GGAAAGGT GACT GGCAGCT CACTTT TAACGCCT GTACCAACAACTACCCCAAGACT GTATGCTCTACT GATAATGTAGTATATTTTACCTTAAG
Focuc_021 - GAGCT GGAAAGGT GACT GGCAGCT CACTTTTAACGCCT GTACCAACAACTACCCCAAGACT GTATGCTCTACTGATAATGTAGTATATTTTACCTTAAG
Focuc_030 - GAGCT GGAAAGGT GACT GGCAGCT CACTTT TAACGCCTGTACCAACAACTACCCCAAGACT GTATGCTCTACT GATAATGTAGTATATTTTACCTTAAG
Focuc_037 - GAGCT GGAAAGGT GACT GGCAGCT CACTTT TAACGCCTGTACCAACAACTACCCCAAGACT GTATGCTCTACT GATAATGTAGTATATTTTACCTTAAG
Focuc_001 - GAGCT GGAAAGGT GACT GGCAGCT CACTTTTAACGCCT GT ACCAACAACTACCCCAAGACT GTATGCTCTACTGATAATGTAGTATATTTTACCTTAAG
Focuc_013 - GAGCT GGAAAGGT GACT GGCAGCT CACT TTTAACGCCT GT ACCAACAACTACCCCAAGACT GTATGCTCTACTGATAATGTAGTATATTTTACCTTAAG
Focuc_011 - GAGCT GGAAAGGT GACT GGCAGCT CACTTTTAACGCCT GTACCAACAACTACCCCAAGACT GTATGCTCTACT GATAATGTAGTATATTTTACCTTAAG
Focuc_015 - GAGCT GGAAAGGT GACT GGCAGCT CACT TT TAACGCCT GTACCAACAACTACCCCAAGACT GTATGCTCTACTGATAATGTAGTATATTTTACCTTAAG
Focuc_035 - GAGCT GGAAAGGT GACT GGCAGCT CACTTT TAACGCCTGTACCAACAACTACCCCAAGACT GTATGCTCTACTGATAATGTAGTATATTTTACCTTAAG
Foluf _001_0 - CGGCTGGAAATACGACT GGCAGCTCACTTTCAACGCCT GCACAAACAACTACCCCAAGACT GTATGCTCTACACAT CTTGCAGCAAATTTGATCTTATG
Fol uf _002 - CGGCTGGAAATACGACT GGCAGCT CACT TTCAACGCCT GCACAAACAACTACCCCAAGACT GTATGCTCTACACATCTTGCAGCAAATTTGATCTTATG
Fopi s_HDV247 ACGACTGGAAATACGACT GGCAGCTCACTTTCAACGT CTGCACAGACAACTACCCCAAGACT GTATGCTCTACT CATCTTACAACACATTTGATCTTGT G
Fom n_010 GCGACT GGAAATACGAT TGBCAGCT CACT TTCAACGT CTGCACAAACAACT ACCCCAAGACT GTATGCTCTACTCATCTTACAACACATTTGATCTTGTG

Foni v_002_0 GCGACT GGAAATACGAT TGBCAGCT CACT TTCAACGT CT GCACAAACAACT ACCCCAAGACT GTATGCTCTACTCATCTTACAACACATTTGATCTTGTG
Foni v_015_0 GCGACTGGAAATACGAT TGGECAGCT CACT TTCAACGT CTGCACAAACAACT ACCCCAAGACT GTATGCTCTACTCATCTTACAACACATTTGATCTTGTG
Foniv_021_0 GCGACT GGAAATACGAT TGCBCAGCTCACT TTCAACGT CT GCACAAACAACT ACCCCAAGACT GTATGCTCTACTCATCTTACAACACATTTGATCTTGTG
Foni v_005_0 GCGACTGGAAATACGAT TGGCAGCT CACT TTCAACGT CTGCACAAACAACT ACCCCAAGACTGTATGCTCTACTCATCTTACAACACATTTGATCTTGIG
Foni v_010_0 GCGACTGGAAATACGAT TGGCAGCT CACT TTCAACGT CTGCACAAACAACT ACCCCAAGACTGTATGCTCTACTCATCTTACAACACATTTGATCTTGIG
Foniv_013_0 GCGACT GGAAATACGAT TGBCAGCT CACT TTCAACGT CTGCACAAACAACT ACCCCAAGACT GTATGCTCTACTCATCTTACAACACATTTGATCTTGTG
Foniv_019_0 GCGACT GGAAATACGAT TGBCAGCT CACT TTCAACGT CT GCACAAACAACT ACCCCAAGACT GTATGCTCTACTCATCTTACAACACATTTGATCTTGTG
Foni v_020_0 GCGACT GGAAATACGAT TGGECAGCTCACT TTCAACGT CTGCACAAACAACT ACCCCAAGACT GTATGCTCTACTCATCTTACAACACATTTGATCTTGTG
Foni v_037_0 GCGACTGGAAATACGAT TGGCAGCTCACT TTCAACGT CTGCACAAACAACTACCCCAAGACTGTATGCTCTACTCATCTTACAACACATTTGATCTTGTG
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CTAATACCACATT- AACAGGCT GAGTACGATAACGGT GCTGGGCGT GTAAGTATTAG: - - - TTAACTGCATTTTCTAGCACGT TTTACTAATGT - TATAG
CTAATATCCCATTCAACAGGCT GAATACGATAATGGTGCTGGGCGT GTAAGT TTTGC: - - - TTAACTATATTT- - TAGCACGTCTTACTAATTT- TATAG
CTAATATCCCATTCAACAGGCT GAATACGATAAT GGTGCTGGGCGT GTAAGT TTTGC: - - - TTAACTATATTT- - TAGCACGTCTTACTAATTT- TATAG
CTAATATCCCATTCAACAGGCT GAATACGATAATGGTGCTGGGCGTGTAAGI TTTGC- - - - TTAACTATATTT- - TAGCACGTCTTACTAATTT- TATAG
CTAATATCCCATTCAACAGGCT GAATACGATACT GGT GCTGGGCGT GTAAGT ACTACGT GATTAACTGCATTTTCTAGCACATTTTAATGATGT - TATAG
CTAATATCCCATTCAACAGGCT GAATACGATACT GGT GCTGGGCGT GTAAGT ACTACGT GATTAACTGCATTTTCTAGCACATTTTAATGATGT - TATAG
CTAATATCCCATTCAACAGGCT GAATACGATACT GGT GCTGGGCGT GTAAGT ACTACGT GATTAACTGCATTTTCTAGCACATTTTAATGATGT - TATAG
CTAATATCCCATTCAACAGGCT GAATACGATACT GGT GCT GGGCGT GTAAGT ACTACGT GATTAACTGCATTTTCTAGCACATTTTAATGATGT - TATAG
CTAATATCCCATTCAACAGGCT GAATACGATACT GGT GCT GGGCGT GTAAGT ACTACGT GATTAACTGCATTTTCTAGCACATTTTAATGATGT - TATAG
CTAATATCCCATTCAACAGGCT GAATACGATACT GGT GCT GGGCGT GTAAGTACTACGT GATTAACTGCATTTTCTAGCACATTTTAATGATGT - TATAG
CTAATATCCCATTCAACAGGCT GAATACGATACT GGT GCTGGGCGT GTAAGTACTACGT GATTAACTGCATTTTCTAGCACATTTTAATGATGT - TATAG
CTAATATCCCATTCAACAGGCT GAATACGATACT GGT GCTGGGCGT GTAAGTACTACGT GATTAACTGCATTTTCTAGCACATTTTAATGATGT - TATAG
CTAATATCCCATTCAACAGGCT GAATACGATACT GGT GCTGGGCGT GTAAGT ACTACGT GATTAACTGCATTTTCTAGCACATTTTAATGATGT - TATAG
CTAATATCCCATTCAACAGGCT GAATACGATACT GGT GCT GGGCGT GTAAGT ACTACGT GATTAACTGCATTTTCTAGCACATTTTAATGATGT - TATAG
CTAATATCCCATTCAACAGGCT GAATACGATACT GGT GCT GGGCGT GTAAGT ACTACGT GATTAACTGCATTTTCTAGCACATTTTAATGATGT - TATAG
CTAATATCCCATTCAACAGGCT GAATACGATACT GGT GCT GGGCGT GTAAGTACTACGT GATTAACTGCATTTTCTAGCACATTTTAATGATGT - TATAG
CTAATATCCCATTCAACAGGCT GAATACGATACT GGT GCTGGGCGT GTAAGTACTACGT GATTAACTGCATTTTCTAGCACATTTTAATGATGT - TATAG
CTAATATCCCATTCAACAGGCT GAATACGATACT GGT GCTGGGCGT GTAAGTACTACGT GATTAACTGCATTTTCTAGCACATTTTAATGATGT - TATAG
CTAATATCCCATTCAACAGGCT GAATACGATACT GGT GCTGGGCGT GTAAGT ACTACGT GATTAACTGCATTTTCTAGCACATTTTAATGATGT - TATAG
CTAATATCCCATTCAACAGGCT GAATACGATACT GGT GCT GGGCGT GTAAGT ACTACGT GATTAACTGCATTTTCTAGCACATTTTAATGATGT - TATAG
CTAATATCCCATTCAACAGGCT GAATACGATACT GGT GCT GGGCGT GTAAGT ACTACGT GATTAACTGCATTTTCTAGCACATTTTAATGATGT - TATAG
CTAATATCCCATTCAACAGGCT GAATACGATACT GGT GCT GGGCGT GTAAGTACTACGT GATTAACTGCATTTTCTAGCACATTTTAATGATGT - TATAG
CTAATATCCCATTCAACAGGCT GAATACGATACT GGT GCTGGGCGT GTAAGTACTACGT GATTAACTGCATTTTCTAGCACATTTTAATGATGT - TATAG
CTAATATCCCATTCAACAGGCT GAATACGATACT GGT GCTGGGCGT GTAAGT ACTACGT GATTAACTGCATTTTCTAGCACATTTTAATGATGT - TATAG
CTAATATCCCATTCAACAGGCT GAATACGATACT GGT GCTGGGCGT GTAAGT ACTACGT GATTAACTGCATTTTCTAGCACATTTTAATGATGT - TATAG
CTAATATCCCATTCAACAGGCT GAATACGATACT GGT GCTGGGCGT GTAAGT ACTACGT GATTAACTGCATTTTCTAGCACATTTTAATGATGT - TATAG
CTAACATCCT GTTTAATAGACT GAATAT GATGGT GGTGCAGCACGT GTAAGTATCGC- - - - CTAACTATATCATATATTACTTTTTATTGATTTATATAG
CTAACATCCTGT TTAATAGGCT GAATATGATGGT GGT TCAGCACGT GTAAGTATCGC- - - - CTAACTATATCATATATTACTTTTTATTGACTTGTATAG
CTAACATCCTGITTAATAGGCT GAATATGATGGT GGTTCAGCACGT GTAAGTATCGC: - - - CTAACTATATCATATATTACTTTTTATTGACTTGTATAG
CTAACATCCTGITTAATAGGCT GAATAT GATGGT GGTTCAGCACGT GTAAGTATCGC- - - - CTAACTATATCATATATTACTTTTTATTGACTTGTATAG
CTAACATCCTGI TTAATAGGCT GAATAT GATGGT GGT TCAGCACGT GTAAGTATCGC- - - - CTAACTATATCATATATTACTTTTTATTGACTTGTATAG
CTAACATCCTGT TTAATAGGCT GAATAT GATGGT GGT TCAGCACGT GTAAGTATCGC- - - - CTAACTATATCATATATTACTTTTTATTGACTTGTATAG
CTAACATCCTGT TTAATAGGCT GAATAT GATGGT GGT TCAGCACGT GTAAGTATCGC- - - - CTAACTATATCATATATTACTTTTTATTGACTTGTATAG
CTAACATCCTGT TTAATAGGCT GAATATGATGGT GGT TCAGCACGT GTAAGTATCGC- - - - CTAACTATATCATATATTACTTTTTATTGACTTGTATAG
CTAACATCCTGITTAATAGGCT GAATATGATGGT GGTTCAGCACGT GTAAGTATCGC: - - - CTAACTATATCATATATTACTTTTTATTGACTTGTATAG
CTAACATCCTGITTAATAGGCT GAATAT GATGGT GGTTCAGCACGT GTAAGTATCGC- - - - CTAACTATATCATATATTACTTTTTATTGACTTGTATAG
CTAACATCCTATTTAACAGGCCGAATAT GACAGCGGCTCTGGACGT GTAAGTATTTGC: - - - TCAACCATATTTTATAGTACGT TTTATTAATTCCCATAG
CTAACATCCTATTTAACAGGCCGAATAT GACAGCGGCTCTGGACGT GTAAGTATTTG: - - - TCAACCATATTTTATAGTACGT TTTATTAATTCCCATAG
CTAACATCCTATTTAACAGGCCGAATAT GATAATGGCTCTGGACGAGTAAGTATTTG: - - - TTAACTATATTTTATATTATGTI TTTATTAATTCTCATAG
CTAACATCCCATTTAACAGGCCGAATATGATAATGGCTCTGGACGAGTAAGTATTTC:- - - - TTAACTATATGI TATATTATGT TTTATTAATTCTCATAG
CTAACATCCCATTTAACAGGCCGAATATGATAATGGCTCTGGACGAGTAAGTATTTG: - - - TTAACTATATGTTATATTATGITTTATTAATTCTCATAG
CTAACATCCCATTTAACAGGCCGAATATGATAATGGCTCTGGACGAGTAAGTATTTG: - - - TTAACTATATGTTATATTATGI TTTATTAATTCTCATAG
CTAACATCCCATTTAACAGGCCGAATATGATAATGGCTCTGGACGAGTAAGTATTTG: - - - TTAACTATATGTTATATTATGI TTTATTAATTCTCATAG
CTAACATCCCATTTAACAGGCCGAATAT GATAATGGCTCTGGACGAGTAAGTATTTG: - - - TTAACTATATGTTATATTATGT TTTATTAATTCTCATAG
CTAACATCCCATTTAACAGGCCGAATAT GATAAT GGCTCT GGACGAGTAAGTATTTG: - - - TTAACTATATGTTATATTATGI TTTATTAATTCTCATAG
CTAACATCCCATTTAACAGGCCGAATATGATAATGGCTCTGGACGAGTAAGTATTTC- - - - TTAACTATATGI TATATTATGT TTTATTAATTCTCATAG
CTAACATCCCATTTAACAGGCCGAATATGATAATGGCTCTGGACGAGTAAGTATTTG: - - - TTAACTATATGTTATATTATGITTTATTAATTCTCATAG
CTAACATCCCATTTAACAGGCCGAATATGATAATGGCTCTGGACGAGTAAGTATTTG: - - - TTAACTATATGTTATATTATGI TTTATTAATTCTCATAG
CTAACATCCCATTTAACAGGCCGAATATGATAATGGCTCTGGACGAGTAAGTATTTG: - - - TTAACTATATGTTATATTATGI TTTATTAATTCTCATAG
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TGCATTGCCAAT CCCCATACCAGACTTGAT GGCGACCGT TTCTACAACAACT GCAAGGCT TTAGCT TCAAAGCGATACTACCCAGT TGT TAATGGCGCTA
TGTATTGCCAATCCCCATACCAGACT TGAT GGCGACCGT TTCTACGACAACT GCAAGGAT TTAGCT TCAAAGGGATACTACCCAGI TGT TAATGGCGCTA
TGTATTGCCAATCCCCATACCAGACT TGAT GGCGACCGT TTCTACGACAACT GCCAAGGAT TTAGCT TCAAAGGGATACTACCCAGTI TGT TAATGGCGCTA
TGTATTGCCAATCCCCATACCAGACT TGATGGCGACCGT TTCTACGACAACT GCAAGGATTTAGCT TCAAAGGGATACTACCCAGT TGT TAATGGCGCTA
TGCATTGCCAAT CCCCACACCAGACT TGATGGCGATCGT TTCTACAACAACT GCAAGT TTTTAGCTAAAAATGGATACTACCCAGT TGT TAATGGCGCTA
TGCATTGCCAAT CCCCACACCAGACT TGATGGCGATCGT TTCTACAACAACT GCAAGT TTTTAGCTAAAAATGGATACTACCCAGT TGT TAATGGCGCTA
TGCATTGCCAAT CCCCACACCAGACTTGATGGCGATCGT TTCTACAACAACT GCAAGT TTTTAGCTAAAAATGGATACTACCCAGT TGT TAATGGCGCTA
TGCATTGCCAATCCCCACACCAGACT TGATGGCGATCGTTTCTACAACAACT GCAAGT TTTTAGCTAAAAAT GGATACTACCCAGI TGT TAATGGCGCTA
TGCATTGCCAATCCCCACACCAGACT TGATGGCGATCGTTTCTACAACAACT GCAAGT TTTTAGCTAAAAAT GGATACTACCCAGTI TGT TAATGGCGCTA
TGCATTGCCAAT CCCCACACCAGACT TGATGGCGATCGT TTCTACAACAACT GCAAGT TTTTAGCTAAAAATGGATACTACCCAGT TGT TAATGGCGCTA
TGCATTGCCAAT CCCCACACCAGACT TGATGGCGATCGT TTCTACAACAACT GCAAGT TTTTAGCTAAAAATGGATACTACCCAGT TGT TAATGGCGCTA
TGCATTGCCAAT CCCCACACCAGACT TGATGGCGATCGT TTCTACAACAACT GCAAGT TTTTAGCTAAAAATGGATACTACCCAGT TGT TAATGGCGCTA
TGCATTGCCAAT CCCCACACCAGACTTGATGGCGATCGT TTCTACAACAACT GCAAGT TTTTAGCTAAAAATGGATACTACCCAGT TGT TAATGGCGCTA
TGCATTGCCAATCCCCACACCAGACT TGATGGCGATCGTTTCTACAACAACT GCAAGT TTTTAGCTAAAAAT GGATACTACCCAGI TGT TAATGGCGCTA
TGCATTGCCAATCCCCACACCAGACT TGATGGCGATCGTTTCTACAACAACT GCAAGT TTTTAGCTAAAAAT GGATACTACCCAGTI TGT TAATGGCGCTA
TGCATTGCCAAT CCCCACACCAGACT TGATGGCGATCGT TTCTACAACAACT GCAAGT TTTTAGCTAAAAATGGATACTACCCAGT TGT TAATGGCGCTA
TGCATTGCCAAT CCCCACACCAGACT TGATGGCGATCGT TTCTACAACAACT GCAAGT TTTTAGCTAAAAATGGATACTACCCAGT TGT TAATGGCGCTA
TGCATTGCCAAT CCCCACACCAGACT TGATGGCGATCGT TTCTACAACAACT GCAAGT TTTTAGCTAAAAATGGATACTACCCAGT TGT TAATGGCGCTA
TGCATTGCCAAT CCCCACACCAGACTTGATGGCGATCGT TTCTACAACAACT GCAAGT TTTTAGCTAAAAATGGATACTACCCAGT TGT TAATGGCGCTA
TGCATTGCCAATCCCCACACCAGACT TGATGGCGATCGTTTCTACAACAACT GCAAGT TTTTAGCTAAAAAT GGATACTACCCAGI TGT TAATGGCGCTA
TGCATTGCCAATCCCCACACCAGACT TGATGGCGATCGTTTCTACAACAACT GCAAGT TTTTAGCTAAAAAT GGATACTACCCAGTI TGT TAATGGCGCTA
TGCATTGCCAAT CCCCACACCAGACT TGATGGCGATCGT TTCTACAACAACT GCAAGT TTTTAGCTAAAAATGGATACTACCCAGT TGT TAATGGCGCTA
TGCATTGCCAAT CCCCACACCAGACT TGATGGCGATCGT TTCTACAACAACT GCAAGT TTTTAGCTAAAAATGGATACTACCCAGT TGT TAATGGCGCTA
TGCATTGCCAAT CCCCACACCAGACT TGATGGCGATCGT TTCTACAACAACT GCAAGT TTTTAGCTAAAAATGGATACTACCCAGT TGT TAATGGCGCTA
TGCATTGCCAAT CCCCACACCAGACTTGATGGCGATCGT TTCTACAACAACT GCAAGT TTTTAGCTAAAAATGGATACTACCCAGT TGT TAATGGCGCTA
TGCATTGCCAATCCCCACACCAGACTTGATGGCGATCGT TTCTACAACAACT GCAAGT TTTTAGCTAAAAAT GGATACTACCCAGI TGT TAATGGCGCTA
TGTATTGCCATGCCTCATGI TAGACT TGAT GGCGACCGAT GGCACGACAACT GCAAGGAT CTAGCT AAGGGT GGATAT TACCCAGT TGT CAATGGCGCTA
TGTATTGCCGT GCCTCATGT TAGACT TGAT GGCGACCGAT GGTACAACAACT GCAAGGAT CTAGCTAAGGGT GGATATTACCCAGT TGT CAATGGCGCTA
TGTATTGCCGT GCCTCATGT TAGACT TGAT GGCGACCGAT GGTACAACAACT GCAAGGAT CTAGCTAAGGGT GGATATTACCCAGT TGT CAATGGCGCTA
TGTATTGCCGTGCCTCATGT TAGACT TGAT GGCGACCGAT GGTACAACAACT GCAAGGATCTAGCTAAGGGT GGATATTACCCAGT TGT CAATGGCGCTA
TGTATTGCCGTGCCTCATGT TAGACT TGAT GGCGACCGAT GGTACAACAACT GCAAGGATCTAGCTAAGGGT GGATATTACCCAGT TGT CAATGGCGCTA
TGTATTGCCGI GCCTCATGI TAGACT TGAT GGCGACCGAT GGTACAACAACT GCAAGGAT CTAGCT AAGGGT GGATATTACCCAGI TGT CAATGGCGCTA
TGTATTGCCGT GCCTCATGI TAGACT TGAT GGCGACCGAT GGTACAACAACT GCAAGGAT CTAGCT AAGGGT GGATAT TACCCAGT TGT CAATGGCGCTA
TGTATTGCCGT GCCTCATGT TAGACT TGAT GGCGACCGAT GGTACAACAACT GCAAGGAT CTAGCTAAGGGT GGATATTACCCAGT TGT CAATGGCGCTA
TGTATTGCCGTGCCTCATGT TAGACT TGAT GGCGACCGAT GGTACAACAACT GCAAGGAT CTAGCTAAGGGT GGATATTACCCAGT TGT CAATGGCGCTA
TGTATTGCCGTGCCTCATGT TAGACT TGAT GGCGACCGAT GGTACAACAACT GCAAGGATCTAGCTAAGGGT GGATATTACCCAGT TGT CAATGGCGCTA
TGCATTGCCCTGCCT CATGT TAGACT CGAT GGCGACCGT TTCTACAACAACT GCAAGCAACT GGCTAAGGATGGAT GGTACCCAGT TGT GGACGGCGCTA
TGCATTGCCCTGCCTCATGI TAGACT CGAT GGCGACCGT TTCTACAACAACT GCAAGCAACT GGCTAAGGAT GGATGGTACCCAGT TGT GGACGGCGCTA
TGCATTGCTATGCCTCATGI TCGACT TGAT GGT GACCGT TACT TCAAAAACT GCCAGAAGCT GGCTAAGGAT GGATGGTACCCGGT TGT GGACGGT GCTA
TGCATTGCTCTGCCTCATGI TCGACTTGATGGT GACCGT TTCTACCATAACT GCCAGAAGCT GGCTAAGGAT GGAT GGTACCCGGT TGT GGACGGT GCTA
TGCATTGCTCTGCCTCATGI TCGACTTGATGGT GACCGT TTCTACCATAACT GCCAGAAGCT GGCTAAGGATGGAT GGTACCCGGT TGT GGACGGT GCTA
TGCATTGCTCTGCCTCATGI TCGACTTGATGGT GACCGT TTCTACCATAACT GCCAGAAGCT GGCTAAGGATGGAT GGTACCCGGT TGT GGACGGT GCTA
TGCATTGCTCTGCCTCATGI TCGACTTGATGGT GACCGT TTCTACCATAACT GCCAGAAGCT GGCTAAGGATGGAT GGTACCCGGT TGT GGACGGT GCTA
TGCATTGCTCTGCCTCATGI TCGACT TGATGGT GACCGT TTCTACCATAACT GCCAGAAGCT GGCTAAGGAT GGATGGTACCCGGT TGT GGACGGT GCTA
TGCATTGCTCTGCCTCATGI TCGACT TGATGGT GACCGT TTCTACCATAACT GCCAGAAGCT GGCTAAGGAT GGATGGTACCCGGT TGT GGACGGT GCTA
TGCATTGCTCTGCCTCATGI TCGACTTGATGGT GACCGT TTCTACCATAACT GCCAGAAGCT GGCTAAGGAT GGAT GGTACCCGGT TGT GGACGGT GCTA
TGCATTGCTCTGCCTCATGI TCGACTTGATGGT GACCGT TTCTACCATAACT GCCAGAAGCT GGCTAAGGAT GGAT GGTACCCGGT TGT GGACGGT GCTA
TGCATTGCTCTGCCTCATGI TCGACTTGATGGT GACCGT TTCTACCATAACT GCCAGAAGCT GGCTAAGGATGGAT GGTACCCGGT TGT GGACGGTGCTA
TGCATTGCTCTGCCTCATGT TCGACTTGATGGTGACCGT T TCTACCATAACT GCCAGAAGCT GGCTAAGGATGGAT GGTACCCGGT TGT GGACGGT GCTA
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TCGATACCACTCAACCTAT GATTTATGCCAAGCAAGGCGGCTCTGGT TGCTATAACTAGT - - - GGTCTTGTGTTATTGGGGATTGAATTTTGACCCTG: -

TCGATACCACTAAAGCTAT GAT TTATGCCAAGCAAGGCAGCTCTCGT TGCTATAACTAGI GGCGGT GT TGT GT TAGT GGGGAT TGAGCT TTGACCCT - - -

TCGATACCACTAAAGCTATGAT TTATGCCAAGCAAGGCAGCTCTCGT TGCTATAACTAGT GGCGGT GT TGT GT TAGT GGGGAT TGAGCT TTGACCCT T- -

TCGATACCACTAAAGCTAT GATTTATGCCAAGCAAGGCAGCTCTCGT TGCTATAACTAGI GGCGGT GT TGT GT TAGT GGGGAT TGAGCT TTGACCCT T- -

TCGATACCACTCAACCTAAGCTTTTTGCCAAACAAGGCGECTCTGGT TGCTATAACTAGT - - - GGTGITGTGGTATTGGGGATTGAACTTTGATCCTTTT
TCGATACCACTCAACCTAAGCTTTTTGCCAAACAAGGCGGCTCTGGT TGCTATAACTAGT - - - GGTGITGTGGTATTGGGGATTGAACTTTGATCCTTTT
TCGATACCACTCAACCTAAGCT TTTTGCCAAACAAGGCGGCTCTGGT TGCTATAACTAGT - - - GGTGT TGTGGTATTGGGGATTGAACTTTGATCCTTTT
TCGATACCACTCAACCTAAGCT TTTTGCCAAACAAGGCGGCTCTGGT TGCTATAACTAGT - - - GGTGT TGTGGTATTGGGGATTGAACTTTGATCCTTTT
TCGATACCACTCAACCTAAGCT TTTTGCCAAACAAGGCGGCTCTGGT TGCTATAACTAGT - - - GGTGT TGTGGTATTGGGGATTGAACTTTGATCCTTTT
TCGATACCACTCAACCTAAGCT TTTTGCCAAACAAGGCGGCTCTGGT TGCTATAACTAGT - - - GGTGT TGTGGTATTGGCGATTGAACTTTGATCCTTTT
TCGATACCACTCAACCTAAGCTTTTTGCCAAACAAGGCGECTCTGGT TGCTATAACTAGT - - - GGTGITGTGGTATTGGGGATTGAACTTTGATCCTTTT
TCGATACCACTCAACCTAAGCTTTTTGCCAAACAAGGCGGCTCTGGT TGCTATAACTAGT - - - GGTGITGTGGTATTGGGGATTGAACTTTGATCCTTTT
TCGATACCACTCAACCTAAGCT TTTTGCCAAACAAGGCGGCTCTGGT TGCTATAACTAGT - - - GGTGT TGTGGTATTGGGGATTGAACTTTGATCCTTTT
TCGATACCACTCAACCTAAGCT TTTTGCCAAACAAGGCGGCTCTGGT TGCTATAACTAGT - - - GGTGT TGTGGTATTGGGGATTGAACTTTGATCCTTTT

TOGATACCACTCAACCTAAGCTTACT GOCCAACAAGGCGGCTCTGGTTGCTATAACTAGT- - - GGTGTTGTGGTATTGGGGATTGAACTTTGATCCTTTT
TCGATACCACTCAACCT AAGCTTACT GOCCAACAAGGCGGCT CTGGT TGCTATAACTAGT- - - GGTGTTGTGGTATTGGGGATTGAACTTTGATCCTTTT
TCGATACCACT CAACCT AAGCTTACT GOCCAACAAGGCGGCTCTGGTTGCTATAACTAGT- - - GGTGTTGTGGTATTGGGGATTGAACTTTGATCCTTTT
TOGATACCACT CAACCTAAGCTT- - - = « - = - = = = = £ = = = < = = £ &« = %« % £ @ x @@ et @t @ m et oe ot inoimosmioaiaan i aaoas

TCGATACCACTCAACCTAAGCT TACT GCCCAACAAGGCGECTCTGGT TGCTATAACTAGT - - - GGIGIT- - - - - === - - oo oo o oo m oo oo oo o - -

TCGATACCACTCAACCTAAGCT TACT GCCCAACAAGGCGGCTCTGGT TGCTATAACTAGT - - - GGTGT TGTGGTATTGGGGATTGAACTTTGATCCTTTT
TCGATACCACTCAACCTAAGCT TACT GCCCAACAAGGCGGCTCTGGT TGCTATAACTAGT - - - GGTGT TGTGGTATTGGGGATTGAACTTTGATCCTTTT
TCGATACCACTCAACCTAAGCT TACT GCCCAACAAGGCGGCTCTGGT TGCTATAACTAGT - - - GGTGT TGTGGTATTGGCGATTGAACTTTGATCCTTTT
TCGATACCACT CAACCTAAGCT TACT GCCCAACAAGGCGGCTCTGGT TGCTATAACTAGT - - - GGTGITGTGGTATTGGGGATTGAACTTTGATCCTTTT
TCGATACCACTCAACCTAAGCTTTTTGCCAAACAAGGCGECTCTGGT TGCTATAACTAGT - - - GGTGITGTGGTATTGGGGATTGAACTTTGATCCTTTT
TCGATACCACTCAACCTAAGCT TTTTGCCAAACAAGGCGGCTCTGGT TGCTATAACTAGT - - - GGTGT TGT GGTATTGGGGATTGAACTTTGATCCTTTT
TCGATACCACTCAACCTAAGCT TTTTGCCAAACAAGGCGGCTCTGGT TGCTATAACTAGT - - - GGTGT TGTGGTATTGGGGATTGAACTTTGATCCTTTT
TOGATACTACGAAGCCCAGGATTTTTGOCAAGGACCBOGGT TCTACGTGCTATGATTAGT: - - ATTGCTCTGTTTGTTGEEATTGAACCCTG - - - - - - -

___TAGT- - - TTTGCTCTGITTGITGAG
- - - TAGT- - - TTTGCTCTGTTTGTTGAAT TGTACCCTG - - - - - - -
- - - TAGI- - - TTTGCTCTGITTGITGARATTGTACCCTG: - - - - - - -
- - - TAGI- - - TTTGCTCTGITTGITGARATTGTACCCTG: - - - - - - -
- - - TAGI- - - TTTGCTCTGITTGITGARATTGTACCCTG: - - - - - - -
- - - TAGI- - - TTTGCTCTGITTGITGARATTGTACCCTG: - - - - - - -
- - - TAGT- - - TTTGCTCTGTTTGTTGAEATTGTACCCTG - - - - - - -
- - - TAGI- - - TTTGCTCTGITTGITGC

TCGATACTACTAAACCCAAGATTACCGCGAAGCAGGGCGGCTCTGGTTGCT GTTTGGACCCTG - - - - - - -
TCGATACTACTAAACCCAAGATTACCGCGAAGCAGGECGGCT CTGGT TGCTATAATTAGT- - - GTTGCTTTGITGGCTGGGTTTGGACCCTG: - - - - - - -
TCGATACTACTCAACCCAAGATTACAGCCAAGCACGECGGCT CTGGTTGCTATAACTA: - - - - AATTCTCAGTTTGTTAGGATTATGCCCTG: - - - - - - -
TCGATACTACTCAACCCAAGATTACAGCCAAGCACGGECGGCT CTGGTTGCTATAACTA: - - - - AATTCTCAGTTTGTTAGGATTATGCCCTG: - - - - - - -
TCGATACTACT CAACCCAAGATTACAGCCAAGCACGEOGGCT CTGGTTGCTATAACTA: - - - - AATTCTCAGTTTGTTAGGATTATGOCCTG: - - - - - - -
TCGATACTACTCAACCCAAGATTACAGCCAAGCACGEOGGCT CTGGTTGCTATAACTA: - - - - AATTCTCAGTTTGTTAGGATTATGOCCTG: - - - - - - -
TCGATACTACTCAACCCAAGATTACAGCCAAGCACGEOGGCT CTGGTTGCTATAACTA: - - - - AATTCTCAGTTTGTTAGGATTATGOCCTG: - - - - - - -
TCGATACTACTCAACCCAAGATTACAGCCAAGCACGECGGCT CTGGTTGCTATAACTA: - - - - AATTCTCAGTTTGTTAGGATTATGCCCTG: - - - - - - -
TCGATACTACTCAACCCAAGATTACAGCCAAGCACGECGGCT CTGGTTGCTATAACTA: - - - - AATTCTCAGTTTGTTAGGATTATGCCCTG: - - - - - - -
TCGATACTACTCAACCCAAGATTACAGCCAAGCACGGECGGCT CTGGTTGCTATAACTA: - - - - AATTCTCAGTTTGTTAGGATTATGCCCTG: - - - - - - -
TCGATACTACT CAACCCAAGATTACAGCCAAGCACGEOGGCT CTGGTTGCTATAACTA: - - - - AATTCTCAGTTTGTTAGGATTATGOCCTG: - - - - - - -
TCGATACTACTCAACCCAAGATTACAGCCAAGCACGEOGGCT CTGGTTGCTATAACTA: - - - - AATTCTCAGTTTGTTAGGATTATGOCCTG: - - - - - - -

TCGATACTACTCAACCCAAGAT TACAGCCAAGCACGECGECTCTGGTTGCTATAACTA- - - - - AATTCTCAGTTTGTTAGGATTATGCCCTG - - - - - - -
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- - GEGCGEEEEEEEEEEEEENNGEGEGT TAGCATGT GACA- - - - AGGGG - - - TTTTTCGCCCGAAGGT TTTCCCCGATATCAGCCAATCATGTATT- - - TT
------------- TGGAGGAGEEGCTTAGCATGTGACG: - - - AGEGG: - - - TTTTTCGCCCGAAGGT TTTCCCCGATAACAGCCAGTCCTGTATTTCTTT
-------------- GGAGGAGGEGECTTAGCATGIGACG - - - AGGEG: - - - TTTTTCGCCCGAAGGT TTTCCCCGATAACAGCCAGICCTGTATTTCTTT
—————————————— GGAGGAGGGEGECTTAGCATGIGACG - - - AGGGG: - - - TTTTTCGCCCGAAGGT TTTCCCCGATAACAGCCAGI CCTGTATTTCTTT
TTGGEGEGEGET TGEEGEGT TGEGAGT GT TCAGTATGI GACA- - - - AGGGG - - - TTTTTCGCCCAAAGGT TTTCCCCGATAACAGCCAGTCCTGTATTTCTCT
TTGGEGEGEGET TGEEGEGT TGEGAGT GT TCAGTATGI GACA- - - - AGGGG: - - - TTTTTCGCCCAAAGGT TTTCCCCGATAACAGCCAGTCCTGTATTTCTCT
TTGGGGGEGT TGCEGEGT TGEGAGT GT TCAGTATGI GACA- - - - AGGGG - - - TTTTTCGCCCAAAGGT TTTCCCCGATAACAGCCAGT CCTGTATTTCTCT
TTGCCEEGT TCGEEGT TGEGAGT GTTCAGTATGT GACA- - - - AGGGG: - - - TTTTTCGCCCAAAGGT TTTCCCCGATAACAGCCAGTCCTGTATTTCTCT
TTGGCEEGT TCCEGEGT TGEGAGT GTTCAGTATGT GACA- - - - AGGGG: - - - TTTTTCGCCCAAAGGT TTTCCCCGATAACAGCCAGTCCTGTATTTCTCT
TTGGGCEGEGT TGEEGEGT TGEGAGI GT TCAGTATGI GACA- - - - AGGGG: - - - TTTTTCGCCCAAAGGT TTTCCCCGATAACAGCCAGI CCTGTATTTCTCT
TTGGEGEGEGET TGEEGEGT TGEGAGT GT TCAGTATGI GACA- - - - AGGGG - - - TTTTTCGCCCAAAGGT TTTCCCCGATAACAGCCAGT CCTGTATTTCTCT
TTGGGEGEGET TGEEGEGT TGEGAGT GT TCAGTATGI GACA- - - - AGGGG - - - TTTTTCGCCCAAAGGT TTTCCCCGATAACAGCCAGTCCTGTATTTCTCT
TTGGGGGEGT TGCEGEGT TGEGAGT GT TCAGTATGI GACA- - - - AGGGG - - - TTTTTCGCCCAAAGGT TTTCCCCGATAACAGCCAGT CCTGTATTTCTCT
TTGCCEEGT TCCEEGT TGEGAGT GTTCAGTATGT GACA- - - - AGGGG: - - - TTTTTCGCCCAAAGGT TTTCCCCGATAACAGCCAGTCCTGTATTTCTCT
TTGGCEEGT TGCEGEGT TGEGAGT GTTCAGTATGT GACA- - - - AGGGG - - - TTTTTCGCCCAAAGGT TTTCCCCGATAACAGCCAGTCCTGTATTTCTCT
TTGGGCEGEGT TGEEGEGT TGEGAGI GT TCAGTATGI GACA- - - - AGGGG: - - - TTTTTCGCCCAAAGGT TTTCCCCGATAACAGCCAGI CCTGTATTTCTCT
TTGGEGEGEGET TGEEGEGET TGEGAGT GT TCAGTATGT GACA- - - - AGGGG - - - TTTTTCGCCCAAAGGT TTTCCCCGATAACAGCCAGT CCTGTATTTCTCT

TTGGCCEEEGTTCCEEGT TGEGAGT GTTCAGTATGT GACA- - - - AGGGG: - - - TTTTTCGCCCAAAGGT TTTCCCCGATAACAGCCAGTCCTGTATTTCTCT
TTGGCGEGT TGCEGEGT TGEGAGT GTTCAGTATGT GACA- - - - AGGGG - - - TTTTTCGCCCAAAGGT TTTCCCCGATAACAGCCAGTCCTGTATTTCTCT
TTGGGCEGEGT TGEEGEGT TGEGAGI GT TCAGTATGI GACA- - - - AGGGG - - - TTTTTCGCCCAAAGGT TTTCCCCGATAACAGCCAGI CCTGTATTTCTCT
TTGGEGEGEGET TGEEGEGT TGEGAGT GT TCAGTATGI GACA- - - - AGGGG - - - TTTTTCGCCCAAAGGT TTTCCCCGATAACAGCCAGT CCTGTATTTCTCT
TTGGEGEGEGET TGEEGEGT TGEGAGT GT TCAGTATGI GACA- - - - AGGGG: - - - TTTTTCGCCCAAAGGT TTTCCCCGATAACAGCCAGICCTGTATTTCTCT
TTGGGGGEGT TGCEGEGT TGEGAGT GT TCAGTATGI GACA- - - - AGGGG - - - TTTTTCGCCCAAAGGT TTTCCCCGATAACAGCCAGT CCTGTATTTCTCT
TTGGCGEGT TGGEEEGT TGGGAGT GT TCAGTATGT GACA- - - - AGGGG: - - - TTTTTCGCCCAAAGGT TTTCCCCGATAACAGCCAGTCCTGTATTTCTCT
------------- TGATACGAAGGCT TAGCATGIGGCAGGATAGGEGEG: - - TTTTTTTGCCCGACGGT TTTCCCCTAT- TGATCAGATCATGGATTTCTTC
————————————— TGATACGAAGGCT TAGCAT GTGGCAGGAGAGEGGT TTTTTTTTTGCCCGACGGT TTTCCCCTAT- TGATCAGATCATGGATTTCTTT
————————————— TGATACGAAGGCT TAGCAT GT GGCAGGAGAGGGGT TTT TTTGCCCGACGGTTTTCCCCTAT- TGATCAGATCATGGATTTCTTT
————————————— TGATACGAAGGCT TAGCAT GTGGCAGGAGAGGGGT TTT TTGCCCGACGGT TTTCCCCTAT- TGATCAGATCATGGATTTCTTT
————————————— TGATACGAAGGCTTAGCATGIGGCAGGAGAGEEG - - T TTGCCCGACGGT TTTCCCCTAT- TGATCAGATCATGGATTTCTTT
------------- TGATACGAAGGCTTAGCAT GTGGCAGGAGAGEEG - TT TTGCCCGACGGT TTTCCCCTAT- TGATCAGATCATGGATTTCTTT

............. GTGTTAGAGGGT TTAGCATGT CATA- - AGAGGGG -
............. GTGTTAGAGGGT TTAGCATGT CATA- - AGAGGGG - -
............. GTGTTA@»({{HTTAGCATGTCATA——A(w(III}—
............. GTGTTAGAGGGT TTAGCATGTCATA- - AGAGGGG -

TGCCCAAAGGT TTTCCCCTCTATTATCAAATTATGCAT- - - - CT
TGCCCAAAGGT TTTCCCCTCTATTATCAAATTATGCAT- - - - CT
TGCCCAAAGGT TTTCCCCTCTATTATCAAATTATGCAT- - - - CT
TGCCCAAAGGT TTTCCCCTCTATTATCAAATTATGCAT- - - - CT

TTT

TTTT

TTTT

TTTT
------------- TGATACGAAGGCTTAGCAT GTGGCAGGAGAGEGG - TTTTTTTTGCCCGACGGTTTTCCCCTAT- TGATCAGATCATGGATTTCTTT
------------- TGATACGAAGGCTTAGCAT GTGGCAGGAGAGEGG - TTTTTTTTGCCCGACGGTTTTCOCCTAT- TGATCAGATCATGGATTTCTTT
------------- TGATACGAAGGCT TAGCAT GTGGCAGGAGAGEGG - - TTTTTTTGCCCGACGGT TTTCOCCTAT- TGATCAGATCATGGATTTCTTT
------------- TGATACGAAGCCT TAGCAT GT GGCAGGAGAGGOG - - TTTTTTTGOCCGACGGT TTTCOCCTAT- TGATCAGATCATGGATTTCTTT
------------- ACATTCGAGGGT TTAGCATGTGATAGGACAGEGG - - - TTTTTTGCCCGATGGTTTTCOCCTATA- - ATCAGATCATAGAT- - - - TT
------------- ACATTCGAGGGT TTAGCATGTGATAGGACAGEGG - - - TTTTTTGCCCGATGGTTTTCOCCTATA- - ATCAGATCATAGAT- - - - TT
------------- GTGTTAGAGGGTTTAGCATGTCATA- - AGAGGGG: - - - TTTTTTGOCCAAAGGTTTTCOCCTCTATTATCAAATTATGLAT- - - - CT
------------- GTGTTAGAGGGTTTAGCATGTCATA- - AGAGGGG: - - - TTTTTTGCOCAAAGGTTTTCCCCTCTATTATCAAATTATGCAT- - - - CT
------------- GTGTTAGAGGGTTTAGCATGTCATA- - AGAGGGG: - - - TTTTTTGCOCAAAGGT TTTCCCCTCTATTATCAAATTATGCAT- - - - CT
------------- GTGTTAGAGGGT TTAGCATGTCATA- - AGAGGGG - - - TTTTTTGCOCAAAGGT TTTCCCCTCTATTATCAAATTATGCAT- - - - CT
------------- GTGITAGAGGGTTTAGCATGTCATA- - AGAGGGG - - - TTTTTTGCOCAAAGGT TTTCCCCTCTATTATCAAATTATGCAT- - - - CT
------------- GTGTTAGAGGGTTTAGCATGICATA- - AGAGGGG - - - TTTTTTGCCCAAAGGTTTTOOOCTCTATTATCAAATTATGCAT- - - - CT
------------- GTGTTAGAGGGTTTAGCATGTCATA- - AGAGGGG - - - TTTTTTGOCCAAAGGTTTTCOCCTCTATTATCAAATTATGLAT- - - - CT

-TTTTT

-TTTTT

-TTTTT

-TTTTT
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Fot ul _Tu67 CATTCCTACCAGTCATTGTAATTAAG: - - - = == == s mm e e e meeeeee e
Fobul _Gl4 CAA- - - - -- CAGGAG --------------- AGATCATCAACTCAAGATACGGT -
Fogl a_Q&2 CAA- - - --- CAGAG --------------- AGATCATCAACTCAAGATACGGTA
Fogl a_G76 CAA------ CAGGAG - ----=--=--=---- AGATCATCAACTCAAGATACGGTA
Fol ag_001 CAA------ CAGTAG ----==========~ AGGTCATCAAC- - - === == === ==
Foniv_010_1 CAA------ CAGIAG ----=-======--=- AGGTCATCAAC- - - === === - ==~
Foniv_019_1 CAA------ CAGIAG ---=-=-========- AGGTCATCAAC- - - - === === ==~
Foniv_021_1 CAA------ CAGTAG -------=======- AGGTCATCAAC- - - - === === == -
Foni v_037_1 CAA- - - - - - CAGIAG ------------=-- AGGTCATCAAG- - -~ == === ===-
Fonom 001 CAA- - - - - - CAGTAG -------=-==--=- AGGTCATCAA- - - == === === ==~
Fonom 004 CAA- - - - - - CAGIAG ---=----==-==--=-- AGGTCATCAA- - - - === === - == -
Foniv_002_1 CAA------ CAGIAG ----=--=====-=- AGGTCATCAA- - - == === === == -
Foni v_015_1 CAA------ CAGTAG --------------- AGGTCATCAA- - - - - cm oo e oo -
Foniv_020_1 CAA------ CAGTAG -------=======- AGGTCATCAA- - - - === === === =
Fom n_004 CAA- - - - - - CAGTAG ---------==--=-- AGGTCATCAAC- - - - === =-----
Fom n_013 CAA- - - - - - CAGTAG -------=-===-=- AGGTCATCAAC- - - === ==-=---
Form n_005 CAA------ CAGTAG ----=========n- AGGTCATCAA- - - === === === = =
FOom n_006 -----m-mmim e oo
Fom n_012 - --mmmoo oo
Foni n_016 CAA------ CAGTAG -------====---- AGGTCATCAA- - - -~ ------
Forcu_016 CAA- - - - -- CAGIAG --------------- AGGTCATCAA- - - - - - === == - -
Forcu_024 CAA- - - - -- CAGIAG --------------- AGGTCATCAA- - - - - - === == - -
Forcu_031 CAA------ CAGTAG -------==--==-- AGGTCATCAA- - - - === === = - -
Foniv_005_1  CAA------ CAGTAG --------------- AGGTCATCAAC- - - - - - === ----
Foluf_001_1 CAA------ CAGHAG - ---=--=-=======- AGGTCATCAA- - - - === m e e e -
Foniv_013_1 CAA------ CAGTAG -------=======- AGGTCATCAAC- - - - === === == -
For ap_PHWB15 CAGTCCCTAAAGCGGCCAACATTGGGATGTTAGGTTA- - - - - === === == o= - - -
Focuc_018 CAGCCCCTAAAGCAGCCAGAATTGGGATGTTAGGT TA- - - - - - m e m e e e o -
Focuc_021 CAGCCCCTAAAGCAGCCAGAATTGGGATGT TAGGT TA- - - === === === m e === -
Focuc_030 CAGCCCCTAAAGCAGCCAGAATTGGGATGTTAGGT T- - - - === === s e = mm e e -
Focuc_037 CAGCCCCTAAAGCAGCCAGAATTGGGATGT TAGGTTAGCA:- - - - === == === - = -
Focuc_001 CAGCCCCTAAAGCAGCCAGAATTGGGATGT TAGGTTAGS- - - - = === === === = -
Focuc_013 CAGCCCCTAAAGCAGCCAGAATTGGGATGTTAGGTTAGS- - - - == === == === = -
Focuc_011 CAGCCCCTAAAGCAGCCAGAATTGGGATGTTAGGTTAG - - - === === === == - -
Focuc_015 CAGCCCCTAAAGCAGCCAGAAT TGGGATGT TAGGT TAGG- - - = - === === = = = = =
Focuc_035 CAGCCCCTAAAGCAGCCAGAATTGGGATGT TAGGTTAGS- - - - === === === = = -
Fol uf _001_0  CAATCCCTGAAGCAGT GAAAAATGCGATGTTAGATTAGCAAT- - - - - - - - - - - - -
Fol uf _002 CAATCCCT GAAGCAGT GAAAAATGCGATGT TAGATTAGCAATT- - - - - - = - - - - -
Fopi s_HDV247 CAATCCCTAAAGTAGT TAAGAATAGGAGT TTAGTCTAGCAATTCA- - - - - - - - - -
Fom n_010 CAATCCCTAAAGTAGT TAAGAATATGAGT TTAGTCTAGCAATTC- - - - - - - - - - -
Foni v_002_0  CAATCCCTAAAGTAGTTAAGAATATGAGTTTAGTCTAGCAATTC - - --------
Foni v_015_0  CAATCCCTAAAGTAGTTAAGAATATGAGTTTAGTCTAGCAATTGC - ---------
Foniv_021_0  CAATCCCTAAAGTAGTTAAGAATATGAGTTTAGTCTAGCAATTGC - ---------
Foni v_005_0  CAATCCCTAAAGTAGT TAAGAATATGAGT TTAGTCTAGCAATTCA- - - - - - - - - -
Foni v_010_0  CAATCCCTAAAGTAGITAAGAATATGAGTTTAGTCTAGCAATTCA- - --------
Foni v_013_0  CAATCCCTAAAGTAGITAAGAATATGAGTTTAGTCTAGCAATTCA- - --------
Foniv_019 0  CAATCCCTAAAGTAGTTAAGAATATGAGTTTAGTCTAGCAATTCA- - - - - -- - - -
Foni v_020_0  CAATCCCTAAAGTAGTTAAGAATATGAGTTTAGTCTAGCAATTCA- - - - - - - - - -
Foni v_037_0  CAATCCCTAAAGTAGTTAAGAATATGAGTTTAGTCTAGCAATTCA- - - - - - - - - -
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1

FOCUC_015_1 == - mmmmmmmmm oo oo m e ININININININININNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN
FOCUC_011"  mmemmmmmmmmmmiemee oo AATTAATA- - - GTAAGT TAGACAGCAGCAAGCT GTCAGATAAAACCACT CATGCATTGCTCTAAGTGGGGATTC
Focuc_013 = ----cmmcmimeienii i AATTAATA- - - GTAAGT TAGACAGCAGCAAGCT GT CAGATAAAACCACT CATGCATTGCTCTAAGT GGGGATTC
Focuc_001_1 = -----m-mcmmmi i GACCAAAGT CAT TCCAGCT GGGGGGGT GTGT CAGATAAAACCACT CATGCAT TGCTCTAAGT GGGGATTC
Focuc_037_1  ------mmmimie i - GACCAAAGT CAT TCCAGCT GGGGGGGT GTGTCAGATAAAACCACT CATGCAT TGCTCTAAGT GGGGATTC
Focuc_035_1 -------memimi i TGACCAAAGT CAT TCCAGCT GEGGEGEGT GTGT CAGATAAAACCACT CATGCAT TGCTCTAAGT GGGGATTC
T LT 1 < TGTCAGATAAAACCACT CATGCATTGCTCTAAGT GGGGATTC
Focuc_021 = = --e-cecmcmcmcncmc i cn e eaeaes GACCAAAGT CATTCCAGCT GGGGGGEGT GTGTCAGATAAAACCACT CATGCATTGCTCTAAGT GGGGATTC
FOCUC_030  m-emcmmmcmomoiee oo menemmmneeeeeeee-c—----- TAAAACCACT CATGCATTGCTCTAAGT GGGGATTC
Foluf_001_1  --------cmmmiaaao GTATGAATGCCC- - - CTGAAGCCG: - - - - - - - - CCGCGTAAATACATAACCTTAATAACCTCTTCTCTGCCGGTTTGC
Fol uf —002_1 = ---emmmmmmme oo GTATGAATGCCC- - - CTGAAGCCG: - - - - - - - - CCGCGTAAATACATAACCTTAATAACCTCTTCTCTGCCGGTTTGC
Fopi s_HDV247  ---------- ACGAACGGCAGATAATAGT TCCCC- - - TTGACTCAAGGTTAAACTTTATTTAGAAGG: - - - - - - AGGTAACCTCTTCTCTGCCGGTCTGC
Fol ag_001 GOCCCTGAAGCOGCTACT TGAAGAATGOGOGACC: - - TTAA- - - - = == == mmmmmmmmmmmmmmmmm e e e mm oo CAACCTCTTCTCTGCOGGTTTGC
Fol ag_004 GCCCCTGAAGCCGCTACT TGAAGAATGCGCGACC- - - TTAA- - - - - - - - s o e s m e e oo m e oo CAACCTCTTCTCTGCCGGITTGC
Fol ag_002 - CCCCTGAAGCCGCTACT TGAAGAATGCGOGACE- - - TTAA- - - - - - - - e e e oo m e m e m o - CAACCTCTTCTCTGCCGGTTTGC
Fol ag_005 - CCCCTGAAGCCGCTACT TGAAGAATGCGOGACE- - - TTAA- - - - - - - - oo m e e e - - CAACCTCTTCTCTGCCGGTTTGC
Foni n_010_0 - CCCCTGAAGCCGCTACT TGAAGAATGCGOGACE- - - TTAA- - - - - - - - - oo e oo m e - CAACCTCTTCTCTGCCGGITTGC
Focuc_037_0 —-----mmmmmmmooo- TTATTTTAGGCATGAC- - - - TTAAATTTAGAAGG: - - - - == === === - mmm oo - - GTTTATTTTCAGTCGAGTG- -
Fol uf _002_0 -------mmmmmmaaan- TATTTTAGGCATGAC - - - TTAAATTTAGAAGG: - - - - === === m oo - - GTTTATTTTCAGTCGAGTG- -
Focuc_001_0 -----m-ommmeommoe TTATTTTAGGCATGAGC - - - TTAAATTTAGAAGG: - - === == === s mmmmmmme e e GTTTATTTTCAGTCGAGTG -
Focuc_015_0  ----------------- TTATTTTAGGCATGAC: - - - TTAAATTTAGAAGG - -------------mmmmmmm oo - GITTATTTTCAGICGAGIG- -
Focuc_035_0  ----------------- TTATTTTAGGCATGAC: - - - TTAAATTTAGAAGG - -------------mmmmmomo o - - GITTATTTTCAGICGAGIG- -
Foluf _001_0  -----------mm-n-- TTATTTTAGGCATGAC: - - - TTAAATTTAGAAGG - - - - ------ - - mmmmm oo - - GITTATTTTCAGICGAGIG- -
Fom n_010_2 -----emmmemme i ATGACT- - - TTAACTCCAGGTGAAACATTACTTAGAAAA- - - - - - - CTATAACTTCTTCTGTGCCGGTTTGC
FONi v_002"1 =-----cmmmmmmmmmmmmmmmaaaaan ATGACT- - - TTAACTCCAGGT GAAACATTACTTAGAAAA: - - - - - - CTATAACTTCTTCTGTGCOGGTTTGC
FONiV_015 1 =eemmmmmmmmmmmmmee o ATGACT- - - TTAACTCCAGGTGAAACATTACTTAGAAAA: - - - - - - CTATAACTTCTTCTGTGCCGGTTTGC
Foniv_021_1 W -------mmmimmiim e ATGACT- - - TTAACTCCAGGTGAAACATTACTTAGAAAA- - - - - - - CTATAACTTCTTCTGTGCCGGTTTGC
Foniv_005_1 = --------cmimiim e CATGACT- - - TTAACTCCAGGTGAAACATTACTTAGAAAA: - - - - - - CTATAACTTCTTCTGTGCCGGTTTGC
Foniv_010_1 = -----------mmmmmaaa oo CATGACT- - - TTAACTCCAGGTGAAACATTACTTAGAAAA: - - - - - - CTATAACTTCTTCTGTGCCGGTTTGC
Foni v_013_1 = -------mmmmmii i CATGACT- - - TTAACTCCAGGTGAAACATTACTTAGAAAA: - - - - - - CTATAACTTCTTCTGTGCCGGTTTGC
FONi V_019_1 ----mmmmmmmmmmmmeme oo CATGACT- - - TTAACTCCAGGTGAAACATTACTTAGAAAA: - - - - - - CTATAACTTCTTCTGTGCOGGTTTGC
FONiv_ 0201 =-cmmmmmmmm e CATGACT- - - TTAACTCCAGGTGAAACATTACTTAGAAAA- - - - - - - CTATAACTTCTTCTGTGCCGGTTTGC
Foniv_037_1 W -----cmmmiimi e CATGACT- - - TTAACTCCAGGTGAAACATTACTTAGAAAA:- - - - - - - CTATAACTTCTTCTGIGCCGGIT,
FONi V_005_0 - - cmommimm oo o m oo e e e m e e—e——-e——mo-eo------
Foniv_015_0 @ ---------m-mmiii oo ACATATGACT- - - TTAACTCTAGGTAAAACTTTACTTGAAAAA- - - - - - - CTATAACTCCTTTTGT GCCGGT
FOni v_020_0 -------mmmmmmmmooooo oo TACATATGACT- - - TTAACTCTAGGTAAAACTTTACTTGAAAAA: - - - - - - CTATAACTCCTTTTGT GOOGGT
FONi v_019_0 ----mmmmmmmmmeaa oo TACATATGACT- - - TTAACTCTAGGTAAAACTTTACTTGAAAAA: - - - - - - CTATAACTCCTTTTGT GOOGGT
FONiv_010 0 =--smmmmmmmmmim oo ACATATGACT- - - TTAACTCTAGGTAAAACTTTACTTGAAAAA: - - - - - - CTATAACTCCTTTTGTGCCGGT
Foniv_002_0  ---------mimmiiaa oo ACATATGACT- - - TTAACTCTAGGTAAAACTTTACTTGAAAAA- - - - - - - CTATAACTCCTTTTGT GCCGGT
Fom n_010_1  -----------mmmmia oo ACATATGACT- - - TTAACTCTAGGTAAAACTTTACTTGAAAAA- - - - - - - CTATAACTCCTTTTGT GCCGGT
Foniv_013_0  ----------mmmiai oo ACATATGACT- - - TTAACTCTAGGTAAAACTTTACTTGAAAAA- - - - - - - CTATAACTCCTTTTGT GCCGGT
FOni v_021_0 ------mmmmmmmmmmmmmmaaan ACATATGACT- - - TTAACTCTAGGTAAAACTTTACTTGAAAAA: - - - - - - CTATAACTCCTTTTGT GOOGGT
FONi V_037_0 =--cmmmmmmmmmmmeae oo TACATATGACT- - - TTAACTCTAGGTAAAACTTTACTTGAAAAA: - - - - - - CTATAACTCCTTTTGT GOOGGT
Forap_PHW815 0 ------------------------- AAGITGAC - - - - - GAATTTTGGTGGTGCTCTTTTT------------- TTTTTTTTTTTTTTTTGA
Forap_PHWB15_1 -------- ATTGTCGGOGAATTGCAAGATTGGC: - - - - - GACATCGBGAGGCA- - - == === -==-==--=---- TTGTGGCTAGTATGTGGCTGAATGT G
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Focuc_015_1 NINNNNNNNNNNNNNNNNNNNNNNNNNNNNNGTAG: - - - - - - - - - TTGGTAA- - --------- AATCTAACACAAGCCTCTGTATTATA- - - - - - - TACTC
Focuc_011 CCATTTTGGTGGOGIGT - - - - - - - - - - GGTGTAG --------- TTGGTAA- - --------- AATCTAACACAAGCCTCTGTATTATA- - - - - - - TACTC
Focuc_013 CCATTTTGGTGROGIGT- - - - - - - - - - GGTGTAG --------- TTGGTAA- - - - - === --- AATCTAACACAAGCCTCTGTATTATA- - - - - - - TACTC
Focuc_001_1 CCATTTTGGTGECGIGT - - - - - - - - - - GGIGTAG - -------- TTGGTAA- - --------- AATCTAACACAAGCCTCTGTATTATA:- - - - - - - TACTC
Focuc_037_1 CCATTTTGGTGECGIGT- - - - - - - - - - GGIGTAG - -------- TTGGTAA- - --------- AATCTAACACAAGCCTCTGTATTATA- - - - - - - TACTC
Focuc_035_1 CCATTTTGGTGECGIGT- - - - - - - - - - GGIGTAG - -------- TTGGTAA- - --------- AATCTAACACAAGCCTCTGTATTATA- - - - - - - TACTC
Focuc_018 CCATTTTGGTGECGIGT- - - - - - - - - - GGIGTAG - -------- TTGGTAA- - --------- AATCTAACACAACGCCTCTGTATTATA- - - - - - - TACTC
Focuc_021 CCATTTTGGTGGOGTGT - - - - - - - - - - GGTGTAG - -------- TTGGTAA- - --------- AATCTAACACAAGCCTCTGTATTATA- - - - - - - TACTC
Focuc_030 CCATTTTGGTGROGIGT- - - - - - - - - - GITGTAG --------- TTGGTAA- - - - - === - - - AATCTAACACAAGCCTCTGTATTATA- - - - - - -
Foluf_001_1  CGG-------TCTTGI--------- ATATGTA- - --------- TTAATAATATAAGT TTAAAGT TTAGCATA- - TTTCTAAAATATA- - - - -
Fol uf _002_1
Fopi s_HDV247
Fol ag_001
Fol ag_004
Folag_002 QGA--------TCTTGG --------AAAT-------------- TTATTAA- - - - - ATTTAAAGTTTAGCACG- - TTTCTGAAATATA- - - - - AATACTC
Fol ag_005 CGA-------- TCTTGC- - ------- AAAT- - ----- e o TTATTAA- - - - - ATTTAAAGTTTAGCACC- - TTTCTGAAATATA- - - - - AATACTC
Fom n_010_0 CGA-------- TCTTGC- -------- AAAT- - - - - oo TTATTAA- - - - - ATTTAAAGTTTAGCACC- - TTTCTGAAATATA- - - - - AATACTC
Focuc_037_0 TAA-------- GCTAGTATAAACTTTTAATGTAACACTCACTTGT TTGTAACACTCGCT TATCACGTACGT TA- - CTTCTAAAATATA:- - - - - - - TACTC
Fol uf _002_0 TAA-------- GCTAGTATAAACT TTTAATGTAACACT CACT TGT TTGTAACACTCGCTTATCACGTACGT TA- - CTTCTAAAATATA- - - - - - - TACTC
Focuc_001_0 TAA-------- GCTAGTATAAACT TTTAATGTAACACT CACT TGT TTGTAACACTCGCTTATCACGTACGT TA- - CTTCTAAAATATA- - - - - - - TACTC
Focuc_015_0 TAA-------- GCTAGTATAAACT TTTAATGTAACACT CACT TGT TTGTAACACT CGCTTATCACGTACGT TA- - CTTCTAAAATATA- - - - - - - TACTC
Focuc_035_0 TAA-------- GCTAGTATAAACTTTTAATGTAACACT CACTTGT TTGTAACACTCGCTTATCACGTACGT TA- - CTTCTAAAATATA- - - - - - - TACTC
Fol uf _001_0 TAA-------- GCTAGTATAAACTTTTAATGTAACACT CACTTGT TTGTAACACTCGCT TATCACGTACGT TA- - CTTCTAAAATATA:- - - - - - - TACTC
Fom n_010_2 G ------- GCTGCC--------- TGATGTATTAATC- - - - - TTGGTAA- - - - - - TTTAAAATTTTATGTA- - CTTCTAAAGTATA- - - - - TATACTC
Foni v_002_1 CGG ------- GCTGEC--------- TGATGTATTAATC- - - - - TTGGTAA- - - - - - TTTAAAATTTTATGTA- - CTTCTAAAGTATA- - - - - TATACTC
Foni v_015_1 CGG ------- GCTGGC--------- TGATGTATTAATC- - - - - TTGGTAA- - - - - - TTTAAAATTTTATGTA- - CTTCTAAAGTATA- - - - - TATACTC
Foni v_021_1 CGG ------- GCTGEC------- - - TGATGTATTAATC - - - - TTGGTAA- - - - - - TTTAAAATTTTATGTA- - CTTCTAAAGTATA- - - - - TATACTC
Foni v_005_1 GG ------- GCTGEC--------- TGATGTATTAATC: - - - - TTGGTAA:- - - - - - TTTAAAATTTTATGTA- - CTTCTAAAGTATA- - - - - TATACTC
Foni v_010_1 G ------- GCTG&C--------- TGATGTATTAATC- - - - - TTGGTAA- - - - - - TTTAAAATTTTATGTA- - CTTCTAAAGTATA- - - - - TATACTC
Foni v_013_1 G ------- GCTGCC--------- TGATGTATTAATC- - - - - TTGGTAA- - - - - - TTTAAAATTTTATGTA- - CTTCTAAAGTATA- - - - - TATACTC
Foni v_019_1 CGG ------- GCTGEC--------- TGATGTATTAATC- - - - - TTGGTAA- - - - - - TTTAAAATTTTATGTA- - CTTCTAAAGTATA- - - - - TATACTC
Foni v_020_1 CGG ------- GCTGGC--------- TGATGTATTAATC: - - - - TTGGTAA- - - - - - TTTAAAATTTTATGTA- - CTTCTAAAGTATA- - - - - TATACTC
Foni v_037_1 C CTGEC- - - - - - - AATC- - - - - TTGGTAA- - - - - - TTTAAAATTTTATGTA- - CTTCTAAAGTATA- - - - - TATACTC
Foniv_005_ 0  [CGG-------CCIAGI--------- AATC- - - - - CTAGTAA- - - - - - TTTAAAGITTTCTATT- - CTTCTAAAGTATA- - - - - TATACTC
Foniv_015_0  [CGG-------CCTAGI--------- AATC- - - - - TTAGTAA- - - - - - TTTAAAGITTTCTATA- - CTTCTAAAGTATA- - - - - TATACTC
Foniv_020_0  [CGG-------CCTAGI--------- AATC- - - - - TTAGTAA- - - - - - TTTAAAGITTTCTATA- - CTTCTAAAGTATA- - - - - TATACTC
Foniv_019 0  [OGG -------GCTAGI--------- AATC- - - - - TTAGTAA- - - - - - TTTAAAGTTTTCTATA- - CTTCTAAAGTATA- - - - - TATACTC
Foniv_010_0  [OGG -------GCTAGI--------- AATC- - - - - TTAGTAA- - - - - - TTTAAAGTTTTCTATA- - CTTCTAAAGTATA- - - - - TATACTC
Foniv_002 0  [CGG-------GCTAGT--------- AATC- - - - - TTAGTAA- - - - - - TTTAAAGTTTTCTATA- - CTTCTAAAGTATA- - - - - TATACTC
Fom n_010_1 = [CGG-------CCTAGI--------- AATC- - - - - TTAGTAA- - - - - - TTTAAAGITTTCTATA- - CTTCTAAAGTATA- - - - - TATACTC
Foniv_013_0  [CGG-------CCTAGI--------- AATC- - - - - TTAGTAA- - - - - - TTTAAAGITTTCTATA- - CTTCTAAAGTATA- - - - - TATACTC
Foniv_021_0  [CGG-------CCTAGI--------- AATC- - - - - TTAGTAA- - - - - - TTTAAAGITTTCTATA- - CTTCTAAAGTATA- - - - - TATACTC
Foniv_037_0  [OGG-------GCTAGI--------- AATC- - - - - TTAGTAA- - - - - - TTTAAAGTTTTCTATA- - CTTCTAAAGTATA- - - - - TATACTC
Forap_PHW815_0 TORSRRIRIC GO RRTTTTSG TOIGI - - - - - - - - - ATGGTAG - - TAGTTTAAATTTTTATATA- - CTTCTAAAATATA- - - - - TATACTC

For ap_PHWB15_1 GGTGTGT. A(XEAATTGAGAGTTGBGI' GC-----GIATCAA- - - - - - - - TAGAGICTG - ------ TCCAAAAATATA- - - - - TATACTC
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TTCTAAGEECCGIC: - - - - - - - - - - - - - TCTCCCAACATTCTGTCCT- - - - - TTCAATTCAACTAG
TTCTAAGEECCGIC: - - - - - - - - - - - - - TCTCCCAACATTCTGTCCT- - - - - TTCAATTCAACTAG
TTCTAAGGGCCGIG - -

- TCTCCCAACATTCTGICCT- - - - - TTCAATTCAACTA(Q
TTCAATTCAACTAC
TTCAATTCAACTA(Q
TTCAATTCAACTAQ
TTCAATTCAACTAC
TTCAATTCAACTAC
TTCAATTCAACTAC
TCCCACTTTCGAGICT- - - - TCTCAACCCAACTACTCA A

TCCCACTTTCGAGICT- - - - TCTCAACCCAACTACTCATTAATCTTCCTTTATTAATCTTGACAATCAA
LS R T- - - - ACTCAATCTAACTACTTATTAATCTTCCTTCATTGATCATTATAACTGA
TCTTAAAGGCAGCT TGAAGCTGCCAGCTTCTTCCTACCTTAGAGCCT- - - - ACTCAATCTAACTACTTGT TACTCTTCCTTCATTGATCATTACACCTGA
TCTTAAAGGCAGCT TGAAGCT GCCAGCTTCTTCCTACCTTAGAGCCT - - - - ACTCAATCTAACTACTTGTTACTCTTCCTTCATTGATCATTACACCTGA
TCTTAAAGGCAGCT TGAAGCTGCCAGCTTCTTCCTACCTTAGAGCCT- - - - ACTCAATCTAACTACTTGTTACTCTTCCTTCATTGATCATTACACCTGA
TCTTAAAGGCAGCT TGAAGCTGCCAGCTTCTTCCTACCTTAGAGCCT- - - - ACTCAATCTAACTACTTGTTACTCTTCCTTCATTGATCATTACACCTGA
TCTTAAAGGCAGCT TGAAGCTGCCAGCTTCTTCCTACCTTAGAGCCT- - - - ACTCAATCTAACTACTTGTTACTCTTCCTTCATTGATCATTACACCTGA

TCOGAAAGGCAGCT- - - < - = - = - = - - - - TCTTCCTACCTCAGAGTCT- - - - ACTCAGTCTCACTTATCATTTATCTTCTTTTCTAACTCAT- - CAACCCA
TCOGAAAGGCAGCT- - - < - < = - = - - - - TCTTCCTACCTCAGAGTCT- - - - ACTCAGTCTCACTTATCATTTATCTTCTTTTCTAACTCAT- - CAACCCA
TCOGAAAGGCAGCT- - - < - < =< - = - - - - TCTTCCTACCTCAGAGICT- - - - ACTCAGTCTCACTTATCATTTATCTTCTTTTCTAACTCAT- - CAACCCA
TCOGAAAGGCAGCT- - - - - < =< - = - = - - TCTTCCTACCTCAGAGICT- - - - ACTCAGTCTCACTTATCATTTATCTTCTTTTCTAACTCAT- - CAACCCA
TCOGAAAGGCAGCT - - - - = < == - = - = - - TCTTCCTACCTCAGAGICT- - - - ACTCAGTCTCACTTATCATTTATCTTCTTTTCTAACTCAT- - CAACCCA
TCOGAAAGGCAGCT- - - - - = - = - = - - - - TCTTCCTACCTCAGAGICT- - - - ACTCAGTCTCACTTATCATTTATCTTCTTTTCTAACTCAT- - CAACCCA
TCTGAAAGGCAGCT- - - < - < - = - = - - - - TCTTCCTACCTCAGAGTCTACTTACTCACTCC- ACTTGTCATTTATCTTCTTTTGTAAATCAT- - CAACCCA
TCTGAAAGGCAGCT- - - < - < =< - = - - - - TCTTCCTACCTCAGAGTCTACTTACTCACTCC- ACTTGTCATTTATCTTCTTTTGTAAATCAT- - CAACCCA
TCTGAAAGGCAGCT- - - < - < =< - = - - - - TCTTCCTACCTCAGAGTCTACTTACTCACTCC- ACTTGTCATTTATCTTCTTTTGTAAATCAT- - CAACCCA
TCTGAAAGGCAGCT- - - < - === - = - = - - TCTTCCTACCTCAGAGTCTACTTACTCACTCC- ACTTGTCATTTATCTTCTTTTGTAAATCAT- - CAACCCA
TCTGAAAGGCAGCT- - - - = < =< - = - = - - TCTTCCTACCTCAGAGTCTACTTACTCACTCC- ACTTGTCATTTATCTTCTTTTGTAAATCAT- - CAACCCA
TCTGAAAGGCAGCT- - - - - - - = - = - - - - TCTTCCTACCTCAGAGTCTACTTACTCACTCC- ACTTGTCATTTATCTTCTTTTGTAAATCAT- - CAACCCA
TCTGAAAGGCAGCT- - - < - <= - = - - - - TCTTCCTACCTCAGAGTCTACTTACTCACTCC- ACTTGTCATTTATCTTCTTTTGTAAATCAT- - CAACCCA
TCTGAAAGGCAGCT- - - < - < =< - = - - - - TCTTCCTACCTCAGAGTCTACTTACTCACTCC- ACTTGTCATTTATCTTCTTTTGTAAATCAT- - CAACCCA
TCTGAAAGGCAGCT- - - < - < =< - = - - - - TCTTCCTACCTCAGAGTCTACTTACTCACTCC- ACTTGTCATTTATCTTCTTTTGTAAATCAT- - CAACCCA
TCTGAAAGGCAGCT- - - < - < == - = - = - - TCTTCCTACCTCAGAGTCTACTTACTCACTCC- ACTTGTCATTTATCTTCTTTTGTAAATCAT- - CAACCCA
TCTGAAAGGOGGCT - - - - - < - = - = - = - - TCTTCCTGITCCAAAATCT- - - - ACTCAGTCTTATTTATTATTTATCT- - - TTCATAAATCAT- - CAACCAA
TCTGAAAGGOGGCT - - - - = < - = - = - = - - TCTTCCTGITCCAAAATCT- - - - ACTCAGTCTTATTTATTATTTATCT- - - TTCATAAATCAT- - CAACCAA
TCTGAAAGGOGGCT- - - - - - - = - = - - - - TCTTCCTGTTCCAAAATCT- - - - ACTCAGTCTTATTTATTATTTATCT- - - TTCATAAATCAT- - CAACCAA
TCTGAAAGGOGGCT- - - < - < - = - = - - - - TCTTCCTGTTCCAAAATCT- - - - ACTCAGTCTTATTTATTATTTATCT- - - TTCATAAATCAT- - CAACCAA
TCTGAAAGGOGGCT- - - < - < - < - = - - - - TCTTCCTGITCCAAAATCT- - - - ACTCAGTCTTATTTATTATTTATCT- - - TTCATAAATCAT- - CAACCAA
TCTGAAAGGOGGCT- - - - - < - = - = - - - - TCTTCCTGITCCAAAATCT- - - - ACTCAGTCTTATTTATTATTTATCT- - - TTCATAAATCAT- - CAACCAA
TCTGAAAGGOGGCT - - - - - < - = - = - = - - TCTTCCTGITCCAAAATCT- - - - ACTCAGTCTTATTTATTATTTATCT- - - TTCATAAATCAT- - CAACCAA
TCTGAAAGGOGGCT - - - - = < = = - = - = - - TCTTCCTGITCCAAAATCT- - - - ACTCAGTCTTATTTATTATTTATCT- - - TTCATAAATCAT- - CAACCAA
TCTGAAAGGOGGCT- - - - - - - = - = - - - - TCTTCCTGTTCCAAAATCT- - - - ACTCAGTCTTATTTATTATTTATCT- - - TTCATAAATCAT- - CAACCAA
TCTGAAAGGOGGCT- - - < - < - = - = - - - - TCTTCCTGTTCCAAAATCT- - - - ACTCAGTCTTATTTATTATTTATCT- - - TTCATAAATCAT- - CAACCAA
TCTGAAAGGCAGCT- - - < - < =< - = - - - - TCTTCCTACCTCAGAGT CTACTCACTCAGT CTCACTTATCATTTATCTTCTTTTCTAAATCAT- - CAGCCCA
TCTGAAAGGCAGCT- - - < =< =< - = - = - - TCTTCCTACCTCAGAGTCT- - - - ACTCAACCTCACTTGCCATTTATCTTCCTTTATAAATCAG - CAACCCA
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- TTTCAAAATGAAGCCCATCTTTATCTCTAT TGCCAGCAT GGCTCTTCTTGCGT CGGCTACCCCGATTATTTCTGATTCAGGT TCATCTCTGAAAGTCAG
- TTTCAAAATGAAGCCCATCTTTATCTCTAT TGCCAGCAT GGCTCT TCT TGCGT CGGCTACCCCGAT TAT T TCTGAT TCAGGT TCATCTCTGAAAGTCAG
- TTTCAAAATGAAGCCCATCT TTATCTCTAT TGCCAGCAT GGCTCT TCT TGCGT CGGCTACCCCGAT TAT T TCTGAT TCAGGT TCATCTCTGAAAGTCAG
- TTTCAAAATGAAGCCCATCT TTATCTCTAT TGCCAGCAT GGCTCT TCT TGCGT CGGCTACCCCGAT TAT T TCTGAT TCAGGT TCATCTCTGAAAGTCAG
- TTTCAAAATGAAGCCCATCT TTATCTCTAT TGCCAGCAT GGCTCT TCT TGCGT CGGCTACCCCGAT TAT T TCTGAT TCAGGT TCATCTCTGAAAGTCAG
- TTTCAAAATGAAGCCCATCTTTATCTCTATTGCCAGCATGGCTCTTCTTGCGT CGGCTACCCCGATTATTTCTGATTCAGGT TCATCTCTGAAAGT CAG
- TTTCAAAATGAAGCGCATCTTTATCTCTAT TGCCAGCAT GGCTCT TCTTGCGT CGGCTACCCCGAT TAT T TCTGAT TCAGGT TCATCTCTGAAAGT CAG
- TTTCAAAATGAAGCGCATCTTTATCTCTAT TGCCAGCAT GGCTCT TCT TGCGT CGGCTACCCCGAT TAT T TCTGATTCAGGT TCATCTCTGAAAGTCAG
- TTTCAAAATGAAGCGCATCT TTATCTCTAT TGCCAGCAT GGCTCT TCT TGCGT CGGCTACCCCGAT TAT T TCTGAT TCAGGT TCATCTCTGAAAGTCAG
ACTCTAAAAT GAAGCCCATCTTCATCTCTCT TGCCAGTATGGCT TTGCTCGCT TCAGCTATTCCAGT CATT TCTGATTCGGGCT CAGCTCTGCATGTCAG
ACTCTAAAAT GAAGCCCATCTTCATCTCTCTTGCCAGTATGGCT TTGCTCGCT TCAGCTATTCCAGT CATTTCTGATTCGGGCT CAGCTCTGCATGTCAG
ACGTCAAAATGAAACTTATTT LCGIATCTCTTAGCAGTATCGET TCTGCTAGCT TCAGCTACT CCAATTCTTTCT GATCCAGCT TCAGCT GT GCCAGT CAA
ACTTTGAAATGAAACCTATT T CGTATCT CTCAGTAGT ATGGCT CTGCTAGCT TCGGCTACT CCCATTATT TCTGACCCAGGT TCAACTCTACCAGT CAA
ACTTTGAAATGAAACCTATTTI CGTATCT CTCAGTAGTATGGCT CTGCTAGCT TCGGCTACT CCCATTATT TCTGACCCAGGT TCAACTCTACCAGT CAA
ACTTTGAAATGAAACCTATTTI CGTATCT CTCAGTAGT ATGGCT CTGCTAGCT TCGGCTACT CCCATTATT TCTGACCCAGGT TCAACTCTACCAGT CAA
ACTTTGAAATGAAACCTATT T CGTATCT CTCAGTAGTATGGLT CTGCTAGCT TCGGCTACT CCCATTATT TCTGACCCAGGT TCAACTCTACCAGTCAA
ACTTTGAAATGAAACCTAT T T CGTATCT CTCAGTAGT AT GGCT CTGCTAGCT TCGGCTACT CCCATTATT TCTGACCCAGGT TCAACTCTACCAGT CAA
GCTGCAAAATGAAACCTGCTCTTGTATCTGT TGECJGTATGECTATGCTAGCT TCAGCTACCCCAATTCTTTCTGATCCAGCTTCAACTCTGCTAGACAA
GCTGCAAAATGAAACCT GCTCTTGTAT CTGI TGGC) GTATGGCTATGCTAGCT TCAGCTACCCCAATTCT TTCTGATCCAGCTTCAACTCTGCTAGACAA
GCTGCAAAATGAAACCTGCTCTTGTATCTGI TGGCY GTATGGCTATGCTAGCT TCAGCTACCCCAATTCTTTCTGATCCAGCTTCAACTCTGCTAGACAA

GCTGCAAAATGAAACCTGCTCTTGTATCTGITGGC
GCTGCAAAATGAAACCTGCTCTTGTATCTGITGGC
GCTGCAAAATGAAACCTGCTCTTGTATCTGI TGGC
GCTTCAAAATGAAACCTACCCTTGTATCTCTTGE(
GCTTCAAAATGAAACCTACCCTTGTATCTCTTGG]
GCTTCAAAATGAAACCTACCCTTGTATCTCTTGG]
GCTTCAAAATGAAACCTACCCTTGTATCTCTTGGG
GCTTCAAAATGAAACCTACCCTTGTATCTCTTGE]
GCTTCAAAATGAAACCTACCCTTGTATCTCTTGE(
GCTTCAAAATGAAACCTACCCTTGTATCTCTTGX
GCTTCAAAATGAAACCTACCCTTGTATCTCTT
GCTTCAAAATGAAACCTACCCTTGTATCTCTT
GCTTCAAAATGAAACCTACCCTTGTATCTCTT
ACTTCAGAATGAAACCTGCTCTTGTATCTCTT
ACTTCAGAATGAAACCTGCTCTTGTATCTCT TG
ACTTCAGAATGAAACCTGCTCTTGTATCTCT TG

GTATGGCTATGCTAGCT TCAGCTACCCCAATTCTTTCTGATCCAGCTTCAACTCTGCTAGACAA
 GTATGGCTATGCTAGCTTCAGCTACCCCAATTCT TTCTGATCCAGCT TCAACTCTGCTAGACAA
I GTATGGCTATGCTAGCT TCAGCTACCCCAATTCTTTCTGATCCAGCT TCAACTCTGCTAGACAA
[ GTATGGCTATGCTAGCTTCAGCTACCCCAATTCTTTCTGATCCAGCTTCAACTCTGCCAGACAA
I GTATGGCTATGCTAGCTTCAGCTACCCCAATTCTTTCT GATCCAGCT TCAACT CTGCCAGACAA
I GTATGGCTATGCTAGCT TCAGCTACCCCAATTCTTTCTGATCCAGCT TCAACTCTGCCAGACAA
I GTATGGCTATGCTAGCT TCAGCTACCCCAATTCT TTCTGATCCAGCTTCAACTCTGCCAGACAA
TGTATGGCTATGCTAGCTTCAGCTACCCCAATTCT TTCTGATCCAGCT TCAACT CTGCCAGACAA
TGTATGGCTATGCTAGCT TCAGCTACCCCAATTCTTTCTGATCCAGCT TCAACTCTGCCAGACAA
TGTATGGCTATGCTAGCTTCAGCTACCCCAATTCTTTCTGATCCAGCTTCAACTCTGCCAGACAA
TGTATGGCTATGCTAGCTTCAGCTACCCCAATTCTTTCT GATCCAGCT TCAACT CTGCCAGACAA

TGTATGGCTATGCTAGCT TCAGCTACCCCAATTCTTTCTGATCCAGCT TCAACTCTGCCAGACAA
ITGTATGGCTATGCTAGCT TCAGCTACCCCAATTCT TTCTGATCCAGCTTCAACTCTGCCAGACAA

ATGIT GGCTATGCTGGCTTCAGCT GCCCCGATTCTTTCTAATCCAACT TCAACTATGCCGGTCAA
ATGT GGCTAT GCTGGCTTCAGCT GCCCCGAT TCTTTCTAATCCAACT TCAACTATGCCGGTCAA
ATGIGGCTATGCTGECTTCAGCTGCCCCGATTCTTTCTAATCCAACTTCAACTATGCCGGTCAA

ACTTCAGAATGAAACCTGCTCTTGTATCT CTTGGETAT GT GGCTATGCTGGCT TCAGCT GCCCCGATTCTTTCTAATCCAACT TCAACTATGCCGGT CAA
ACTTCAGAATGAAACCTGCTCTTGTATCTCTTGGETAT GT GGCTATGCTGGCT TCAGCT GCCCCGATTCTTTCTAATCCAACT TCAACTATGCCGGTCAA
ACTTCAGAATGAAACCTGCTCTTGTATCTCT TGGETAT GT GGCTATGCTGGCT TCAGCT GCCCCGATTCTTTCTAATCCAACT TCAACTATGCCGGTCAA
ACTTCAGAATGAAACCTGCTCTTGTATCTCT TGGETAT GT GGCTATGCTGGCT TCAGCT GCCCCGATTCTTTCTAATCCAACT TCAACTATGCCGGTCAA
ACTTCAGAATGAAACCTGCTCTTGTATCTCT TGGETAT GT GGCTATGCTGGCT TCAGCT GCCCCGATTCTTTCTAATCCAACT TCAACTATGCCGGTCAA
ACTTCAGAATGAAACCTGCTCTTGTATCTCTTGGETATGI GGCTATGCT GECTTCAGCTGCCCCGATTCTTTCTAATCCAACTTCAACTATGCCGGT CAA
ACTTCAGAATGAAACCTGCTCTTGTATCT CTTGGETAT GT GGCTATGCTGGCT TCAGCT GCCCCGATTCTTTCTAATCCAACT TCAACTATGCCGGT CAA
GCTTCAAAATGAAACCTGTTCTTGTATCTCT TGGCT GGATGGCTATGCTAGCT TCAGCTACCCCAAT TCT TTCTGATCCAGCCACAACT CTGCCAGT CAA

GCTTCAAAATGAAACCTGCTCTTGTATCTCTA

CTGTATGGCTATGCTAGCT TCAGCTACCCCGATTCT TTCTGATCCAGCT TCAACT CAGCCAGCCAA
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Focuc_015_1 AGGCAATGACGAGT CAAACATAGT TCT GGACAAGCACGCT ACGGCGCCCACGGATAGGTAAGCAGAAAACAT CTGTGTGT GAAATGGT - - TTTCAGTAAC
Focuc_011 AGGCAATGACGAGT CAAACATAGT TCT GGACAAGCACGCT ACGGCGCCCACGGATAGGT AAGCAGAAAACAT CTGT GT GTGAAATGGT - - TTTCAGTAAC
Focuc_013 AGGCAATGACGAGT CAAACATAGT TCT GGACAAGCACGCT ACGGCGCCCACGGATAGGT AAGCAGAAAACAT CTGT GT GTGAAATGGT - - TTTCAGTAAC
Focuc_001_1 AGGCAAT GACGAGT CAAACATAGT TCT GGACAAGCACGCT ACGGCGCCCACGGATAGGT AAGCAGAAAACAT CTGTGT GTGAAATGGT - - TTTCAGTAAC
Focuc_037_1 AGGCAATGACGAGT CAAACATAGIT TCT GGACAAGCACGCT ACGGCGCCCACGGAT AGGTAAGCAGAAAACAT CTGTGTGT GAAATGGT - - TTTCAGTAAC
Focuc_035_1 AGGCAATGACGAGT CAAACATAGT TCT GGACAAGCACGCT ACGGCGCCCACGGATAGGTAAGCAGAAAACAT CTGTGTGT GAAATGGT - - TTTCAGTAAC
Focuc_018 AGGCAATGACGAGT CAAACATAGT TCT GGACAAGCACGCT ACGGCGCCCACGGATAGGTAAGCAGAAAACAT CTGT GTGT GAAATGGT - - TTTCAGTAAC
Focuc_021 AGGCAATGACGAGT CAAACATAGT TCT GGACAAGCACGCT ACGGCGCCCACGGATAGGT AAGCAGAAAACAT CTGT GT GTGAAATGGT - - TTTCAGTAAC
Focuc_030 AGGCAATGACGAGT CAAACATAGT TCT GGACAAGCACGCT ACGGCGCCCACGGATAGGT AAGCAGAAAACAT CTGT GT GTGAAATGGT - - TTTCAGTAAC
Fol uf _001_1 AAGCAAGGCT GAGT CAGAT CTGACT CCAGACAAACGCGCTATTCTCGATAATGATAGGT AAGCAGAAAG- ACTAATCTGTCCGT TGGI T- TTTCGGTAAC
Fol uf _002_1 AAGCAAGGCTGAGT CAGAT CTGACT CCAGACAAACGCGCTATTCTCGATAATGATAGGTAAGCAGAAAG: ACTAATCTGTCCGTTGGIT- TTTCGGTAAC
Fopi s_HDV247 AGGT------------ GACTTGACT CTGGACAGGCGATCTAT GCCAGCCCT TGATAGGTAAGCACAAAG- AACTATCCATCCAACTGT - - TTGTAGGCCC
Fol ag_001 AGGT------------ GACTTGACT CTGGATAGGCGAGCT GT CCTGGCCT CCGACAGGTAAGCAGGAAG- AACTGTCTATTAAATTGIT - - TTTTAGGCAC
Fol ag_004 AGGT------------ GACTTGACT CT GGATAGGCGAGCT GT CCTGGCCT CCGACAGGTAAGCAGGAAG- AACTGTCTATTAAATTGIT - - TTTTAGGCAC
Fol ag_002 BGE)------------ GACTTGACT CT GGATAGGCGAGCT GT CCTGGCCT CCGACAGGTAAGCAGGAAG- AACTGTCTATTAAATTGIT - - TTTTAGGCAC
Fol ag_005 AGGT------------ GACTTGACT CTGGATAGGCGAGCT GTCCT GGCCT CCGACAGGTAAGCAGGAAG- AACTGTCTATTAAATTGT - - TTTTAGGCAC
Fom n_010_0 AGGT------------ GACTTGACT CTGGATAGGCGAGCT GT CCT GGCCT CCGACAGGTAAGCAGGAAG- AACTGTCTATTAAATTGT - - TTTTAGGCAC
Focuc_037_0 AGGT------------ GACCGAACT CT GGACAGGCGAGCT GTACT GGCCT CCGACAGGTAAGCAGAAAG- AACTATCTGT CAAACTGT - - TTTTAGATAC
Fol uf _002_0 AGGT------------ GACCGAACT CT GGACAGGCGAGCT GTACT GGCCT CCGACAGGTAAGCAGAAAG- AACTATCTGT CAAACTGIT - - TTTTAGATAC
Focuc_001_0 AGGT------------ GACCGAACT CT GGACAGGCGAGCT GTACT GGCCT CCGACAGGTAAGCAGAAAG- AACTATCTGT CAAACTGT - - TTTTAGATAC
Focuc_015_0 BGE)------------ GACCGAACT CT GGACAGGCGAGCT GTACT GGCCT CCGACAGGTAAGCAGAAAG- AACTATCTGT CAAACTGIT - - TTTTAGATAC
Focuc_035_0 AGGT------------ GACCGAACT CT GGACAGGCGAGCT GTACT GGCCT CCGACAGGTAAGCAGAAAG- AACTATCTGT CAAACTGT - - TTTTAGATAC
Fol uf _001_0 AGGT------------ GACCGAACT CT GGACAGGCGAGCT GTACT GGCCT CCGACAGGTAAGCAGAAAG- AACTATCTGT CAAACTGT- - TTTTAGATAC
Fom n_010_2 AGGT------------ GACCGAGCT CT GGACAGGCGAGCT GCACT GGCCGCCGACAGGTAAGCAGAAAG- AACTATTC:- - - - AATTGI - - TTTCGGGCAC
Foni v_002_1 AGGT------------ GACCGAGCT CT GGACAGGCGAGCT GCACT GGCCGCCGACAGGTAAGCAGAAAG- AACTATTC:- - - - AATTGI - - TTTCGGGCAC
Foniv_015_1 AGGT------------ GACCGAGCT CT GGACAGGCGAGCT GCACT GGCCGCCGACAGGTAAGCAGAAAG- AACTATTC:- - - - AATTGI- - TTTCGGGCAC
Foniv_021_1 BGE)------------ GACCGAGCT CT GGACAGGCGAGCT GCACT GGCCGCCGACAGGTAAGCAGAAAG- AACTATTC:- - - - AATTGI- - TTTCGGGCAC
Foni v_005_1 AGGT------------ GACCGAGCT CT GGACAGGCGAGCT GCACT GGCCGCCGACAGGTAAGCAGAAAG- AACTATTC:- - - - AATTGIT- - TTTCGGGCAC
Foni v_010_1 AGGT------------ GACCGAGCT CT GGACAGGCGAGCT GCACT GGCCGCCGACAGGTAAGCAGAAAG- AACTATTC:- - - - AATTGIT - - TTTCGGGCAC
Foniv_013_1 AGGT------------ GACCGAGCT CT GGACAGGCGAGCT GCACT GGCCGCCGACAGGTAAGCAGAAAG- AACTATTC:- - - - AATTGI - - TTTCGGGCAC
Foniv_019_1 AGGT------------ GACCGAGCT CT GGACAGGCGAGCT GCACT GGCCGCCGACAGGTAAGCAGAAAG- AACTATTC:- - - - AATTGI - - TTTCGGGCAC
Foni v_020_1 AGGT------------ GACCGAGCT CT GGACAGGCGAGCT GCACT GGCCGCCGACAGGTAAGCAGAAAG- AACTATTC:- - - - AATTGIT- - TTTCGGGCAC
Foniv_037_1 BGE)------------ GACCGAGCT CT GGACAGGCGAGCT GCACT GGCCGCCGACAGGTAAGCAGAAAG- AACTATTC:- - - - AATTGT- - TTTCGGGCAC
Foni v_005_0 AGGT------------ GACTTAACT CT GGACAGGCGAGCT GT CCT GGCCT CCGACAGGTAAGCAGGAAG- AACTCTCCAGTAAATTG - - TTTTAGGCAC
Foniv_015_0 AGGT------------ GACTTAACT CTGGACAGGCGAGCT GT CCT GGCCT CCGACAGGTAAGCAGGAAG- AACTCTCCAGTAAATTG - - TTTTAGGCAC
Foni v_020_0 AGGT------------ GACTTAACT CT GGACAGGCGAGCT GT CCT GGCCT CCGACAGGTAAGCAGGAAG- AACTCTCCAGTAAATTG - - TTTTAGGCAC
Foniv_019_0 AGGT------------ GACTTAACT CT GGACAGGCGAGCT GT CCTGGCCT CCGACAGGTAAGCAGGAAG- AACTCTCCAGTAAATTG - - TTTTAGGCAC
Foni v_010_0 AGGT------------ GACTTAACT CT GGACAGGCGAGCT GT CCT GGCCT CCGACAGGTAAGCAGGAAG- AACTCTCCAGTAAATTG - - TTTTAGGCAC
Foni v_002_0 BGE)------------ GACTTAACACT GGACAGGCGAGCT GT CCT GGCCT CCGACAGGTAAGCAGGAAG- AACTCTCCAGTAAATTG - - TTTTAGGCAC
Fom n_010_1 AGGT------------ GACTTAACT CT GGACAGGCGAGCT GTCCTGGCCT CCGACAGGTAAGCAGGAAG- AACTCTCCAGTAAATTG - - TTTTAGGCAC
Foniv_013_0 AGGT------------ GACTTAACT CT GGACAGGCGAGCT GT CCT GGCCT CCGACAGGTAAGCAGGAAG- AACTCTCCAGTAAATTG - - TTTTAGGCAC
Foniv_021_0 AGGT------------ GACTTAACT CT GGACAGGCGAGCT GT CCTGGCCT CCGACAGGTAAGCAGGAAG- AACTCTCCAGTAAATTG - - TTTTAGGCAC
Foni v_037_0 AGGT------------ GACTTAACT CT GGACAGGCGAGCT GT CCT GGCCT CCGACAGGTAAGCAGGAAG- AACTCTCCAGTAAATTG - - TTTTAGGCAC
Forap_PHW15_0 AGGT------------ GACGGAACT CT GGACAGGCGAGCT GT CGT GGCCTCT GACAGGTAAGCAGAAAG- AACTATCTATTAAATTTT- - TTTAAGGCAC
Forap_PHW15_1 AGGT------------ GACCGAACT CT GGACAGGCCAGCTATGCTAGCCCCCGATAGGTAAACAGAAAG- AACTACCTGTCAAACTGTTATTTTAGGCAC
501
Focuc_015_1 TAATG - ------mmmmmem oo ACTTGGCCACTAGCAATATGCTAGACAAGCGC- - - - - - - - - TGGGGTAATAACAGACGGATGAACGT GCCCAACA
Focuc_011 TAATG - ------mmmmmm oo ACTTGGCCACTAGCAATATGCTAGACAAGCCC- - - - - - - - - TGGGGTAATAACAGACGGATGAACGT GCCCAACA
Focuc_013 TAATG - ------mmmmm oo ACTTGGCCACTAGCAATATGCTAGACAAGCGC- - - - - - - - - TGGGGTAATAACAGACGGATGAACGT GCCCAACA
Focuc_001_1 ;e ------------------- ACTTGGCCACTAGCAATATGCTAGACAAGCCC- - - - - - - - - TGGGGTAATAACAGACGGATGAACGT GCCCAACA
Focuc_037_1 TAATG ----------mmmmmammn ACTTGGCCACTAGCAATAT GCTAGACAAGCCC- - - - - - - - - TGGGGTAATAACAGACGGATGAACGT GCCCAACA
Focuc_035_1 TAATG - ---------memcmnnn- ACTTGGCCACTAGCAATATGCTAGACAAGCGC- - - - - - - - - TGGGGTAATAACAGACGGATGAACGT GCCCAACA
Focuc_018 TAATG - ------mmmmmmem oo o ACTTGGCCACTAGCAATAT GCTAGACAAGCGC- - - - - - - - - TGGGGTAATACCAAACGGATGAACGT GCCCAACA
Focuc_021 TAATG - ------mmmmmm oo ACTTGGCCACTAGCAATAT GCTAGACAAGCCC- - - - - - - - - TGGGGTAATACCAAACGGATGAACGT GCCCAACA
Focuc_030 TAATG - ------mmmmmm oo ACTTGGCCACTAGCAATATGCTAGACAAGCGC- - - - - - - - - TGGGGTAATACCAAACGGATGAACGT GCCCAACA
Fol uf _001_1 TAATCTAGT------------------- CGGCTGCTAGCAATGTGCTTGAAAAGCGE- - - - - - - - - - - - - - - GCCAACAAAAAGAT GACAGT GCCAAACA
Fol uf _002_1 TAATCTAGT------------------- CGGCTGCTAGCAATGTGCTTGAAAAGCGE- - - - - - - - == - - - - - GCCAACAAAAAGAT GACAGT GCCAAACA
Fopi s_HDV247 CAATGTAGT AATGT CACCTGCAGGGATACAGCT GCTGGECAATACGCTTGAGAAACGT - - - - - - - - - - - - AACCCCAACAGAACAATGACAATTCCCAATC
Fol ag_001 TAATTTAGTAACT TAACCAGCAGAGATACGECTGCTGGCAATACGCTTGAGAAACGE- - - - - - === == - - - - GGCAACAGAAGATTGTACGT GCCCAATA
Fol ag_004 TAATTTAGTAACT TAACCAGCAGAGATACGGCTGCTGECAATACGCTTGAGAAACGE- - - - - - - - - == - - - - GGCAACAGAAGATTGTACGT GCCCAATA
Fol ag_002 TAATTTAGTAACT TAACCAGCAGAGATACGGCTGCTGECAATACGCTTGAGAAACGE- - - - - - - - - == - - - - GGCAACAGAAGATTGTACGT GCCCAATA
Fol ag_005 TAATTTAGTAACT TAACCAGCAGAGATACGGCTGCTGECAATACGCTTGAGAAACGE- - - - - - - - - - - - - - - GGCAACAGAAGATTGTACGT GCCCAATA
Fom n_010_0 TAATTTAGTAACT TAACCAGCAGAGATACGGCTGCTGGCAATACGCTTGAGAAACGE- - - - - - - - - - - - - - - GGCAACAGAAGATTGTACGT GCCCAATA
Focuc_037_0 TAATGCAGTAGT GTAACCAACAGAGATACGGECT TCT GGCAACACGCT TGGGAAACGT TGGEGEGT CGGT GGECCACAGCAGAAGAT TCACAGI GCCCGATC
Fol uf _002_0 TAATGCAGTAGT GTAACCAACAGAGATACGGCT TCT GGCAACACGCT TGGGAAACGT TGGGEGEGT CGGT GGGCCACAGCAGAAGAT TCACAGT GCCCGATC
Focuc_001_0 TAATGCAGT AGT GTAACCAACAGAGATACGGCT TCT GGCAACACGCT TGGGAAACGT TGGEGGEGT CGGT GGECCACAGCAGAAGAT TCACAGT GCCCGATC
Focuc_015_0 TAATGCAGT AGT GTAACCAACAGAGATACGGCT TCTGGCAACACGCT TGGGAAACGT TGGEGGEGT CGGT GGECCACAGCAGAAGAT TCACAGT GCCCGATC
Focuc_035_0 TAATGCAGTAGT GTAACCAACAGAGATACGGCT TCTGGCAACACGCT TGGGAAACGT TGGEGGEGT CGGT GGECCACAGCAGAAGAT TCACAGT GCCCGATC
Fol uf _001_0 TAATGCAGTAGT GTAACCAACAGAGATACGGCT TCTGECAACACGCT TGGGAAACGT TGGEGGEGT CGGT GGECCACAGCAGAAGATTCACAGT GCCCGATC
Fom n_010_2 TCATATAGT GATGTAACTAGCAAGGATACGGCTTCTATTAATGCACTTGAGAAACGE- - - - - - - - - CGCGGCAACGACAGAGATATGAACATACCCCGTC
Foni v_002_1 TCATATAGT GATGTAACT AGCAAGGATACGGCTTCTATTAATGCACTTGAGAAACGC- - - - - - - - - CGCGGCAACGACAGAGATATGAACATACCCCGTC
Foniv_015_1 TCATATAGIT GATGTAACTAGCAAGGATACGGECTTCTATTAATGCACTTGAGAAACGC- - - - - - - - - CGCGGCAACGACAGAGATATGAACATACCCCGTC
Foniv_021_1 TCATATAGT GATGTAACTAGCAAGGATACGGCTTCTATTAATGCACTTGAGAAACGC- - - - - - - - - CGCGGCAACGACAGAGATATGAACATACCCCGTC
Foni v_005_1 TCATATAGT GATGTAACTAGCAAGGATACGGCTTCTATTAATGCACTTGAGAAACGC- - - - - - - - - CGCGGCAACGACAGAGATATGAACATACCCCGTC
Foni v_010_1 TCATATAGT GATGTAACTAGCAAGGATACGGCTTCTATTAATGCACTTGAGAAACGC- - - - - - - - - CGCGGCAACGACAGAGATATGAACATACCCCGTC
Foniv_013_1 TCATATAGT GATGTAACTAGCAAGGATACGGCTTCTATTAATGCACTTGAGAAACGE- - - - - - - - - CGCGGCAACGACAGAGATATGAACATACCCCGTC
Foni v_019_1 TCATATAGT GATGTAACT AGCAAGGATACGGCTTCTATTAATGCACTTGAGAAACGC- - - - - - - - - CGCGGCAACGACAGAGATATGAACATACCCCGTC
Foni v_020_1 TCATATAGI GATGTAACTAGCAAGGATACGGECTTCTATTAATGCACTTGAGAAACGC- - - - - - - - - CGCmACGACAGAGATATGAACATAG:OCGT C
Foniv_037_1 TCATATAGT GATGTAACTAGCAAGGATACGGCTTCTATTAATGCACTTGAGAAACGC- - - - - - - - - CCRGGCAACCACAGAGATA ATACCCCGTC
Foni v_005_0 TAATTTAAGAATATTACTAGCAGAGATTCGGCTGCTGG - - TACGCTTGAGAAACGC- - - - - - - - - co AACCCCAACAGAAAAAT AATTCCCAACC
Foni v_015_0 TAATTTAAGAATATTACTAGCAGAGATTCGGCTGCTGG - - TACGCTTGAGAAACGC- - - - - - - - - GCLAACCCCAACAGAAAAAT GGIJAATTCCCAACC
Foni v_020_0 TAATTTAAGAATATTACTAGCAGAGATTCGECTGCTGG - - TACGCTTGAGAAACGE- - - - - - - - - GCLAACCCCAACAGAAAAAT GGIJAATTCCCAACC
Foni v_019_0 TAATTTAAGAATATTACTAGCAGAGATTCGGCTGCTGG - - TACGCTTGAGAAACGC- - - - - - - - - GCPAACCCCAACAGAAAAAT GGTIAAT TCCCAACC
Foni v_010_0 TAATTTAAGAATATTACTAGCAGAGATTCGECTGCTGG - - TACGCTTGAGAAACGC- - - - - - - - - GCLAACCCCAACAGAAAAAT GGIIAATTCCCAACC
Foni v_002_0 TAATTTAAGAATATTACTAGCAGAGATTCGGCTGCTGG - - TACGCTTGAGAAACGC- - - - - - - - - GCLAACCCCAACAGAAAAATGGIIAATTCCCAACC
Fom n_010_1 TAATTTAAGAATATTACTAGCAGAGATTCGGCTGCTGG - - TACGCTTGAGAAACGC- - - - - - - - - GCLAACCCCAACAGAAAAATGGIIAATTCCCAACC
Foni v_013_0 TAATTTAAGAATATTACTAGCAGAGATTCGGCTGCTGG: - - TACGCTTGAGAAACGC- - - - - - - - - [ce AATTCCCAACC
Foni v_021_0 TAATTTAAGAATATTACTAGCAGAGATTCGECTGCTGG - - TACGCTTGAGAAACGE- - - - - - - - - AATTCCCAACC
Foni v_037_0 TAATTTAAGAATATTACTAGCAGAGATTCGECTGCTGG: - - TACGCTTGAGAAACGC- - - - - - - - - AATTCCCAACC
For ap_PHV815_0 TAACATAGTGATGCAACCAGCAGAGATACGGCT GCTAGCAATACGCTTGAGAAACGE- - - - = === === === = ACTGCCCAATA
For ap_PHVW815_1 TAACGTAGTAATGTAACTAGCAGAGATACGGCTTCTGGCAATATGCTTGGGAAACGE- - - = == === === == = GACAGGAG‘AATCT GAATGTGCCGAATC
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Focuc_015_1 GT GT CGGCACT GCGGT CCAAAACATTGGCGT TATTGT GGT GAAAGCCATTGT CGATGCTGCTGGTGATCT TGT TTTTCAAAT CACTAATAAT GCCGCGAA
Focuc_011 GT GT CGGCACT GCGGTCCAAAACAT TGGCGT TATTGT GGT GAAAGCCATTGT CGATGCTGCTGGTGATCT TGT TTTTCAAAT CACTAATAATGCCGCGAA
Focuc_013 GT GTCGGCACT GCGGTCCAAAACAT TGGCGT TATTGT GGT GAAAGCCATTGT CGATGCTGCTGGTGATCT TGT TTTTCAAATCACTAATAATGCCGCGAA
Focuc_001_1 GI GTCGGCACT GCGGT CCAAAACAT TGGCGT TATTGT GGT GAAAGCCAT TGT CGATGCT GCTGGT GATCTTGT TTTTCAAAT CACTAATAAT GCCGCGAA
Focuc_037_1 GT GT CGGCACT GCGGT CCAAAACATTGGCGT TAT TGT GGT GAAAGCCATTGT CGATGCT GCTGGT GATCTTGTTTTTCAAAT CACTAATAATGCCGCGAA
Focuc_035_1 GT GT CGGCACT GOGGTCCAAAACATTGGCGT TATTGT GGT GAAAGCCATTGT CGATGCTGCTGGTGATCT TGT TTTTCAAAT CACTAATAAT GCCGCGAA
Focuc_018 GT GT CGGCACT GCGGT CCAAAACGT TGGCGT TATTGT GGT GACAGCCATTGT CGATGCTGCTGGTGATCT TGT TTTTCAAAT CGCTAATAAT GCCGCGAA
Focuc_021 GT GT CGGCACT GCGGTCCAAAACGT TGGCGT TATTGT GGT GACAGCCATTGT CGATGCTGCTGGTGATCT TGT TTTTCAAATCGCTAATAATGCCGCGAA
Focuc_030 GT GTCGGCACT GCGGTCCAAAACGT TGGCGT TATTGT GGT GACAGCCATTGT CGATGCTGCTGGTGATCT TGT TTTTCAAATCGCTAATAATGCCGCGAA
Fol uf _001_1 GAATTGGCAGCGCGAT TCAGAACAT CGGCGT TAT TGT GGT GAAGGCCAT TGT GGATGCT GCTGGCGAT CTTGTATTCCAAAT CACCAACAATAGCCCATA
Fol uf _002_1 GAAT TGGCAGCGCGAT TCAGAACAT CGGCGT TAT TGT GGT GAAGGCCATTGT GGATGCT GCTGGCGATCT TGTAT TCCAAAT CACCAACAATAGCCCATA
Fopi s_HDV247 ATGI TGGCACCGT GGTAAAGAATAT CGBCCT TCT TGT GGT CAAGGCCAT T GT CGAT GCT GCT GGCGAACT CATAT TCCAAAT TACCAACAACAGCCAAA
Fol ag_001 L
Fol ag_004

Fol ag_002

Fol ag_005

Fom n_010_0

Focuc_037_0

Fol uf _002_0 GCACCGGCAGT GCGATAAAGAGGATGGGCT TTATTGT GGT GAAGGCCATTT T TGATGCT GCTGGCGAACT TATATTCGAAAT TACCAATAACAGCCT, AAA
Focuc_001_0 GCACCGGCAGT GCGATAAAGAGGATGGGCT TTATTGI GGT GAAGGCCATTTTTGATGCT GCTGGCGAACT TATATTCGAAAT TACCAATAACAGCCTAAA
Focuc_015_0 GCACCGGCAGT GCGATAAAGAGGATGGGCT TTATTGT GGTGAAGGCCATTTTTGATGCTGCTGGCGAACT TATATTCGAAAT TACCAATAACAGCCTAAA
Focuc_035_0 GCACCGGCAGT GCGATAAAGAGGATGGGECTTTATTGT GGT GAAGGCCATTTTTGATGCT GCTGGCGAACT TATATTCGAAAT TACCAATAACAGCCTAAA
Fol uf _001_0 GCACCGGCAGT GCGATAAAGAGGATGGGCTTTATTGT GGT GAAGGCCATTTTTGATGCTGCTGGCGAACT TATAT TCGAAAT TACCAATAACAGCCTAAA
Fom n_010_2 TCGCCGGCAGT GT GGTAAAGT CTTTGGGCGT CGT TGT GGT TAAGGCCAT TGT TGAT GCT GCT GGCGAAGT TTTATTTGAAATCACCAACAACGGCCCATT
Foni v_002_1 TCGCCGGCAGTGT GGTAAAGT CTTTGGGCGT CGT TGT GGT TAAGGCCAT TGT TGAT GCT GCT GGCGAAGT TTTATTTGAAATCACCAACAACGGCCCATT
Foni v_015_1 TCGCCGGCAGTGT GGTAAAGT CTTTGGGCGT CGT TGTGGT TAAGGCCAT TGT TGATGCTGCTGGCGAAGT TTTATTTGAAATCACCAACAACGGCCCATT
Foniv_021_1 TCGCCGGCAGTGT GGTAAAGT CTTTGGGCGT CGT TGTGGT TAAGGCCAT TGT TGATGCT GCTGGCGAAGT TTTATTTGAAATCACCAACAACGGCCCATT
Foni v_005_1 TCGCCGCCAGI GTGGTAAAGT CTTTGGGCGT CGT TGTGGT TAAGGCCAT TGT TGATGCTGCTGGCGAAGT TTTAT T TGAAAT CACCAACAACGGCCCATT
Foni v_010_1 TCGCCGGCAGT GT GGTAAAGT CTTTGGGCGT CGT TGT GGT TAAGGCCAT TGT TGATGCT GCTGGCGAAGT TTTATTTGAAAT CACCAACAACGGCCCATT
Foni v_013_1 TCGCCGGCAGTGT GGTAAAGT CTTTGGGCGT CGT TGT GGT TAAGGCCAT TGT TGAT GCT GCT GGCGAAGT TTTATTTGAAATCACCAACAACGGCCCATT
Foni v_019_1 TCGCCGGCAGTGT GGTAAAGT CTTTGGGCGT CGT TGT GGT TAAGGCCAT TGT TGAT GCT GCT GGCGAAGT TTTAT TTGAAATCACCAACAACGGCCCATT
Foni v_020_1 TCGCCGGCAGTGT GGTAAAGT CTTTGGGCGT CGT TGTGGT TAAGGCCAT TGT TGATGCTGCTGGCGAAGT TTTATTTGAAATCACCAACAACGGCCCATT
Foni v_037_1 TCGCCGGCAGTGT GGTAAAGT CTTTGGGCGT CGT TGTGGT TAAGGCCAT TGT TGATGCT GCTGGCGAAGT TTTATTTGAAATCACCAACAACGGCCCAT T
Foni v_005_0 ACATCGGCACTACGAT CCAGAATAT CGGCGCCGT TATAGT GAAGGCCATTGT TGATGCT GCTGGCGAACT CGTATTTCAAATAACCAATAACAGCGACAA
Foni v_015_0 ACATCGGCACTACGAT CCAGAATAT CGGCGCCGT TATAGT GAAGGCCAT TGI TGAT GCTGCTGGCGAACT CGTAT TTCAAATAACCAATAACAGCGACAA
Foni v_020_0 ACAT CGGCACTACGAT CCAGAAT AT CGBCGCCGT TATAGT GAAGGCCAT T GT TGAT GCT GCT GGCGAACT CGTAT TTCAAATAACCAATAACAGCGACAA
Foni v_019_0 ACAT CGGCACTACGAT CCAGAATAT CGGCGCCGT TATAGT GAAGGCCAT TGT TGAT GCT GCT GBCGAACT CGTATTTCAAATAACCAATAACAGCGACAA
Foni v_010_0 ACAT CGGCACTACGAT CCAGAAT AT CGBCGCCGT TATAGT GAAGGCCAT T GT TGAT GCT GCTGGCGAACT CGTAT TTCAAATAACCAATAACAGCGACAA
Foni v_002_0 ACATCGGCACTACGAT CCAGAATATCGBCGCCGT TATAGT GAAGGCCAT T GT TGATGCT GCTGGCGAACTCGTAT TTCAAATAACCAATAACAGCGACAA
Fom n_010_1 ACATCGGCACTACGAT CCAGAATAT CGGCGCCGT TATAGT GAAGGCCATTGT TGATGCT GCTGGCGAACT CGTATTTCAAATAACCAATAACAGCGACAA
Foni v_013_0 ACATCGGCACTACGAT CCAGAATAT CGGCGCCGT TATAGT GAAGGCCAT TGI TGAT GCT GCTGGCGAACT CGTAT TTCAAATAACCAATAACAGCGACAA
Foni v_021_0 ACAT CGGCACTACGAT CCAGAAT AT CGBCGCCGT TATAGT GAAGGCCAT T GT TGAT GCT GCT GGCGAACT CGTAT TTCAAATAACCAATAACAGCGACAA
Foni v_037_0 ACAT CGGCACTACGAT CCAGAATAT CGGCGCCGT TATAGT GAAGGCCAT TGT TGAT GCT GCT GGCGAACT CGTATTTCAAATAACCAATAACAGCGACAA

Forap_PHWB15_0 GGATCGGCAGIGI GATACAGAATAT CGGCGT TAT TGT GGT GAAGGCCAT T GT TGAT GCCGCT GGCGAGCT CATAT CCCAAATCACCAATAACAGCCCATA
Forap_PHW15_1 ACATTGGCACCGCGGTACAGAATATCGGCGT TAT TGT GGT GAAGGCCAT T GT TGAT GCTGCT GGCGAGCT TCTAT TCCGAATCACCAATAACAGCCCATA

Focuc_015_1 ] (GCCGCTACTCTGAATGT CGCTGCCCACCGTACCATCGAGTATGATCCT TTGGGCGGA
Focuc_011 A GACTAGCACT@AATCGA( (GCCGCTACT CTGAAT GT CGCT GCCCACCGT ACCATCGAGTATGATCCT TTGGGCGGA
Focuc_013 FAGACTAGCACT GCAAT CGAQGCCGCTACT CT GAAT GT CGCT GCCCACCGT ACCAT CGAGTAT GAT CCT TTGGGCGGA
Focuc_001_1 FAGACTAGCACT GCAAT CGAQGCCGCTACT CT GAAT GT CGCT GCCCACCGT ACCAT CGAGTAT GAT CCT TTGGGCGGA
Focuc_037_1 FAGACTAGCACT GCAAT CGAQGCCGCTACT CT GAAT GT CGCT GCCCACCGT ACCAT CGAGTAT GAT CCT TTGGGCGGA
Focuc_035_1 EAGACT AGCACT GCAAT CGAQIGCCGCTACT CTGAATGT CGCTGCCCACCGT ACCAT CGAGTATGATCCTTTGGGCGGA

Focuc_018 BAGACT CGCACT GCAAT CGAQGCCGCTACT CT GAATGT CGCTGCCCACCATACCAT CGAGTATGATCCT TTGGGCGGA
Focuc_021 A GACTCGCACT@AATCGA( (GCCGCTACT CTGAAT GT CGCT GCCCACCATACCATCGAGTATGATCCT TTGGGCGGA

Focuc_030 [GCCGCTACT CTGAAT GT CGCT GCCCACCATACCATCGAGTATGATCCTTTGGGCGGA
Fol uf _001_1 CCCGTACCAGGTATCACTTCGT GAAGT AGACACCHEATTGGACZ{:TGCGACT CTGAATGT CGCCGCCCGT CATACTAT TGACTAT GATCCCTTGGGT GGA
Fol uf _002_1 CCCGTACCAGGTAT CACT TCGTGAAGT AGACACGGGAT TGGACGCT GCGACT CT GAAT GT CGCCGCCCGT CATACTAT TGACTAT GAT CCCTTGGGT GGA
Fopi s_HDV247 COCTTACCACGIATCATTTCGCGAATACGACAT GGAGT TAGACGCT GCAACT CTGAAT GT CGCCGCGCATCATACTATTAACTATGATCCCTTGGGCGGA
Fol ag_001 CCCTTATAAGGT ATCCAT TICGCGAAT TCT TCACGGAGATAGACGCT GCAAAT CT GAAT GT CGCCGCCCATCATACTAT TGAATAT GATCCAT TGGGCGGA
Fol ag_004 CCCTTATAAGGTATCCAT TICGCGAATTCTTCACGGAGATAGACGCT GCAAAT CTGAAT GT CGCCGCCCATCATACTAT TGAATAT GATCCAT TGGGCGGA
Fol ag_002 CCCTTATAAGGTATCCAT TICGCGAATTCTTCACGGAGATAGACGCT GCAAAT CTGAAT GT CGCCGCCCATCATACTAT TGAATAT GATCCAT TGGGCGGA
Fol ag_005 CCCTTATAAGGTATCCAT TICGCGAATTCTTCACGGAGATAGACGCT GCAAAT CTGAAT GT CGCCGCCCATCATACTAT TGAATATGATCCAT TGGGCGGA
Fom n_010_0 CGCGAATTCTTCACGGAGATAGACGCT GCAAAT CTGAAT GT CGCCGCCCATCATACTAT TGAATATGATCCAT TGGGCGGA
Focuc_037_0 CGCGAAGT AGGCACGT GGGCAGACGCCGCGAAT CT GGAT GT CGCCGCGCGT CATACCATTGAATAT GATCCGT TGGGCGGA
Fol uf _002_0 ACCACT TCGCGAAGT AGGCACGT GGGCAGACGCCGCGAAT CTGGAT GT CGCCGCGCGT CATACCAT TGAATAT GATCCGT TGGGCGGA
Focuc_001_0 ACCACT TCGCGAAGT AGGCACGT GGGCAGACGCCGCGAAT CTGGAT GT CGCCGCGCGT CATACCATTGAATAT GATCCGT TGGGCGGA
Focuc_015_0 ACCACT TCGCGAAGT AGGCACGT GGECAGACGCCGCGAAT CT GGAT GT CGCCGCGCGT CATACCAT TGAATATGATCCGT TGGGCGGA
Focuc_035_0 ACCACT TCGCGAAGT AGGCACGT GGGCAGACGCCGCGAAT CT GGAT GT CGCCGCGUGT CATACCAT TGAATATGATCCGT TGGGCGGA
Fol uf _001_0 ACCACT TCGCGAAGT AGGCACGT GGGCAGACGCCGCGAAT CT GGAT GT CGCCGCGCGT CATACCAT TGAATATGATCCGT TGGGCGCA
Fom n_010_2 ATCATTTCGIGAAAAAGAT TCGGAGATAGACT TTGCGGATCCGAT TGT CGCCGGGECGT CATACTATTTCCTATGATCCCT TGGGCGGA
Foni v_002_1 ATCATTTCGIGAAAAAGAT TCGGAGATAGACT TTGCGGATCCGAT TGT CGCCGGGECGT CATACTATTTCCTATGATCCCT TGGGCGGA
Foniv_015_1 ATCATTTCGT GAAAAAGAT TCGGAGATAGACT TTGCGGAT CCGAT T GT CGCCGGEECGT CATACTATTTCCTATGATCCCT TGGGCGGA
Foniv_021_1 ACCTTACCTIGGTATCATTTCGT GAAAAAGAT TCGGAGATAGACT TTGCGGATCCGAT TGT CGCCGEGECGT CATACTAT TTCCTATGATCCCT TGGGCGGA
Foni v_005_1 ACCTTACCHGGTATCATTTCGT GAAAAAGAT TCGGAGATAGACT TTGCGGATCCGAT TGT CGCCGEGECGT CATACTAT TTCCTATGATCCCT TGGGCGGA
Foni v_010_1 ACCTTACCHGGTATCATTTCGT GAAAAAGAT TCCGAGATAGACT TTGCGGATCCGAT TGT CGCCGEGECGT CATACTAT TTCCTATGATCCCT TGGGCGCA
Foniv_013_1 ACCTTACCHGGTATCATTTCGI GAAAAAGAT TCGGAGATAGACT TTGCGGATCCGAT TGT CGCCGGGECGT CATACTATTTCCTATGATCCCT TGGGCGGA
Foni v_019_1 ACCTTACCYGGTATCATTTCGTI GAAAAAGAT TCGGAGATAGACT TTGCGGAT CCGAT TGT CGCCGGGECGT CATACTATTTCCTATGATCCCT TGGGCGGA
Foni v_020_1 ACCTTACCJGGTATCATT TCGT GAAAAAGAT TCGGAGATAGACT TTGCGGAT CCGAT T GT CGCCGGEGCGT CATACTATTTCCTATGATCCCT TGGGCGGA
Foniv_037_1 ACCTTACC) GGTATCATTTCGT GAAAAAGAT TCGGAGATAGACT TTGCGGATCCGAT TGT CGCCGEGECGT CATACTAT TTCCTATGATCCCT TGGGCGGA
Foni v_005_0 CCTATACCRGATAT CACT TCGGGAACAAGACAT GGACGT CGACGCT GCGT CTCTAAAT GT CGCCGGGTAT CATGT TATTAACTAT GAT CCGT TGGGCGGA
Foni v_015_0 CCTATACCRGATAT CACT TCGGGAACAAGACAT GGACGT CGACGCT GCGT CTCTAAAT GT CGCCGGGTAT CATGT TATTAACTAT GAT CCGT TGGGCGGA
Foni v_020_0 CCTATACCRGATATCACT TCGGGAACAAGACAT GGACGT CGACGCT GCGT CTCTAAAT GT CGCCGGGTATCATGT TATTAACTATGAT CCGT TGGGCGGA
Foni v_019_0 CCTATACCRGATATCACT TCGGGAACAAGACAT GGACGT CGACGCT GCGT CTCTAAAT GT CGCCGGGTATCATGT TATTAACTATGAT CCGT TGGGCGGA
Foni v_010_0 CCTATACCORGATAT CACT TCGGGAACAAGACAT GGACGT CGACGCT GCGT CTCTAAAT GT CGCCGGGTAT CATGT TAT TAACT AT GAT CCGT TGGGCGGA
Foni v_002_0 CCTATACCORGATAT CACT TCGGGAACAAGACAT GGACGT CGACGCT GCGT CTCTAAAT GT CGCCGGGTAT CATGT TAT TAACTAT GAT CCGT TGGGCGGA
Fom n_010_1 CCTATACOAGATAT CACT TCGGGAACAAGACAT GGACGT CGACGCT GCGT CTCTAAAT GT CGCCGGGTAT CATGT TAT TAACTAT GAT CCGT TGGGCGGA
Foni v_013_0 CCTATACJAGATAT CACT TCGGGAACAAGACAT GGACGT CGACGCT GCGT CTCTAAAT GT CGCCGGGTAT CATGT TATTAACTAT GAT CCGT TGGGCGGA
Foni v_021_0 CCTATACQAGATAT CACT TCGGGAACAAGACAT GGACGT CGACGCT GCGT CTCTAAAT GT CGCCGGGTATCATGT TATTAACTATGAT CCGT TGGGCGGA
Foni v_037_0 CCTATACQAGATAT CACT TCGGGAACAAGACAT GGACGT CGACGCT GCGT CTCTAAAT GT CGCCGGGTATCATGT TATTAACTATGAT CCGT TGGGCGGA
Forap_PHW15_0 CACTTACQAGGTATCACT TCGCGAACAT GACGT GGCTATAGATGCTGCGATTGI GAATGT CGCCGCGCATCATACTAT TGAATATGATAAGT TGGGCGGA
Forap_PHW15_1 TCCTTACAGGTGICACTTCGT GAAGTAGGCATGGEGGT TAGACGCT GCGACT CTGAAT GT CGCCGGEGCGT CATACTAT CGACTATGAGCCACT GGGCGGA
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ATCAACCCAGGAGACATTATTTCCATCAACACCCAAGT TAGGGEI TAAAT GT CACT GGCGT GGAAGCT TGGG- ATAAGGCGATGAAGIGGGITTTTTTG

ATCAACCCAGGAGACATTATTTCCAT CAACACCCAAGT TA( TAAATGT CACTGGCGT GGAAGCTTGGEG- ATAAGGGGATGAAGTGGGTTTTTTTG
ATCAACCCAGGAGACATTATTTCCAT CAACACCCAAGT TA T TAAATGT CACT GGCGT GGAAGCT TGGG- ATAAGGCGATGAAGIGGGTTTTTTTG
ATCAACCCAGGAGACATTATTTCCAT CAACACCCAAGT TA( TAAATGT CACTGGCGT GGAAGCTTGGG- ATAAGCGGATGAAGTGGGTTTTTTTG
ATCAACCCAGGAGACATTATTTCCATCAACACCCAAGT TAGGGEQT TAAAT GT CACT GGCGT GGAAGCTTGGG ATAAGCGGATGAAGIGGGITTTTTTG
ATCAACCCAGGAGACATTATTTCCATCAACACCCAAGT TAGGCJT TAAAT GT CACT GGCGT GGAAGCT TGGG- ATAAGCGGATGAAGIGEGITTTTTTG
ATCAACCCAGGAGACATTATT TCCATCAACACCCAAGT TAGGGHT TAAAT GT CACT GGCGT GGAAGCT TGGG- ATAAGGCGATGAAGIGGGITTTTTTG
ATCAACCCAGGAGACATTAT TTCCATCAACACCCAAGT TA( T TAAAT GTCACT GGCGTGGAAGCT TGGG- ATAAGGGGATGAAGTGGGITTTTTTG
ATCAACCCAGGAGACATTATTTCCAT CAACACCCAAGT TA( 5T TAAAT GT CACTGGCGT GGAAGCTTGGG- ATAAGGGGATGAAGTGGGTTTTTTTG

ATTAATCCAGGAGATATTATCTCAATCAATACT IAAA GATEG ----CGI--- GI'TTAGC- ACGAGGGAATCAAGIGGGTITTTTTG -
ATTAATCCAGGAGATATTATCTCAATCAATACT! TAAAGGATGATGG: - - - - CGT - - - GTTTAGC- ACGAGGGAATCAAGTGGGITTTTTG -
ATCAAGCCAGGGGATTTAATTTCAAT CAAT GCGCAI - - - GGAGCTTGAGCGT GAGGGAATACAGTGGGITTTTTG -

ATCAAAGCAGGGGAT TCACTCACAATCAACACCCAGAAAATAGGCTGAGEG: - - - - AAT- - - GGAGCT TGAGCGT GAGGGAATACAGIGGGI TTTTTG: -
ATCAAAGCAGGGGATTCACT CACAAT CAACACCCAGAAAATAGGCTGAGGG: - - - - AAT- - - GGAGCT TGAGCGT GAGGGAATACAGIGGGITTTTTG -
ATCAAAGCAGGGGATTCACT CACAAT CAACACCCAGAAAATAGGCTGAGSG: - - - - AAT- - - GGAGCT TGAGCGT GAGGGAATACAGIGGGITTTTTG -
ATCAAAGCAGGGGATTCACT CACAAT CAACACCCAGAAAATAGGCTGAGSG: - - - - AAT- - - GGAGCT TGAGCGT GAGGGAATACAGTGGGITTTTTG -
ATCAAAGCAGGGGATTCACT CACAAT CAACACCCAGAAAATAGGCTGAGSG: - - - - AAT- - - GGAGCTTGAGCGT GAGGGAATACAGIGGGITTTTTG: -
ATCAAGCCAGGGAAT GAGAT CTCCATCAACGT CCAGCGCAGAGACTGAGAG - - - - GAT- - - GGGGATTTA- - GCTTGAGAATGCAGIGGGITTTTG - -
ATCAAGCCAGGGAAT GAGATCT CCATCAACGT CCAGGGCAGAGACTGAGAG: - - - - GAT- - - GBGGATTTA- - GCTTGAGAATGCAGIGGGITTTTG - -
ATCAAGCCAGGGAATGAGAT CTCCAT CAACGT CCAGGGCAGAGACTGAGAG - - - - GAT- - - GGGGATTTA- - GCTTGAGAATGCAGIGGGITTTTG - -
ATCAAGCCAGGGAATGAGAT CTCCAT CAACGT CCAGGGCAGAGACTGAGAG - - - - GAT- - - GGGGATTTA- - GCTTGAGAATGCAGIGGGITTTTG - -
ATCAAGCCAGGGAATGAGAT CTCCAT CAACGT CCAGGCCAGAGACTGAGAG - - - - GAT- - - GGGBGATTTA- - GCTTGAGAATGCAGTGCGITTTTG - -
ATCAAGCCAGGGAATGAGAT CTCCAT CAACGT CCAGGGCAGAGACTGAGAG - - - - GAT- - - GGGGATTTA- - GCTTGAGAATGCAGIGGGITTTTG - -
GT CAAGCCAGGGGCAGT CATCGCT CTCCGCGCACAGATTAGACCCTGAGAG - - - - AGCATAGAAGT TTAGC- GTGAGGGAATGCAGTGGGITTTTTG -
GT CAAGCCAGGGGCAGT CATCGCT CTCCGCGCACAGATTAGACCCTGAGAG: - - - - AGCATAGAAGT TTAGC- GTGAGGGAATGCAGIGGGTTTTTTG -
GT CAAGCCAGGGGCAGT CATCGCT CTCCGCGCACAGATTAGACCCTGAGAG: - - - - AGCATAGAAGT TTAGC- GTGAGGGAATGCAGTGGGTTTTTTG -
GT CAAGCCAGGGGCAGT CATCGCT CTCCGCGCACAGATTAGACCCTGAGAG: - - - - AGCATAGAAGT TTAGC- GTGAGGGAATGCAGTGGGTTTTTTG -
GT CAAGCCAGGGGCAGT CATCGCT CTCCGCGCACAGATTAGACCCTGAGAG - - - - AGCATAGAAGT TTAGC- GTGAGGGAATGCAGTGGGTTTTTTG -
GT CAAGCCAGGGGCAGT CATCGCTCTCCGCGCACAGATTAGACCCTGAGAG - - - - AGCATAGAAGT TTAGC- GTGAGGGAATGCAGTGGGITTTTTG -
GT CAAGCCAGGGGCAGT CATCGCT CTCCGCGCACAGATTAGACCCTGAGAG - - - - AGCATAGAAGT TTAGC- GTGAGGGAATGCAGTGGGITTTTTG -
GT CAAGCCAGGGGCAGT CATCGCT CTCCGCGCACAGATTAGACCCTGAGAG: - - - - AGCATAGAAGT TTAGC- GTGAGGGAATGCAGIGGGTTTTTTG -
GT CAAGCCAGGGGCAGT CATCGCT CTCCGCGCACAGATTAGACCCTGAGAG: - - - - AGCATAGAAGT TTAGC- GTGAGGGAATGCAGTGGGTTTTTTG -
GT CAAGCCAGGGGCAGT CATCGCTCTCCGCGCACAGATTAGACCCTGAGAG - - - - AGCATAGAAGT TTAGC- GTGAGGGAATGCAGTGGGTTTTTTG -
ATCAAACCAGGEECATGICATCT- - - - - = = = = = = = = = = = = = = = = = = = = = = = = = = = m == @ = m === @ === =@ == === ===
ATCAAACCAGGGGATGT CATCTCAATCAACTTCCAAAAGAAAGGCTAAGAG - - - - AAT- - - GGAGCTTAA- - GTAAAGGAATACAGIGGITTTTTTTTT
ATCAAACCAGGGGATGT CATCTCAATCAACT TCCAAAAGAAAGGCTAAGAG - - - - AAT- - - GGAGCTTAA- - GTAAAGGAATACAGIGGTTTTTTTT- -
ATCAAACCAGGGGATGT CATCT CAATCAACT TCCAAAAGAAAGGCTAAGAG: - - - - AAT- - - GGAGCTTAA- - GTAAAGGAATACAGIGGITTTTTTTTT
ATCAAACCAGGGGATGT CATCTCAATCAACT TCCAAAAGAAAGGCTAAGAG - - - - AAT- - - GGAGCTTAA- - GTAAAGGAATACAGTGGTTTTTTTT- -
ATCAAACCAGGGGATGT CATCTCAATCAACT TCCAAAAGAAAGGCTAAGAG - - - - AAT- - - GGAGCTTAA- - GTAAAGGAATACAGIGGITTTTTTTTT
ATCAAACCAGGGGATGT CATCTCAATCAACT TCCAAAAGAAAGGCTAAGAG - - - - AAT- - - GGAGCTTAA- - GTAAAGGAATACAGIGGITTTTTTTTT
ATCAAACCAGGGGATGT CATCTCAATCAACTTCCAAAAGAAAGGCTAAGAG - - - - AAT- - - GGAGCTTAA- - GTAAAGGAATACAGIGGITTTTTTTTT
ATCAAACCAGGGGATGT CATCTCAATCAACT TCCAAAAGAAAGGCTAAGAG - - - - AAT- - - GGAGCTTAA- - GTAAAGGAATACAGIGGTTTTTTTTTT
ATCAAACCAGGGGATGTCATCTCAATCAACT TCCAAAAGAAAGGCTAAGAG: - - - - AAT- - - GGAGCTTAA- - GTAAAGGAATACAGIGGITTTTTTTTT
ATTAAACCAGGGGCTATAAT CTCAGT CAACACACAAACCAG: - - CTGAGGG: - - - - AAC- - - GGAGCTTGA- - GTCCAAGAATACAGIGGGITTTTTG -
ATTAACCCAGGAGATAGGAT CACAAT CTACACCCAGAACAAAGGCTGAGAG - - - - AAT- - - GGAGCTTGA- - GTGAAGGAATACAGTGGGITTTTTG -

------------ COGOGTTGT- - - GGTTTT- COCACACTTAATAATACA: - - - - - - - TGTCTTCTCTTATTTCCTAGE: - - - - - - - - CTTAAAAT- - - AA
------------ COGOGTTGT- - - GGTTTT- COCACACTTAATAATACA: - - - - - - - TGTCTTCTCTTATTTCCTAGE: - - - - - - - - CTTAAAAT- - - AA
------------ COGOGTTGT- - - GGTTTT- COCACACTTAATAATACA: - - - - - - - TGTCTTCTCTTATTTCCTAGE: - - - - - - - - CTTAAAAT- - - AA
------------ COGOGTTGT- - - GGTTTT- COCACACTTAATAATACA: - - - - - - - TGTCTTCTCTTATTTCCTAGE: - - - - - - - - CTTAAAAT- - - AA
------------ COGOGTTGT- - - GGTTTT- COCACACTTAATAATACA: - - - - - - - TGTCTTCTCTTATTTCCTAGE: - - - - - - - - CTTAAAAT- - - AA
------------ COGOGTTGT- - - GGTTTT- COCACACTTAATAATACA: - - - - - - - TGTCTTCTCTTATTTCCTAGE: - - - - - - - - CTTAAAAT- - - AA
------------ COGOGTTGT- - - GGTTTT- COCACACTTAATAATACA: - - - - - - - TGTCTTCTCTTATTTCCTAGE: - - - - - - - - CTTAAAAT- - - AA
------------ COGOGTTGT- - - GGTTTT- COCACACTTAATAATACA: - - - - - - - TGTCTTCTCTTATTTCCTAGE: - - - - - - - - CTTAAAAT- - - AA
------------ COGCGTTGT- - - GGTTTT- COCACACTTAATAATACA: - - - - - - - TGTCTTCTCTTATTTCCTAGE: - - - - - - - - CTTAAAAT- - - AA
------------ CCTCGTTAT- - - GGTTTT- COCACA: = - = - = == == == = == = x—smwmw e mmmmmococ e oo oe oo oo - AAGG - - CA
------------ CCTCGTTAT- - - GETTTT- COCACA: - - = - = == == == =« === s ox—xoe e mec oo oc e oaaooe oo - AAGG-- - CA
------------ COGOGTTGT- - - GGTTTT- COCACACCCAATTACGTA: - - - - - - - TTTCCTCTCTTACCTACAGGG - - - - - - - - GTTAAAGA- - - CA
------------ COGOGTTGT- - - GGTTTT- COCACACCCAATTACATA: - - - - - - - TTTCCTCTCTTGCCTACAGGG: - - - - - - - - GTTAAAGG: - - CA
------------ COGOGTTGT- - - GGTTTT- COCACACCCAATTACATA: - - - - - - - TTTOCTCTCTTGOCTACAGGG - - - - - - - - GTTAAAGG - - CA
------------ COGOGTTGT- - - GGTTTT- COCACACCCAATTACATA: - - - - - - - TTTCCTCTCTTGCCTACAGRG - - - - - - - - GTTAAAGG: - - CA
------------ COGOGTTGT- - - GGTTTT- COCACACCCAATTACATA: - - - - - - - TTTCCTCTCTTGCCTACAGGRG: - - - - - - - - GTTAAAGG: - - CA
------------ COGOGTTGI- - - GGTTTT- COCACACCCAATTACATA: - - - - - - - TTTCCTCTCTTGCCTACAGGG: - - - - - - - - GTTAAAGG: - - CA
------------ COGCAGIGT- - - GGTTTTTCOCACACCCAAGTACATA: - - - - - - - TTTCCTCTCCTACAT GCAGGGGT GTTGAATGTTGGAGGGTTCA
------------ COGCAGITGT- - - GGTTTTTCOCACACCCAAGTACATA: - - - - - - - TTTCCTCTCCTACAT GCAGGGGT GTTGAATGTTGGAGGGTTCA
------------ COGCAGITGT- - - GGTTTTTCOCACACCCAAGTACATA: - - - - - - - TTTCCTCTCCTACAT GCAGGGGT GTTGAATGTTGGAGGGTTCA
------------ COGCAGTGT- - - GGTTTTTCOCACACCCAAGTACATA: - - - - - - - TTTOCTCTCCTACATGCAGGGGT GTTGAATGTTGGAGGGTTC-
------------ COGCAGITGT- - - GGTTTTTCOCACACCCAAGTACATA: - - - - - - - TTTOCTCTCCTACATGCAGGGGT GTTGAATGT TGGAGGGTTC-
------------ COGCAGIGT- - - GGTTTTTCOCACACCCAAGTACATA: - - - - - - - TTTCCTCTCCTACAT GCAGGGGT GTTGAATGTTGGAGGGTTCA
------------ COGOGTTGT- - - GGTTTTCCOCACACCCAATTACATA: - - - - - - - TTTCCGCTCTTACCTACAGGEG: - - - - - - - - GCTAAAGG: - - CA
------------ COGOGTTGT- - - GGTTTTOCOCACACCCAATTACATA: - - - - - - - TTTCCGCTCTTACCTACAGGG: - - - - - - - - GCTAAAGG: - - CA
------------ COGOGTTGT- - - GGTTTTOCOCACACCCAATTACATA: - - - - - - - TTTOCGCTCTTACCTACAGGG - - - - - - - - GCTAAAGG - - CA
------------ COGOGTTGT- - - GGTTTTOCOCACACCCAATTACATA: - - - - - - - TTTOCGCTCTTACCTACAGGG - - - - - - - - GCTAAAGG - - CA
------------ COGOGTTGT- - - GGTTTTOCOCACACCCAATTACATA: - - - - - - - TTTOCGCTCTTACCTACAGGEG: - - - - - - - - GCTAAAGG: - - CA
------------ COGOGTTGT- - - GGTTTTOCOCACACCCAATTACATA: - - - - - - - TTTOCGCTCTTACCTACAGGEG: - - - - - - - - GCTAAAGG: - - CA
------------ COGCGTTGT- - - GGTTTTCCOCACACCCAATTACATA: - - - - - - - TTTCCGCTCTTACCTACAGGG - - - - - - - - GCTAAAGG: - - CA
------------ COGOGTTGT- - - GGTTTTOCOCACACCCAATTACATA: - - - - - - - TTTCCGCTCTTACCTACAGGG: - - - - - - - - GCTAAAGG: - - CA
------------ COGOGTTGT- - - GGTTTTOCOCACACCCAATTACATA: - - - - - - - TTTOCGCTCTTACCTACAGGG - - - - - - - - GCTAAAGG - - CA
------------ COGOGTTGT- - - GGTTTTOCOCACACCCAATTACATA: - - - - - - - TTTOCGCTCTTACCTACAGGG - - - - - - - - GCTAAAGG - - CA
TTTTTTTTITTTTTTTCGITGITTGGGTTTTTTTTTTTTTTTTTITTTTITT-------- RRRDRRRRERRERN- - - -------------=----==--=-=--
--------------------------------------------------------- TTTTTTTTTTT- = - = - = mmm e e e e e e e
TTTTTTTTTTTTTCCTGGTTT- - - GGTTTTTTCTATTTTCTTTTTTTTT---- - - - - BOELODDDEDEEE- - - - = - == === ===========e==z=
--------------------------------------------------------- TTTTTTTTTTT- - - - c o m e e e e e e e
TTTTTTTTG - - COGOGTTGA- - - GGTTTT- COCATACCCAATGCCATA: - - - - - - - TTTCCTTTCTTTTTTATAGAG - - - - - - - - GTTAGAAGG - CA
TTTTTTTTG - - COGOGTTGA- - - GGTTTT- COCATACCCAATGCCATA: - - - - - - - TTTCCTTTCTTTTTTATAGAG - - - - - - - - GTTAGAAGG - CA
TTTTTTTTG - - COGOGTTGA- - - GGTTTT- COCATACCCAATGCCATA: - - - - - - - TTTCCTTTCTTTTTTATAGAG - - - - - - - - GTTAGAAGG - CA
TTTTTTG - - - - COGOGTTGA- - - GGTTTT- COCATACCCAATGCCATA: - - - - - - - TTTCCTTTCTTTTTTATAGAG - - - - - - - - GTTAGAAGG - CA
TTTTTTG - - - - COGOGTTGA- - - GGTTTT- COCATACCCAATGCCATA: - - - - - - - TTTCCTTTCTTTTTTATAGAG - - - - - - - GTTAGAAGG - CA
------------ CCTTGTTGT- - - GGTTTT- COCACACCCAATTACATA: - - - - - - - - - - TTTCTCTTAACTACAAGG: - - - - - - - - GCTAAAGG: - - CA
------------ COGOGTTGT- - - GGTTTT- COCACACCCAATTACATAATTATTTCCTTTCTCTCTTACATGCAGGG - - - - - - - - GTCGAAGA- - - CA
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Focuc_015_1 ATTCTAAGTTTAAGATGATTTTATCCAAACAAATT- - - - - - - = - = oo m o m oo e oo e oo e oo e e e oo
Focuc_011 ATTCTAAGT TTAAGATGATTTTATCCAAACAAATT- - - - = - - = - - m s m o m e e e e oo o
Focuc_013 ATTCTAAGTTTAAGATGAT TTTATCCAAACAAAT T- - - - = = === - - = oo m s oo oo m oo e oo o -
Focuc_001_1 ATTCTAAGT TTAAGATGATTTTATCCAAACAAAT TA- - - - - - - - - - oo oo oo
Focuc_037_1 ATTCTAAGT TTAAGATGATTTTATCCAAACAAAT TA- - - - - - - - oo oo oo e o e oo oo oo m e
Focuc_035_1 ATTCTAAGT TTAAGATGATTTTATCCAAACAAATT - - - - - = - = - - m oo m e m e o e oo e e e e oo
Focuc_018 ATTCTAAGT TTAAGATGATTTTATCCAAACAAATTA- - - - - - = - = - m o m o m e oo e e e oo e e e oo
Focuc_021 ATTCTAAGT TTAAGATGATTTTATCCAAACAAATTA- - - - - - = - - - o s oo m oo e e oo e oo m oo oo
Focuc_030 ATTCTAAGTTTAAGATGAT TTTATCCAAACAAAT TA- - - - - - - - - - o oo o oo oo oo oo oo m oo oo oo oo o - -
Fol uf _001_1 ACTCTAAACTCAGGAGTATGGTAGT CAATTAGAAAGCT AAAGAACTCATAGCTAGGT TTAATTTTGT CAGCCTGIT TACGCA
Fol uf _002_1 ACTCTAAACTCAGGAGTATGGTAGT CAATTAGAAAGCT AAAGAACTCATAGCTAGGT TTAATTTTGTCAGCCTGI TACGCA
Fopi s_HDV247 GCTTTATACTCAGGATTGT GGTAGT CAATTAGACGGCTAAAGA:- - - - - - = === - m o m oo e mm e e e e e o e
Fol ag_001 ACTTTATACTCAGGATTGT GGTAGT GAATTAGACGGCCAAAGA: - - - - - - - - - - o m oo oo e e e e e o
Fol ag_004 ACTTTATACTCAGGATTGI GGTAGT GAATTAGACGGCCAAAGA: - - - - - - - - - - m s oo oo e oo e oo m e o
Fol ag_002 ACTTTATACTCAGGATTGTGGTAGT GAATTAGACGGCCAAAGAA:- - - - - - - - - - - oo oo o e oo oo
Fol ag_005 ACTTTATACT CAGGATTGT GGTAGT GAAT TAGACGGCCAAAGAA: - - = = = = = = = = = = = = e e e e oo oo o
Foni n_010_0 ACTTTATACTCAGGATTGT GGTAGT GAAT TAGACGGOCAAAGAA- - - - - = = = = = = = = oo oo
Focuc_037_0 TCCTCAACTTCAGGAT TAAGGT TCAGGAT TA- - - - = - = = - - o e oo m e e e e e e e e e e oo
Fol uf _002_0 CCCTCAACTTCAGGATTAAGGT TCAGGATTAAAG: - - - - = = === - s s e oo o e oo e oo oo e e o s
Focuc_001_0 CCCTCAACT TCAGGAT TAAGGT TCAGGAT TAAA- - - - - - - - - - o oo e e e m oo e oo
Focuc_015_0 @ -----m-rcmcmcmcmce e eecnemeec-ee-eccecccmeeeoaas
FOCUC_035_0 == == = == m = = = m e e e o o e m e e e e e e e e e e e e e eeeeaoo-
Fol uf _001_0 CCCTCAACTTCAGGATTAAGGT TCAGGATTAAA: - - - = = = = = = = = = = x m x m n m n m e m e mnm e m e mmmmm e e m e e mmmm e
Fom n_010_2 ACTTTATACT CAGGATTGTGGTAGT CAATTAGACGGCTAAA: - - - - - - - - o - o m e o e e o e e e e e e o o
Foni v_002_1 ACTTTATACTCAGGATTGTGGTAGT CAATTAGACGGCTAAA: - - - - - - - - - oo e oo e e e e e e o e e
Foniv_015_1 ACTTTATACTCAGGATTGTGGTAGT CAATTAGACGGCTAAA: - - - - - - - o oo e oo m e e e
Foni v_021_1 ACTTTATACT CAGGATTGT GGTAGT CAATTAGACGGCTAAA- - - - - = = = = = = = = = mmm e o m e e oo oo
Foni v_005_1 ACTTTATACT CAGGATTGT GGTAGT CAATTAGACGGCTAA- - - - - = = = = = = = = = = m mm o e e e oo o
Foni v_010_1 ACTTTATACTCAGGATTGT GGTAGT CAATTAGACGGCTAA- - - - - = = = = = = = o oo oo
Foniv_013_1 ACTTTATACT CAGGATTGTGGTAGT CAATTAGACGGCTAA- - - - - = - = = - m o m e o e e o e e m e e e o o
Foniv_019_1 ACTTTATACTCAGGATTGTGGTAGT CAATTAGACGGCTAA- - - - - - - = - - m o m e oo e e e e m e e e
Foni v_020_1 ACTTTATACTCAGGATTGTGGTAGT CAATTAGACGGCTAA- - - - - - - = - o oo m e o e e e o e oo m oo
Foni v_037_1 ACTTTATACTCAGGATTGTGGTAGT CAATTAGACGGCTAA: - - - - - - = - - oo m o s o m oo e oo oo
FONi v_005_0 - ----mmmmmmm oo oo eeeeoeo-oo-e
FONi V_015 0 c- - - - s oo oo oo oo oo
FONi V_020_0 @ - - mmommmcmo i oo eeeeeeiee-eeeeeoaoes
FONi V_019 0 ---momm oo oo e
FONi V_010_0 - -m o s oo o m oo e e oo oo
Foni v_002_0 GCTCTATACTCAGGACTGTGGTAGTCAATTACAC- - - - - - === - = - - s s oo oo m oo oo oo
Fonl n_010_1 GCTCTATACTCAGGACTGTGGTAGTCAATTACAC: - = - = = = = = = = = = = = = = = = == = e e e e oo e e
Foni v_013_0 GCTCTATACTCAGGACTGTGGTAGTCAATTACAG: - = = = = = = = = = = = = = = = m = m mm mm mm mm mm mmmmmmm e m e e mm e m e
Foniv_021_0 GCTCTATACTCAGGACTGT GGTAGTCAATTACACGG: - - = = = = == === == s m o m o e oo e mm e e oo e e oo
Foni v_037_0 GCTCTATACTCAGGACTGT GGTAGTCAATTACACG: - - - = = = = == = == == oo e oo oo e oo oo oo e oo e
Forap_PHWB15_0 ACTCTATACTCAGGATTGIGGTAGT CAATTAGAAGGCTAACGAACTTTTGG - - - - - - === === - - - oo oo oo oo o -
Forap_PHWB15_1 ACTCTATACCCAGGATTGIGGTAGTCAATTGGACGGELT- - - - - - === === === -m-mmmmommomom oo oo oo
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Foniv_002 ----- CCTATCTCTTTGCTTTAGG- - - - CTTTCCCTAACTCGCATTGA- ACTGTAGAGGT ATCCT GGGTACCT GGTAATAT CGGCAAGACCGGCATATCG
Foniv_005 ----- CCTATCTCTTTGCTTTAGG - - - CTTTCCCTAACT CGCATTGA- ACTGTAGAGGTATCCT GGGT ACCTGGT AATAT CGGCAAGACCGGCATATCG
Foniv_010 ----- CCTATCTCTTTGCTTTAGG - - - CTTTCCCTAACT CGCATTGA- ACTGTAGAGGTATCCT GGGT ACCT GGT AATAT CGGCAAGACCGGCATATCG
Foniv_015 ----- CCTATCTCTTTGCTTTAGG: - - - CTTTCCCTAACTCGCATTGA- ACTGT AGAGGT ATCCT GGGT ACCT GGTAATAT CGGCAAGACCGGCATATCG
Foni v_013 ----ACCTATCTCTTTGCTTTAGG - - - CTTTCCCTAACT CGCATTGA- ACT GTAGAGGT AT CCT GGGTACCT GGTAATATCGGCAAGACCGGCATATCG
Foni v_019 ----ACCTATCTCTTTGCTTTAGG - - - CTTTCCCTAACT CGCATTGA- ACT GTAGAGGTAT CCT GGGTACCT GGTAATATCGGCAAGACCGGCATATCG
Foni v_020 ----ACCTATCTCTTTGCTTTAGG - - - CTTTCCCTAACT CGCATTGA- ACT GTAGAGGTAT CCT GGGTACCT GGTAATATCGGCAAGACCGGCATATCG
Foni v_021 ----ACCTATCTCTTTGCTTTAGG - - - CTTTCCCTAACTCGCATTGA- ACTGT AGAGGT ATCCTGGGTACCT GGTAATAT CGGCAAGACCGGCATATCG
Foni v_037 ----ACCTATCTCTTTGCTTTAGG: - - - CTTTCCCTAACTCGCATTGA- ACTGT AGAGGT ATCCT GGGTACCT GGTAATAT CGGCAAGACCGGCATATCG
Fonar _Na5 - - CACCACATCTTACGGTATCAAGT CACCTTCCGT CATATCAAATTCA- ACATTAGGACTTTCATCAA- ACCTAGACTTAC: - - - - - AATCATCAT- - - G
Focuc_001 - - CACCGCATCTTACGGTATCAAGT TACCTTCCATCATATCAATTTGA- ACATTAGAACTTTTATCTG ACCTAGGICTAT- - - - - - AACCATCAT- - - G
Focuc_030 - - CACCGCATCTTACGGTATCAAGT TACCTTCCATCATATCAATTTGA- ACATTAGAACTTTTATCTG ACCTAGGICTAT- - - - - - AACCATCAT- - - G
Focuc_035 - - CACCGCATCTTACGGTATCAAGT TACCTTCCATCATATCAATTTGA- ACATTAGAACTTTTATCTG ACCTAGGICTAT- - - - - - AACCATCAT- - - G
Focuc_011 - TCACCGCATCTTACGGTATCAAGT TACCTTCCATCATATCAATTTGA- ACATTAGAACTTTTATCTG ACCTAGGICTAT- - - - - - AACCATCAT- - -G
Focuc_013 - TCACCGCATCTTACGGTATCAAGT TACCTTCCATCATATCAATTTGA- ACATTAGAACTTTTATCTG ACCTAGGTCTAT- - - - - - AACCATCAT- - -G
Focuc_015 - TCACCGCATCTTACGGTATCAAGT TACCTTCCATCATATCAATTTGA- ACATTAGAACTTTTATCTG ACCTAGGICTAT- - - - - - AACCATCAT- - - G
Focuc_018 - TCACCGCATCTTACGGTATCAAGT TACCTTCCATCATATCAATTTGA- ACATTAGAACTTTTATCTG ACCTAGGICTAT- - - - - - AACCATCAT- - - G
Focuc_021 - TCACCGCATCTTACGGTATCAAGT TACCTTCCATCATATCAATTTGA- ACATTAGAACTTTTATCTG ACCTAGGICTAT- - - - - - AACCATCAT- - - G
Focuc_037 - TCACCGCATCTTACGGTATCAAGT TACCTTCCATCATATCAATTTGA- ACATTAGAACTTTTATCTG ACCTAGGTCTAT- - - - - - AACCATCAT- - - G
Fom n_001 - - CACCGCATCTTACGGTATCAAGT TACCTTCCATCATATCAATTTGA- ACATTAGAACTTTTATCTG ACCTAGGICTAT- - - - - - AACCATCAT- - -G
Fom n_006 - - CACCGCATCTTACGGTATCAAGT TACCTTCCATCATATCAATTTGA- ACATTAGAACTTTTATCTG ACCTAGGTCTAT- - - - - - AACCATCAT- - -G
Fom n_010 - - CACCGCATCTTACGGTATCAAGT TACCTTCCATCATATCAATTTGA- ACATTAGAACTTTTATCTG ACCTAGGICTAT- - - - - - AACCATCAT- - - G
Fom n_011 - - CACCGCATCTTACGGTATCAAGT TACCTTCCATCATATCAATTTGA- ACATTAGAACTTTTATCTG ACCTAGGICTAT- - - - - - AACCATCAT- - - G
Fom n_004 - TCACCGCATCTTACGGTATCAAGT TACCTTCCATCATATCAATTTGA- ACATTAGAACTTTTATCTG ACCTAGGICTAT- - - - - - AACCATCAT- - - G
Fom n_005 - TCACCGCATCTTACGGTATCAAGT TACCTTCCATCATATCAATTTGA- ACATTAGAACTTTTATCTG ACCTAGGTCTAT- - - - - - AACCATCAT- - - G
Fom n_013 - TCACCGCATCTTACGGTATCAAGT TACCTTCCATCATATCAATTTGA- ACATTAGAACTTTTATCTG ACCTAGGICTAT- - - - - - AACCATCAT- - -G
Fom n_016 - TCACCGCATCTTACGGTATCAAGT TACCTTCCATCATATCAATTTGA- ACATTAGAACTTTTATCTG ACCTAGGTCTAT- - - - - - AACCATCAT- - -G
Fophy_KOD886_1 TTCACCGCATCTTACGGTATTAAGI TACCATCTGTCATATCA- TTTGA- ACATTAGGACTTTCATCTG- ACCTAGGCCTAT- - - - - - AATTCTCAT- - - G
Fophy_KOD887_1 TTCACCGCATCTTACGGTATTAAGI TACCATCTGTCATATCA- TTTGA- ACATTAGGACTTTCATCTG- ACCTAGGCCTAT- - - - - - AATTCTCAT- - - G
Fophy_KOD888_1 - TCACCGCATCTTACGGTATTAAGI TACCATCTGTCATATCA- TTTGA- ACATTAGGACTTTCATCTG ACCTAGGCCTAT- - - - - - AATTCTCAT- - - G
Foni c_001 - - CACCGCATCTTACGGTATTAAGT TACCATCTATCATAT CATCTGAACACATTAGGACTTTCATCTG ACCTAGACCTAT- - - - - - AATCATCAT- - - G
Foni c_003 - - - ACCGCATCTTACGGTATTAAGT TACCATCTATCATATCATCTGAACACATTAGGACTTTCATCTG ACCTAGACCTAT- - - - - - AATCATCAT- - -G
Foni c_010 - - - ACCGCATCTTACGGTATTAAGT TACCATCTATCATATCATCTGAACACATTAGGACTTTCATCTG- ACCTAGACCTAT- - - - - - AATCATCAT- - -G
Foni c_012 - - - ACCGCATCTTACGGTATTAAGI TACCATCTATCATAT CATCTGAACACATTAGGACTTTCATCTG ACCTAGACCTAT- - - - - - AATCATCAT- - - G
Fophy_KOD886_0 - - CACCGCATCTTACGGTAT TAAGT TACCATCTGT CATATCAATTTAA- AAATTAGGACTTTCATCTG- ACCTAGACCTAT- - - - - - AATCATCAT- - - G
Fophy_KOD887_0 - - CACCGCATCTTACGGTATTAAGT TACCATCTGTCATATCAATTTAA- AAATTAGGACTTTCATCTG ACCTAGACCTAT- - - - - - AATCATCAT- - - G
Fophy_KOD888_0 - TCACCGCATCTTACGGTATTAAGT TACCATCTGTCATATCAATTTAA- AAATTAGGACTTTCATCTG ACCTAGACCTAT- - - - - - AATCATCAT- - - G
101
Foni v_002 GTAAGACTAGTATAT TGGCAAGACCAGCGT ATCAGCAAGACCTGCAACGEGTIGG: - - - - - - - - TGITCCTTGAAGGATGAACTAGICTATACCAGGTTTA
Foni v_005 GTAAGACTAGT ATAT TGGCAAGACCAGCGT ATCAGCAAGACCTGCAACGEGTIGG: - - - - - - - - TGITCCTTGAAGGATGAACTAGTCTATACCAGGTTTA
Foni v_010 GTAAGACTAGTATAT TGGCAAGACCAGCGT ATCAGCAAGACCTGCAACGEGTIGG: - - - - - - - - TGITCCTTGAAGGATGAACTAGTICTATACCAGGTTTA
Foni v_015 GTAAGACTAGTATAT TGGCAAGACCAGCGT ATCAGCAAGACCTGCAACGEGTIGG: - - - - - - - - TGITCCTTGAAGGATGAACTAGTCTATACCAGGTTTA
Foni v_013 GTAAGACTAGTATATTGGCAAGACCAGCGTATCAGCAAGACCTGCAACGEGT GG - - - - - - - - TGITCCTTGAAGGATGAACTAGTCTATACCAGGTTTA
Foni v_019 GTAAGACTAGTATAT TGGCAAGACCAGCGTATCAGCAAGACCTGCAACGEGT GG - - - - - - - - TGITCCTTGAAGGATGAACTAGTCTATACCAGGTTTA
Foni v_020 GTAAGACTAGT ATAT TGGCAAGACCAGCGT ATCAGCAAGACCTGCAACGEGTIGG: - - - - - - - - TGITCCTTGAAGGATGAACTAGICTATACCAGGTTTA
Foni v_021 GTAAGACTAGT ATAT TGGCAAGACCAGCGT ATCAGCAAGACCTGCAACGEGTIGG: - - - - - - - - TGITCCTTGAAGGATGAACTAGTCTATACCAGGTTTA
Foni v_037 GTAAGACTAGTATAT TGGCAAGACCAGCGT ATCAGCAAGACCTGCAACGEGTIGG: - - - - - - - - TGITCCTTGAAGGATGAACTAGTCTATACCAGGTTTA
Fonar _Na5 GITGAGTACTGICTTTTA- ------ CGTCCTAAGATAAAGAC- - - TGACTTGTGGAAGCTCGCCCGT CCTTTCACGGCCA- - - - - - - - TATGCC- - - - TCA
Focuc_001 GTGAGTACTGTATTTTA- - - - - - - TCTCGTI GGGAAAAAGCC:- - - TAACTTGTGGAAGCACGCCCGTCCTTTTATGGCCA:- - - - - - - - TATACG - - - TCA
Focuc_030 GTGAGTACTGTATTTTA- - ----- TCTCGT GGGAAAAAGCC- - - TAACTTGTGGAAGCACGCCCGTCCTTTTATGGCCA:- - - - - - - - TATACGC - - - TCA
Focuc_035 GIGAGTACTGTATTTTA- - ----- TCTCGI GGGAAAAAGCC- - - TAACTTGT GGAAGCACGCCCGTCCTTTTATGECCA- - - - - - - - TATACC- - - - TCA
Focuc_011 GITGAGTACTGTATTTTA------- TCTCGT GGGAAAAAGCC- - - TAACT TGT GGAAGCACGCCCGTCCTTTTATGGCCA- - - - - - - - TATACC- - - - TCA
Focuc_013 GIGAGTACTGTATTTTA------- TCTCGT GGGAAAAAGCC:- - - TAACT TGT GGAAGCACGCCCGTCCTTTTATGECCA- - - - - - - - TATACC- - - - TCA
Focuc_015 GITGAGTACTGTATTTTA------- TCTCGT GGGAAAAACCC:- - - TAACT TGT GGAAGCACGCCCGTCCTTTTATGGCCA- - - - - - - - TATACC- - - - TCA
Focuc_018 GTGAGTACTGTATTTTA- - - - - - - TCTCGTI GGGAAAAAGCC- - - TAACTTGTGGAAGCACGCCCGTCCTTTTATGECCA:- - - - - - - - TATACG - - - TCA
Focuc_021 GTGAGTACTGTATTTTA- - ----- TCTCGT GGGAAAAAGCC- - - TAACTTGTGGAAGCACGCCCGTCCTTTTATGECCA- - - - - - - - TATACGC- - - - TCA
Focuc_037 GIGAGTACTGTATTTTA- - ----- TCTCGI GGGAAAAAGCC- - - TAACTTGT GGAAGCACGCCCGTCCTTTTATGECCA- - - - - - - - TATACC- - - - TCA
Fom n_001 GITGAGTACTGTATTTTA------- TCTCGT GGGAAAAAGCC- - - TAACT TGT GGAAGCACGCCCGTCCTTTTATGECCA- - - - - - - - TATACC- - - - TCA
Fom n_006 GIGAGTACTGTATTTTA------- TCTCGT GGGAAAAAGCC:- - - TAACT TGT GGAAGCACGCCCGTCCTTTTATGECCA- - - - - - - - TATACC- - - - TCA
Fom n_010 GITGAGTACTGTATTTTA------- TCTCGT GGGAAAAACCC:- - - TAACT TGT GGAAGCACGCCCGTCCTTTTATGGCCA- - - - - - - - TATACC- - - - TCA
Fom n_011 GTGAGTACTGTATTTTA- - - - - - - TCTCGI GGGAAAAAGCC- - - TAACTTGTGGAAGCACGCCCGTCCTTTTATGECCA:- - - - - - - - TATACG - - - TCA
Fom n_004 GTGAGTACTGTATTTTA- - ----- TCTCGT GGGAAAAAGCC- - - TAACTTGTGGAAGCACGCCCGTCCTTTTATGGCCA- - - - - - - - TATACGC- - - - TCA
Form n_005 GIGAGTACTGTATTTTA- - ----- TCTCGI GGGAAAAAGCC- - - TAACTTGT GGAAGCACGCCCGTCCTTTTATGECCA- - - - - - - - TATACC- - - - TCA
Fom n_013 GIGAGTACTGTATTTTA------- TCTCGT GGGAAAAAGCC- - - TAACT TGT GGAAGCACGCCCGTCCTTTTATGECCA- - - - - - - - TATACC- - - - TCA
Fom n_016 GIGAGTACTGTATTTTA------- TCTCGT GGGAAAAAGCC:- - - TAACT TGT GGAAGCACGCCCGTCCTTTTATGGCCA- - - - - - - - TATACC- - - - TCA
Fophy_KOD886_1 GIGAGTACTGICTTGIA------- TATCGT GAAAAAAACCC:- - - TAACTTTTGGAAGCTCGCCCGTCCTTTTATGGCCA- - - - - - - - TATACC- - - - TCA
Fophy_KOD887_1 GIGAGTACTGICTTGIA------- TATCGT GAAAAAAAGCG:- - - TAACTTTTGGAAGCTCGCCCGTCCTTTTATGECCA:- - - - - - - - TATACG - - - TCA
Fophy_KOD888_1 GIGAGTACTGICTTGIA----- - - TATCGT GAAAAAAAGCC- - - TAACTTTTGGAAGCTCGCCCGTCCTTTTATGECCA:- - - - - - - - TATACGC- - - - TCA
Foni ¢_001 GIGGGTACTGICTTTTA- - - - - - - TGTCATGAAAAAAAGCC- - - TAACTTTTGGAAGCTCGCCCGTCCTTTTATGECCA- - - - - - - - TATATG - - - TCA
Foni c_003 GIGGGTACTGICTTTTA- - ----- TGTCATGAAAAAAAGCC:- - - TAACTTTTGGAAGCTCGCCCGTCCTTTTATGECCA- - - - - - - - TATATG - --TCA
Foni c_010 GIGGGTACTGICTTTTA- - ----- TGTCATGAAAAAAAGCC:- - - TAACTTTTGGAAGCTCGCCCGTCCTTTTATGECCA- - - - - - - - TATATG - --TCA
Foni c_012 GIGGGTACTGICTTTTA- - --- - - TGTCATGAAAAAAACCC:- - - TAACTTTTGGAAGCTCGCCCGTCCTTTTATGGCCA- - - - - - - - TATATG - - - TCA
Fophy_KOD886_0 GIGGGTACTGICTTTTA------- TGTCGT GAAAAAAAGCG:- - - TAACTTTTGGAAGCTCGCCCGTCCTTTTATGECCA: - - - - - - - TATACG - - - TCG
Fophy_KOD887_0 GIGGGTACTGICTTTTA------- TGTCGT GAAAAAAAGCC- - - TAACTTTTGGAAGCTCGCCCGTCCTTTTATGECCA:- - - - - - - - TATACG - - - TCG
Fophy_KOD888_0 GIGGGTACTGICTTTTA------- TGTCGTGAAAAAAAGCC- - - TAACTTTTGGAAGCTCGCCCGTCCTTTTATGECCA- - - - - - - - TATACC- - - - TCG
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Foni v_002 TATTGGCAGGATTGTAAGGGT TTGATGGTGA- - GCGGTGTGGAGTCCT - - - - 4- - - - - - - - CTCTCTGAATAGATAGGTAATACTG- - - GTAAGGCT T
Foni v_005 TATTGGCAGGATTGTAAGGGT TTGATGGTGA- - GCGGTGTGGAGTCCT - - - - - - - - - - - - CTCTCTGAATAGATAGGTAATACTG- - - GTAAGGCT T
Foni v_010 TATTGGCAGGATTGTAAGGGT TTGATGGTGA- - GCGGTGTGGAGTCCT - - - - -f - - - - - - - CTCTCTGAATAGATAGGTAATACTG- - - GTAAGGCT T
Foni v_015 TATTGGCAGGATTGTAAGGGT TTGATGGTGA- - GCGGTGTGGAGTCCT - - - - -f - - - - - - - CTCTCTGAATAGATAGGTAATACTG- - - GTAAGGCT T
Foni v_013 TATTGGCAGGATTGTAAGGGT TTGATGGT GA- - GCGGTGTGGAGTCCT- - - - - - - - - - - - CTCTCTGAATAGATAGGTAATACTG - - GTAAGCCTT!
Foni v_019 TATTGGCAGGATTGTAAGGGT TTGATGGTGA- - GCGGTGTGGAGTCCT - - - - - §- - - - - - - CTCTCTGAATAGATAGGTAATACTG- - - GTAAGGCT T
Foni v_020 TATTGGCAGGATTGTAAGGGT TTGATGGTGA- - GCGGTGTGGAGTCCT - - - - - 4- - - - - - - CTCTCTGAATAGATAGGTAATACTG- - - GTAAGGCT T
Foni v_021 TATTGGCAGGATTGTAAGGGT TTGATGGT GA- - GCGGTGTGGAGTCCT- - - - - - - - - CTCTCTGAATAGATAGGTAATACTG - - GTAAGCCTT
Foni v_037 TATTGGCAGGATTGTAAGGGT TTGATGGT GA- - GCGGTGTGGAGTCCT - - - - - - CTCTCTGAATAGATAGGTAATACTG- - - GTAAGGCT T
Fonar _Na5 GCCTGGCATGGITTTA- - - - TTCACTGGT CATGGCGGECG - - AAT TCT GT GCCACTGACGCT TCCT TGGT CTGAAAGCT TCGGCCGCCCGACAGECTT- C
Focuc_001 GCCTGGCATGGECTCTA- - - - TTCACTGGTCATGS CCTTGGGTTGAAAGCT TCGGCCGCCCGACAGECTT- C

Focuc_030 GCCTGGCATGGECTCTA- - - - TTCACTGGT CATGGCACAGT CTAACCCTGT CTCATTCACGCT TICCT TGGGT TGAAAGCT TCGECCGCCCGACAGECTT- C

Focuc_035 GCCTGGCATGGCTCTA- - - - TTCACTGGTCATGG AGT CTAACCCTGI CTCATTCACGCT TICCT TGGGT TGAAAGCT TCGBCCGCCCGACAGECTT- C
Focuc_011 GCCTGGCATGCGCTCTA- - - - TTCACTGGTCATGG AGT CTAACCCTGI CTCATTCACGCT TICCT TGGGT TGAAAGCT TCGBCCGCCCGACAGECTT- C
Focuc_013 GCCTGGCATGCCTCTA- - - - TTCACTGGTCATGG AGTCTAACCCTGI CTCATTCACGCT TISCT TGGGT TGAAAGCT TCGBCCGCCCGACAGECTT- C
Focuc_015 GCCTGGCATGCCTCTA- - - - TTCACTGGTCATGG AGTCTAACCCTGT CTCATTCACGCT TISCT TGGGT TGAAAGCT TCGBCCGCCCGACAGECTT- C
Focuc_018 GCCTGGCATGECTCTA- - - - TTCACTGGTCATGA AGTCTAACCCTGI CTCATTCACGCTTIECTTGGGT TGAAAGCT TCGGCCGCCCGACAGECTT- C
Focuc_021 GCCTGGCATGCGCTCTA- - - - TTCACTGGTCATGG AGT CTAACCCTGI CTCATTCACGCT TICCT TGGGT TGAAAGCT TCGECCGCCCGACAGECTT- C
Focuc_037 GCCTGGCATGCGCTCTA- - - - TTCACTGGTCATGG AGTCTAACCCTGI CTCATTCACGCT TICCT TGGGT TGAAAGCT TCGBCCGCCCGACAGECTT- C
Fom n_001 GCCTGGCATGCGCTCTA- - - - TTCACTGGTCATGG 8 8 CCT TCCTTGGEGT TGAAAGCT TCGBCCGCCCGACAGECTT- C
Fom n_006 GCCTGGCATGGCTCTA- - - - TTCACTGGT CATGGCACAGT CTAACCCT GTCCCACTCACGCT TCCT TGGGT TGAAAGCT TCGGCCGCCCGACAGECTT- C
Fom n_010 GCCTGGCATGCCTCTA- - - - TTCACTGGT CATGGCACAGT CTAACCCT GTCCCACTCACGCT TCCT TGGGT TGAAAGCT TCGGCCGCCCGACAGECTT- C
Fom n_011 GCCTGGCATGGECTCTA- - - - TTCACTGGT CATGGCACAGT CTAACCCT GTCCCACT CACGCTTCCTTGGGT TGAAAGCT TCGECCGCCCGACAGECTT- C
Fom n_004 GCCTGGCATGGCTCTA- - - - TTCACTGGT CATGGCACAGT CTAACCCT GTCCCACT CACGCT TCCT TGGGT TGAAAGCT TCGGCCGCCCGACAGECTT- C
Fom n_005 GCCTGGCATGCGCTCTA- - - - TTCACTGGT CATGGCACAGT CTAACCCT GTCCCACT CACGCT TCCT TGGGT TGAAAGCT TCGGCCGCCCGACAGECTT- C
Fom n_013 GCCTGGCATGCGCTCTA- - - - TTCACTGGT CATGGCACAGT CTAACCCT GTCCCACTCACGCT TCCT TGGGT TGAAAGCT TCGGCCGCCCGACAGECTT- C
Fom n_016 GCCTGGCATGGCTCTA- - - - TTCACTGGT CATGGCACAGT CTAACCCT GTCCCACTCACGCT TCCT TGGGT TGAAAGCT TCGGCCGCCCGACAGECTT- C

Fophy_KODB86_1 GTCTGGCATGGCTCTT- - - - TTCAATGGT CCTGGCGCAGT CCAACCT GGACCCACT CACGCT TCCT TGGT CTGAAAGCT CCGGT CGT CCGTCAGGCTT- C
Fophy_KOD887_1 GICTGGECATGGCTCTT- - - - TTCAATGGT CCT GGCGCAGT CCAACCT GGACCCACT CACGCT TCCT TGGT CT GAAAGCT CCGGT CGT COGTCAGGCTT- C
Fophy_KOD888_1 GICTGGBCATGGCTCTT- - - - TTCAATGGT CCT GGCGCAGT CCAACCT GGACCCACT CACGCT TCCT TGGT CT GAAAGCT CCGGT CGT COGTCAGGCTT- C

Foni ¢_001 GICTGGCATGGCTCTT- - - - TTCATTGGT CCTGGCGCAGT CCAACCT GGACCCACT CATGCT TCCT TGGT CTGAAAGCT TCGGT CGTCCGTCAGGCTT- C
Foni c_003 GITCTGGCATGCGCTCTT- - - - TTCATTGGT CCTGGCGCAGT CCAACCT GGACCCACT CATGCT TCCT TGGT CTGAAAGCT TCGGT CGTCCGTCAGGCTT- C
Foni ¢c_010 GITCTGGCATGCGCTCTT- - - - TTCATTGGT CCTGGCGCAGT CCAACCTGGACCCACTCATGCT TCCT TGGT CTGAAAGCT TCGGT CGTCCGTCAGGCTT- C
Foni c_012 GTCTGGCATGCCTCTT- - - - TTCATTGGT CCTGGCGCAGT CCAACCTGGACCCACTCATGCTTCCT TGGT CTGAAAGCT TCGGT CGTCCGTCAGGCTT- C

Fophy_KOD886_0 GICTGGBCATGGCGCTT- - - - TTCATTGGT CCT GGCGCAGT CCAACCCT GACCCACT CATGCTTCCT TGGT CTGAAAGCT TCGGT CGT COGTCAGGCTT- C
Fophy_KOD887_0 GICTGGCATGGCGCTT- - - - TTCATTGGT CCTGGCGCAGT CCAACCCT GACCCACT CATGCTTCCTTGGT CTGAAAGCT TCGGT CGTCCGTCAGECTT- C
Fophy _KOD888_0 GICTGGCATGGCGCTT- - - - TTCATTGGT CCTGGCGCAGT CCAACCCT GACCCACT CATGCTTCCTTGGT CTGAAAGCT TCGGT CGTCCGTCAGECTT- C

Foni v_002 € C- CCAG GGACAGAAACCTAGCCTTCTTATGGCTAGATG- - CAAAGT CTGGAGCTGAAAT!

Foni v_005 - CAAAGT CTGGAGCTGAAAT!

Foni v_010 GGACAGAAACCTAGGCTTCTTATGGCTAGATG- - CAAAGT CTGGAGCTGAAAT!

Foni v_015 GGACAGAAACCTAGCGCTTCTTATGGCTAGATG- - CAAAGT CTGGAGCTGAAAT!

Foni v_013 GGACAGAAACCTAGCCTTCTTATGGCTAGATG- - CAAAGT CTGGAGCTGAAAT!

Foni v_019 - CAAAGTCTGGAGCTGAAAT

Foni v_020 - CAAAGTCTGGAGCTGAAAT

Foni v_021 - CAAAGT CTGGAGCTGAAAT!

Foni v_037 o GGACAGAAACCTAGCCTTCTTATGGCTAGATG- - CAAAGT CTGGAGCTGAAAT!

Fonar_Na5 = GCGTACCATTGGICCTTCGATACTAGCT- - - - - - - CCGITCCAGA- - - GGGTCCTTTTCAAACCA- - - CCAGACGTACTCAATCTGGGGCTGATATTCAA
Focuc_001 GACTACCATTGGTCCTTCGATACTACGCT- - - - - - - CCATTCCAAG- - - TGATCCTTTGCATCCCA- - - CCAGACGTCTTCAAAATGGAGCTGAAATCAAC
Focuc_030 GACTACCATTGGTCCTTCGATACTACGCT- - - - - - - CCATTCCAAG- - - TGATCCTTTGCATCCCA- - - CCAGACGTCTTCAAAATGGAGCTGAAATCAAC
Focuc_035 GACTACCATTGGTCCTTCGATACTAGCT CCATTCCAAG- - - TGATCCTTTGCATCCCA- - - CCAGACGTCTTCAAAATGGAGCTGAAATCAAC
Focuc_011 GACTACCATTGGTCCTTCGATACTAGCT CCATTCCAAG - - TGATCCTTTGCATCCCA- - - CCAGACGT CTTCAAAATGGAGCTGAAATCAAC
Focuc_013 GACTACCATTGGTCCTTCGATACTAGCT CCATTCCAAG- - - TGATCCTTTGCATCCCA- - - CCAGACGT CTTCAAAATGGAGCTGAAATCAAC
Focuc_015 GACTACCATTGGTCCTTCGATACTAGCT CCATTCCAAG- - - TGATCCTTTGCATCCCA- - - CCAGACGT CTTCAAAATGGAGCTGAAATCAAC
Focuc_018 GACTACCATTGGTCCTTCGATACTACGCT- - - - - - - CCATTCCAAG- - - TGATCCTTTGCATCCCA- - - CCAGACGTCTTCAAAATGGAGCTGAAATCAAC
Focuc_021 GACTACCATTGGTCCTTCGATACTACGCT- - - - - - - CCATTCCAAG- - - TGATCCTTTGCATCCCA- - - CCAGACGTCTTCAAAATGGAGCTGAAATCAAC
Focuc_037 GACTACCATTGGTCCTTCGATACTACGCT- - - - - - - CCATTCCAAG- - - TGATCCTTTGCATCCCA- - - CCAGACGTCTTCAAAATGGAGCTGAAATCAAC
Fom n_001 GACTACCATTGGTCCTTCGATACTACGCT- - - - - - - CCATTCCAAG - - TGATCCTTTGCATCCCA- - - CCAGACGT CTTCAAAATGGAGCTGAAATCAAC
Fom n_006 GACTACCATTGGTCCTTCGATACTAGCT- - - - - - - CCATTCCAAG- - - TGATCCTTTGCATCCCA- - - CCAGACGT CTTCAAAATGGAGCTGAAATCAAC
Fom n_010 GACTACCATTGGTCCTTCGATACTACGCT- - - - - - - CCATTCCAAG- - - TGATCCTTTGCATCCCA- - - CCAGACGT CTTCAAAATGGAGCTGAAATCAAC
Fom n_011 GACTACCATTGGTCCTTCGATACTACGCT- - - - - - - CCATTCCAAG- - - TGATCCTTTGCATCCCA- - - CCAGACGTCTTCAAAATGGAGCTGAAATCAAC
Fom n_004 GACTACCATTGGTCCTTCGATACTACGCT- - - - - - - CCATTCCAAG- - - TGATCCTTTGCATCCCA- - - CCAGACGTCTTCAAAATGGAGCTGAAATCAAC
Fom n_005 GACTACCATTGGTCCTTCGATACTACGCT- - - - - - - CCATTCCAAG- - - TGATCCTTTGCATCCCA- - - CCAGACGTCTTCAAAATGGAGCTGAAATCAAC
Fom n_013 GACTACCATTGGTCCTTCGATACTACGCT- - - - - - - CCATTCCAAG - - TGATCCTTTGCATCCCA- - - CCAGACGT CTTCAAAATGGAGCTGAAATCAAC
Fom n_016 GACTACCATTGGTCCTTCGATACTACGCT- - - - - - - CCATTCCAAG- - - TGATCCTTTGCATCCCA- - - CCAGACGT CTTCAAAATGGAGCTGAAATCAAC
Fophy_KOD886_1 GACTACCATTGGICCTTTGATACTACCT------- CCATTCCGAG- - - CGATCCTTTGCATCCCA- - - CCAGACGGCT TCAATCTGGAGCTGAAATCAAC
Fophy_KOD887_1 GACTACCATTGGICCTTTGATACTACGCT------- CCATTCCGAG- - - CGATCCTTTGCATCCCA- - - CCAGACGGCT TCAATCTGGAGCTGAAATCAAC
Fophy_KOD888_1 GACTACCATTGGICCTTTGATACTAGCT------- CCATTCCGAG- - - CGATCCTTTGCATCCCA- - - CCAGACGGCT TCAATCTGGAGCTGAAATCAAC
Foni c_001 GACTACCATTGGTCCTTTGATACTACGCT- - - - - - - CCATTCCGAG- - - CGATCCTTTGCATCCCA- - - CCAGACGGCT TCAATATGGAGCTGAAATCAAC
Foni c_003 GACTACCATTGGTCCTTTGATACTACGCT- - - - - - - CCATTCCGAG - - CGATCCTTTGCATCCCA- - - CCAGACGGCTTCAATATGGAGCTGAAATCAAC
Foni c_010 GACTACCATTGGTCCTTTGATACTACGCT- - - - - - - CCATTCCGAG- - - CGATCCTTTGCATCCCA- - - CCAGACGGCT TCAATATGGAGCTGAAATCAAC
Foni c_012 GACTACCATTGGTCCTTTGATACTAGCT- - - - - - - CCATTCCGAG- - - CGATCCTTTGCATCCCA- - - CCAGACGGCT TCAATATGGAGCTGAAATCAAC
Fophy_KOD886_0 GACTACCATTGGICCTTTGATACTACCT------ - CCATTCCGAG- - - CGATCCTTTGTATCCCA- - - CTAGACGGCT TCAATCTGGAGCTGAAATCAAC
Fophy_KOD887_0 GACTACCATTGGICCTTTGATACTAGCT------- CCATTCCGAG- - - CGATCCTTTGTATCCCA- - - CTAGACGGCT TCAATCTGGAGCTGAAATCAAC
Fophy_KOD888_0 GACTACCATTGGICCTTTGATACTAGCT- - --- - - CCATTCCGAG- - - CGATCCTTTGTATCCCA- - - CTAGACGGCT TCAATCTGGAGCTGAAATCAAC
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Foni v_002 CGCAAACCCAAAT CAGCCGGT TATTCACTTTTATGI TGAATCTACT TCGT CT TCCCAGGAT GTCATCTGGCAGATCTATC

Foni v_005 CGCAAACCCAAATCAGCCGGT TATTCACTTTTATGI TGAATCTACT TCGT CT TCCCAGGATGTCATCTGGCAGATCTATC
Foni v_010 CGCAAACCCAAATCAGCCGGT TATTCACTTTTATGI TGAATCTACT TCGT CT TCCCAGGATGTCATCTGGCAGATCTATC
Foni v_015 CGCAAACCCAAATCAGCCGGT TATTCACTTTTATGI TGAATCTACT TCGTCT TCCCAGGAT GTCATCTGGCAGATCTATC
Foni v_013 CGCAAACCCAAAT CAGCCGGT TATTCACTTTTATGITGAATCTACT TCGT CTTCCCAGGATGI CATCTGGCAGATCTATC
Foni v_019 CGCAAACCCAAAT CAGCCGGT TATTCACTTTTATGI TGAATCTACT TCGT CTTCCCAGGATGT CATCTGGCAGATCTATC
Foni v_020 CGCAAACCCAAATCAGCCGGT TATTCACTTTTATGI TGAATCTACT TCGT CT TCCCAGGAT GTCATCTGGCAGATCTATC
Foni v_021 (GCTTTCAGAACGT TGCTQGACGCAAACCCAAATCAGCCGGT TATTCACT TTTATGT TGAATCTACT TCGT CT TCCCAGGAT GT CATCTGGCAGATCTATC
Foni v_037 CGCAAACCCAAATCAGCCGGT TATTCACTTTTATGI TGAATCTACT TCGTCT TCCCAGGAT GTCATCTGGCAGATCTATC
Fonar _Na5 GI TTTCAGAGCGACGCT TGACGCAAACGCGAAT CAGCAT GTTATCCACATCCAT GTTGAAT CTACT GCGACT T TCCGGGAGGTAGT CTGGCAGGTCTACC
Focuc_001 GTTTTCAGAGCGACGCT GGACGCAAACCACAACCAGCCGGT TATCAACAT CCATATGGAACCTACT TCGT CTCACACCGAAGT CCACTGGCAGATTTATC
Focuc_030 GTTTTCAGAGCGACGCT GGACGCAAACCACAACCAGCCGGT TATCAACAT CCATATGGAACCTACT TCGT CTCACACCGAAGT CCACTGGCAGATTTATC
Focuc_035 GI TTTCAGAGCGACGCT GGACGCAAACCACAACCAGCCGGT TATCAACAT CCATATGGAACCTACT TCGT CTCACACCGAAGT CCACT GGCAGATTTATC
Focuc_011 GI TTTCAGAGCGACGCT GGACGCAAACCACAACCAGCCGGT TATCAACAT CCATATGGAACCTACT TCGT CTCACACCGAAGT CCACT GGCAGATTTATC
Focuc_013 GI TTTCAGAGCGACGCT GGACGCAAACCACAACCAGCCGGT TATCAACAT CCATATGGAACCTACT TCGT CTCACACCGAAGT CCACT GGCAGATTTATC
Focuc_015 GI TTTCAGAGCGACGCT GGACGCAAACCACAACCAGCCGGT TATCAACAT CCATATGGAACCTACT TCGT CTCACACCGAAGT CCACT GGCAGATTTATC
Focuc_018 GTTTTCAGAGCGACGCT GGACGCAAACCACAACCAGCCGGT TATCAACAT CCATATGGAACCTACT TCGT CTCACACCGAAGT CCACTGGCAGATTTATC
Focuc_021 GTTTTCAGAGCGACGCT GGACGCAAACCACAACCAGCCGGT TATCAACAT CCATATGGAACCTACT TCGT CTCACACCGAAGT CCACTGGCAGATTTATC
Focuc_037 GI TTTCAGAGCGACGCT GGACGCAAACCACAACCAGCCGGT TATCAACAT CCATATGGAACCTACT TCGT CTCACACCGAAGT CCACT GGCAGATTTATC
Fom n_001 GI TTTCAGAGCGACGCT GGACGCAAACCACAACCAGCCGGT TATCCACAT CCATATGGAACCTACT TCGT CTCACACCGAAGT CCACT GGCAGATTTATC
Fom n_006 GI TTTCAGAGCGACGCT GGACGCAAACCACAACCAGCCGGT TATCCACAT CCATATGGAACCTACT TCGT CTCACACCGAAGT CCACT GGCAGATTTATC
Fom n_010 GI TTTCAGAGCGACGCT GGACGCAAACCACAACCAGCCGGT TATCCACAT CCATATGGAACCTACT TCGT CTCACACCGAAGT CCACT GGCAGATTTATC
Fom n_011 GTTTTCAGAGCGACGCT GGACGCAAACCACAACCAGCCGGT TATCCACAT CCATATGGAACCTACT TCGT CTCACACCGAAGT CCACTGGCAGATTTATC
Fom n_004 GTTTTCAGAGCGACGCT GGACGCAAACCACAACCAGCCGGT TATCCACAT CCATATGGAACCTACT TCGT CTCACACCGAAGT CCACTGGCAGATTTATC
Fom n_005 GI TTTCAGAGCGACGCT GGACGCAAACCACAACCAGCCGGT TATCCACAT CCATATGGAACCTACT TCGT CTCACACCGAAGT CCACT GGCAGATTTATC
Fom n_013 GI TTTCAGAGCGACGCT GGACGCAAACCACAACCAGCCGGT TATCCACATCCATATGGAACCTACT TCGT CTCACACCGAAGT CCACT GGCAGATTTATC
Fom n_016 GI TTTCAGAGCGACGCT GGACGCAAACCACAACCAGCCGGT TATCCACAT CCATATGGAACCTACT TCGT CTCACACCGAAGT CCACT GGCAGATTTATC

Fophy_KODB86_1 GITTTCAGAGGATCGCTTGACGCAAACCCAAATCAGCCGGT TATTTACATCCAT CTTGAATCTACT TCGT CTTCTCGGGATGTGATCTGGCAGGTCTATC
Fophy_KODB87_1 GITTTCAGAGGATCGCTTGACGCAAACCCAAATCAGCCGGT TATTTACATCCATCTTGAATCTACT TCGT CTTCTCGGGATGT GATCTGGCAGGT CTATC
Fophy_KOD888_1 GITTTCAGAGGATCGCTTGACGCAAACCCAAATCAGCCGGT TATTTACATCCATCTTGAATCTACT TCGT CTTCTCGGGATGTGATCTGGCAGGTCTATC

Foni ¢_001 GI TTTCAGAGGATCGCT TGACGCAAACCCGAAT CAGCCGGT TATTCACATCCATCTTGAATCTACT TCATCT TCCCGGGATGI GATCT GGCAGGTCTATC
Foni c_003 GI TTTCAGAGGATCGCT TGACGCAAACCCGAAT CAGCCGGT TATTCACATCCATCTTGAATCTACT TCATCT TCCCGGGATGT GATCT GGCAGGTCTATC
Foni ¢c_010 GI TTTCAGAGGATCGCT TGACGCAAACCCGAAT CAGCCGGT TATTCACATCCATCTTGAATCTACT TCATCT TCCCGGGATGI GATCT GGCAGGTCTATC
Foni c_012 GT TTTCAGAGGATCGCT TGACGCAAACCCGAAT CAGCCGGT TATTCACATCCATCTTGAATCTACT TCATCT TCCCGGGATGI GATCT GGCAGGTCTATC

Fophy_KODB86_0 GITTTCAGAGGATCGCTTGACGCAAACCCGAATCAGCCGGT TATTCACATCCAT CTTGAATCTACT TCGT CTTCCCAGGATGTGATCTGGCAGGT CTATC
Fophy_KOD887_0 GITTTCAGAGGATCGCTTGACGCAAACCCGAATCAGCCGGT TATTCACATCCATCTTGAATCTACT TCGT CTTCCCAGGAT GTGATCTGGCAGGT CTATC
Fophy_KOD888_0  GTTTTCAGAGGATCGCT TGACGCAAACCCGAATCAGCCGGT TATTCACATCCATCTTGAATCTACT TCGTCTTCCCAGGATGTGATCTGGCAGGTCTATC

Foni v_002 CGGTTCAGCTCGCAAATGACATCGACAACT TCTGGGACACTTGCTATGATTCCATATGA
Foni v_005 GCCAACGGT TCAGCT CGCAAAT GACATCGACAACTTCTGGGACACTTGCTATGATTCCATATGA
Foni v_010 GCCAACGGT TCAGCT CGCAAAT GACATCGACAACT TCTGGGACACT TGCTATGATTCCATATGA
Foni v_015 IGCCAACGGT TCAGCT CGCAAAT GACAT CGACAACT TCTGGGACACT TGCTATGATTCCATATGA
Foni v_013 GCCAACGGT TCAGCT CGCAAATGACAT CGACAACT TCTGGGACACT TGCTATGATTCCATATGA
Foni v_019 IGCCAACGGT TCAGCT CGCAAAT GACAT CGACAACT TCTGGGACACT TGCTATGATTCCATATGA
Foni v_020 IGCCAACGGT TCAGCT CGCAAAT GACAT CGACAACT TCTGGGACACT TGCTATGATTCCATATGA
Foni v_021 GCCAACGGT TCAGCT CGCAAAT GACATCGACAACTTCTGGGACACTTGCTATGATTCCATATGA
Foni v_037 GCCAACGGT TCAGCTCGCAAAT GACATCGACAACT TCTGGGACACTTGCTATGATTCCATATGA
Fonar _Na5 GCCAACGCT TCAACGATCAACT GACAT CGACATCCTCTGGAACATTTGCTATGATTCCATATCA
Focuc_001 ACGGTGGGAACATTGT CG:T CCGCT ATAATTCAGT TGGCCAACGGEGT CAGCTCGGAAAT GACAGCGACATCT TCTGGCACAT TCGCTATGATTCCATATCG
Focuc_030 ACGGTGGGAACAT TGT CGCTCGCTATAAT TCAGT TGECCAACGGGT CAGCT CGGAAATGACAGCGACAT CT TCTGGCACAT TCGCTATGATTCCATATCG
Focuc_035 ACGGTGGGAACAT TGT CGCTCGCTATAAT TCAGT TGBCCAACGGGT CAGCT CGGAAATGACAGCGACAT CTTCTGGCACAT TCGCTATGATTCCATATCG
Focuc_011 ACGGTGGGAACAT TGI CGCTCGCTATAATTCAGI TGGCCAACGGGT CAGCT CGGAAAT GACAGCGACAT CTTCT GGCACATTCGCTATGATTCCATATCG
Focuc_013 ACGGTGCGAACAT TGT CGCTCGCTATAATTCAGT TGECCAACGGGT CAGCT CGGAAAT GACAGCGACAT CTTCT GGCACATTCGCTATGATTCCATATCG
Focuc_015 ACGGTGGGAACAT TGT CGCTCGCTATAAT TCAGT TGGCCAACGGGT CAGCT CGGAAAT GACAGCGACAT CTTCTGGCACAT TCGCTATGATTCCATATCG
Focuc_018 ACGGTGGGAACAT TGT CGCTCGCTATAAT TCAGT TGGCCAACGGGT CAGCT CGGAAATGACAGCGACAT CT TCTGGCACAT TCGCTATGATTCCATATCG
Focuc_021 ACGGTGGGAACAT TGT CGCTCGCTATAAT TCAGT TGECCAACGGGT CAGCT CGGAAATGACAGCGACAT CT TCTGGCACAT TCGCTATGATTCCATATCG
Focuc_037 ACGGTGGGAACAT TGT CGCTCGCTATAAT TCAGT TGECCAACGGGT CAGCT CGGAAATGACAGCGACAT CTTCTGGCACAT TCGCTATGATTCCATATCG
Fom n_001 ACGGTGGGAACATTGTI CGCTCGCTATAATTCAGI TGGCCAACGGGT CAGCT CGGAAAT GACAGCGACAT CTTCT GGCACATTCGCTATGATTCCATATCG
Fom n_006 ACGGTGGGAACAT TGT CGCTCGCTATAATTCAGT TGECCAACGGGT CAGCT CGGAAAT GACAGCGACAT CTTCT GGCACATTCGCTATGATTCCATATCG
Fom n_010 ACGGTGGGAACAT TGT CGCTCGCTATAAT TCAGT TGGCCAACGGGT CAGCT CGGAAAT GACAGCGACAT CTTCTGGCACAT TCGCTATGATTCCATATCG
Fom n_011 ACGGTGGGAACAT TGT CGCTCGCTATAAT TCAGT TGGCCAACGGGT CAGCT CGGAAATGACAGCGACAT CT TCTGGCACAT TCGCTATGATTCCATATCG
Fom n_004 ACGGTGGGAACAT TGT CGCTCGCTATAAT TCAGT TGECCAACGGGT CAGCT CGGAAATGACAGCGACAT CT TCTGGCACAT TCGCTATGATTCCATATCG
Fom n_005 ACGGTGGGAACAT TGT CGCTCGCTATAAT TCAGT TGBCCAACGGGT CAGCT CGGAAATGACAGCGACAT CTTCTGGCACAT TCGCTATGATTCCATATCG
Fom n_013 ACGGTGGGAACATTGTI CGCTCGCTATAATTCAGI TGGCCAACGGGT CAGCT CGGAAAT GACAGCGACAT CTTCT GGCACATTCGCTATGATTCCATATCG
Fom n_016 ACGGTGCGAACAT TGT CGCTCGCTATAATTCAGT TGECCAACGGGT CAGCT CGGAAAT GACAGCGACATCTTCT GGCACATTCGCTATGATTCCATATCG

Fophy_KOD886_1 ACGGIGGGAACATTGT CGCTCTCTATAAT TCAAGAGGBCCAACGGT TCAACTCGCAACT GACTTCGACAACT TATGGGACATTTGCTATGATTCCATATGA
Fophy_KOD887_1 ACGGTGGGAACATTGICGCTCTCTATAAT TCAAGAGGCCAACGGT TCAACT CGCAACT GACT TCGACAACT TATGGGACATTTGCTATGATTCCATATGA
Fophy_KODB88_1 ACGGT GGGAACATTGTCGCTCTCTATAATTCAAGAGGCCAACGGT TCAACT CGCAACT GACT TCGACAACT TATGGGACAT TTGCTATGATTCCATATGA

Foni c_001 ACGGTGGGAACAT TGT CGCTCTCTATAAT TCAAGAGGACAACGGT TCAACT CGCAACT GACGT CGACAACT TATGGGACAT TTGCTATGATTCCATATCGA
Foni c_003 ACGGTGGGAACATTGT CGCTCTCTATAATTCAAGAGGACAACGGT TCAACT CGCAACT GACGT CGACAACT TATGGGACATTTGCTATGATTCCATATGA
Foni c_010 ACGGTGGGAACATTGT CGCTCTCTATAATTCAAGAGGACAACGGT TCAACT CGCAACT GACGT CGACAACT TATGGGACATTTGCTATGATTCCATATGA
Foni c_012 ACGGTGGGAACAT TGT CGCTCTCTATAAT TCAAGAGGACAACGGT TCAACT CGCAACT GACGT CGACAACT TATGGGACAT TTGCTATGATTCCATATGA

Fophy_KOD886_0 ACGGIGGGAACAT TGT CGCTCTCTATAATTCAAGAGGCCAACGGT TCAACT CGCAACT GACGT CGACAACT TATGGGACAT TTGCTATGATTCCATATGA
Fophy_KOD887_0 ACGGTGGGAACATTGICGCTCTCTATAATTCAAGAGGCCAACGGT TCAACT CGCAACT GACGT CGACAACT TAT GGGACATTTGCTATGATTCCATATGA
Fophy_KOD888_ 0 ACGGTGGGAACATTGICGCTCTCTATAATTCAAGAGGCCAACGGT TCAACT CGCAACT GACGT CGACAACT TAT GGGACATTTGCTATGATTCCATATGA
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002 _— 5T TCACT GCAAAGAGCTTGCOCAGGACCT GGAAGT TGGOGA
005 TTA- - - GTTGTAGTGCTCCTCCAGTTCACT GCAAAGAGCT TGCOCAGGACCT GGAAGTTGGCGA
010 TTA- - - GTTGTAGTGCTCCTCCHGTTCACT GCAAAGAGCT TGCOCAGGACCT GGAAGTTGGCGA
015 TTA- - - GTTGTAGTGCTCCTCCHGTTCACT GCAAAGAGCT TGCOCAGGACCT GGAAGT TGGCGA
013 TTA- - - GTTGTAGTGCTCCTCCAGTTCACT GCAAAGAGCT TGCOCAGGACCT GGAAGTTGGCGA
019 TTA- - - GTTGTAGTGCTCCTCCAGTTCACT GCAAAGAGCT TGCOCAGGACCT GGAAGT TGGOGA
020 TTA- - - GTTGTAGTGCTCCTCCAGTTCACT GCAAAGAGCT TGCOCAGGACCT GGAAGTTGGCGA
021 TTA- - - GTTGTAGTGCTCCTOCAGTTCACT GCAAAGAGCT TGCOCAGGACCT GGAAGTTGGCGA
037 ST TCACT GCAAAGAGCTTGCOCAGGACCT GGAAGT TGGOGA
Na5 ACCATICACTATTTATTGGCGTATACAAGAAGAGCT GTAACGGT CCTCOCOGT TCACT CTAAAGAGCCT GOCT AAGACCTGAAAGT TGGCGA
001 GGOCGGTAT( Y CTAGAGCAGGAGT TTTAAT GCTCCTCCOGT TTACT CCAAAGGT CCTGCCCAGGACCTGG- AGTTGTCGA
030 GGOCGGTATTCCATCACTATCTATTGGOGE CTAGAGCAGGAGT TTTAAT GCTCCTCOCGT TTACT CCAAAGGT CCTGOOCAGGACCTGG- AGTTGTCGA
035 GGOCGGTATTCCATCACTATCTATTGGOGE CTAGAGCAGGAGT TTTAAT GCTCCTCOOGT TTACT CCAAAGGT CCTGOOCAGGACCTGG- AGTTGTCGA
011 GGOCGGTATTCCATCACTATCTATTGGOGE CTAGAGCAGGAGT TTTAATGCTCCTCOOGT TTACT CCAAAGGT CCTGOOCAGGACCTGG- AGTTGTCGA
013 GGOCGGTAT(TCCATCACTATCTATTGGOGE CTAGAGCAGGAGT TTTAATGCTCCTCOCGT TTACT CCAAAGGT CCTGOCCAGGACCTGG AGTTGTCGA
015 GGOCGGTAT(TCCATCACTATCTATTGGEOG CTAGAGCAGGAGT TTTAATGCTCCTCOCGT TTACT CCAAAGGT CCTGOCCAGGACCTGG- AGTTGTCGA
018 GGCCGGTATTCCATCACTATCTATTGGOGE CTAGAGCAGGAGT TTTAAT GCTCCTCOCGT TTACT CCAAAGGT CCTGOCCAGGACCT GG AGTTGTCGA
021 GGOCGGTATTCCATCACTATCTATTGGOGE CTAGAGCAGGAGT TTTAAT GCTCCTCOOGT TTACT CCAAAGGT CCTGOOCAGGACCTGG- AGTTGTCGA
037 GGOCGGTATAICCATCACTAT CTATTGEOGH CTAGAGCAGGAGT TTTAAT GCTCCTCOOGT TTACT CCAAAGGT CCTGOOCAGGACCTGG- AGTTGTCGA
001 GGOCGGTATCACCATCACTATCTAT TGGOGT CTAGAGCAGGAGT TTTAATGCTCCTCOOGT TTACT CCAAAGGT CCTGOOCAGGACCTGG- AGTTGTCGA
006 GGOCGGTATCACCATCACTATCTATTGGOGT CTAGAGCAGGAGT TTTAATGCTCCTCOOGT TTACT CCAAAGGT CCTGOCCAGGACCTGG- AGTTGTCGA
010 GGOCGGTATCACCATCACTATCTATTGGOGT CTAGAGCAGGAGT TTTAAT GCTCCTCOOGT TTACT CCAAAGGT CCTGOCCAGGACCTGG- AGTTGTCGA
011 GGCCGGTATCACCATCACTATCTATTGGOGT CTAGAGCAGGAGT TTTAAT GCTCCTCOCGT TTACT CCAAAGGT CCTGOOCAGGACCT GG AGTTGTCGA
004 GGOCGGTATCACCATCACTATCTATTGGOGT CTAGAGCAGGAGT TTTAAT GCTCCTCOCGT TTACT CCAAAGGT CCTGOOCAGGACCTGG- AGTTGTCGA
005 GGOCGGTATCACCATCACTATCTATTGGOGT CTAGAGCAGGAGT TTTAATGCTCCTCOOGT T TACT CCAAAGGT OCT GCOCAGGACCT GG AGTTGTCGA
013 GGOCGGTATCACCATCACTATCTATTGGOGT CTAGAGCAGGAGT TTTAATGCTCCTCOOGT TTACT CCAAAGGT CCTGOOCAGGACCTGG- AGTTGTCGA
016 GGOCGGTATCACCATCACTATCTATTGGOGT CTAGAGCAGGAGT TTTAAT GCTCCTCOOGT TTACT CCAAAGGT CCTGOCCAGGACCTGG- AGTTGTCGA

KODB86_1 GGCCGGTATGACCACCACTATTTATTGGCGTATAGAT CAAGGGCTGTAA- - - TCCTCCCGT TCGCT CCAAAGACCCT GCCCGGGATCTGAAAGT TGGCGA
KOD887_1 GGCCGGTATGACCACCACTATTTATTGGCGTATAGATCAAGGGCTGTAA- - - TCCTCCCGT TCGCTCCAAAGACCCT GCCCGGGATCTGAAAGT TGGCGA
KOD888_1 GGCCGGTATGACCACCACTATTTATTGGCGTATAGATCAAGGGCT GTAA- - - TCCTCCCGT TCGCTCCAAAGACCCT GCCCGGGATCTGAAAGT TGGCGA

001 GGCCGGTATGACCATCACTATTTATTGGCGTATAGGT CAAGGGCT GTAA- - - TCCTCCCGT TCGCT CCAAAGACCCT GCCCGGGATCT GAAAGT TGGCGA
003 GGCCGGTATGACCATCACTAT TTATTGGCGTATAGGT CAAGGGCT GTAA- - - TCCTCCCGT TCGCT CCAAAGACCCT GCCCGGGATCT GAAAGT TGGCGA
010 GGCCGGTATGACCATCACTAT TTATTGGCGTATAGGT CAAGGGCT GTAA- - - TCCTCCCGT TCGCT CCAAAGACCCT GCCCGGGATCT GAAAGT TGGCGA
012 GGCCGGTATGACCATCACTAT TTATTGGCGTATAGGT CAAGGGCT GTAA- - - TCCTCCCOGT TCGCT CCAAAGACCCT GCCCGGGATCT GAAAGT TGGCGA
KOD886_0 GGCCGGTATGACCATCACTATTTATTGGCGTATAGATCAAGGGCTGTAA- - - TCCTCCCGT TCGCTCCAAAGACCCT GCCCGGGATCTGAAAGT TGGCGA

KOD887_0 GGCCGGTATGACCATCACTATTTATTGGCGTATAGAT CAAGGGCT GTAA- - - TCCTCCCGT TCGCTCCAAAGACCCT GCCCGGGAT CTGAAAGT TGGCGA
KODB88_0 GGCCGGTATGACCATCACTATTTATTGGCGTATAGATCAAGGGCTGTAA- - - TCCTCCCGT TCGCT CCAAAGACCCT GCCCGGGATCTGAAAGT TGGCGA

701

002 TGCGCCGAAGGGATATTTCGT TGCGAGATAT CCCGGAAT GGCAT GGTGAGCTACT GGACT GAACAGGT T- GTTGATGTIGT TCCA- GAAGGACGATGGGTA
005 TGCGCCGAAGGGATATTTCGT TGCGAGATAT CCCGGAAT GGCAT GGT GAGCTACT GGACT GAACAGGT T- GTTGATGI GT TCCA- GAAGGACGATGGGTA
010 TGCGCCGAAGCGATATTTCGT TGCGAGATAT CCCGGAAT GGCAT GGT GAGCTACT GGACT GAACAGGT T- GTTGATGT GT TCCA- GAAGGACGATGGGTA
015 TGCGCCGAAGGGATAT TTCGT TGCGAGATAT CCCGGAAT GGCAT GGT GAGCT ACT GGACT GAACAGGT T- GTTGATGIGT TCCA- GAAGGACGATGGGTA
013 TGCGCCGAAGGGATAT TTCGT TGCGAGATAT CCCGGAAT GGCAT GGT GAGCT ACT GGACT GAACAGGT T- GTTGATGI GT TCCA- GAAGGACGATGGGTA
019 TGCGCCGAAGGGATAT TTCGT TGCGAGATAT CCCGGAAT GGCAT GGT GAGCTACT GGACT GAACAGGT T- GTTGATGT GT TCCA- GAAGGACGATGGGTA
020 TGCGCCGAAGGGATAT TTCGT TGCGAGATAT CCCGGAAT GGCAT GGT GAGCTACT GGACT GAACAGGT T- GTTGATGI GT TCCA- GAAGGACGATGGGTA
021 TGCGCCGAAGGGATATTTCGT TGCGAGATAT CCCGGAAT GGCAT GGT GAGCTACT GGACT GAACAGGT T- GTTGATGI GTTCCA- GAAGGACGATGGGTA
037 TGCGCCGAAGGGATATTTCGT TGCGAGATAT CCCGGAAT GGCAT GGT GAGCTACT GGACT GAACAGGT T- GTTGATGT GT TCCA- GAAGGACGATGGGTA
Na5 TGTGCTGAAGGGAGACTTCGT TGTGATAC- - - GT GGAATGGCATGGCGAGCT GTTGAACT TACCAGGT T- GTTGGTGTCTTTTACGAAGGAGAATGGATA
001 TGCGTGGAAGGGAGAATTCAT TGCGAGGTAT GCTAGAATGGTATAGT GAGCT AGT GGAATCAACAGGT T- GTTAATGIGTCTTG- GAAGGGCGATGGGTA
030 TGCGTGGAAGGGAGAATTCAT TGCGAGGTAT GCTAGAATGGTATAGT GAGCT AGT GGAATCAACAGGT T- GTTAATGIGTCTTG- GAAGGGCGATGGGTA
035 TGCGTGGAAGGGAGAATTCAT TGCGAGGTAT GCTAGAATGGTATAGT GAGCT AGT GGAATCAACAGGT T- GTTAATGIGTCTTG- GAAGGGCGATGGGTA
011 TGCGT GGAAGCGAGAATTCATTGCGAGGT ATGCTAGAATGGTATAGT GAGCTAGT GGAATCAACAGGT T- GTTAATGIGICTTG GAAGGGCGATGGGTA
013 TGCGT GGAAGCGAGAAT TCATTGCGAGGT ATGCTAGAATGGTATAGT GAGCTAGT GGAATCAACAGGT T- GTTAATGT GITCTTG- GAAGGGCGATGGGTA
015 TGCGT GGAAGGGAGAATTCAT TGCGAGGTAT GCTAGAAT GGTATAGT GAGCT AGT GGAATCAACAGGT T- GTTAATGIGTCTTG- GAAGGGCGATGGGTA
018 TGCGTGGAAGGGAGAATTCAT TGCGAGGTAT GCTAGAATGGTATAGT GAGCT AGT GGAATCAACAGGT T- GTTAATGIGTCTTG- GAAGGGCGATGGGTA
021 TGCGTGGAAGGGAGAATTCAT TGCGAGGTAT GCTAGAATGGTATAGT GAGCT AGT GGAATCAACAGGT T- GTTAATGIGTCTTG- GAAGGGCGATGGGTA
037 TGCGTGGAAGGGAGAATTCAT TGCGAGGTAT GCTAGAATGGTATAGT GAGCT AGT GGAATCAACAGGT T- GTTAATGIGTCTTG- GAAGGGCGATGGGTA
001 TGCGT GGAAGCGAGAAT TCATTGCGAGGT ATGCTAGAATGGTATAGT GAGCTAGT GGAATCAACAGGT T- GTTAATGTGICTTG GAAGGGCGATGGGTA
006 TGCGT GGAAGGGAGAAT TCATTGCGAGGT ATGCTAGAATGGTATAGT GAGCTAGT GGAATCAACAGGT T- GTTAATGT GTCTTG- GAAGGGCGATGGGTA
010 TGCGT GGAAGGGAGAATTCAT TGCGAGGTAT GCTAGAAT GGTATAGT GAGCT AGT GGAATCAACAGGT T- GTTAATGIGTCTTG- GAAGGGCGATGGGTA
011 TGCGTGGAAGGGAGAATTCAT TGCGAGGTAT GCTAGAATGGTATAGT GAGCT AGT GGAATCAACAGGT T- GTTAATGIGTCTTG- GAAGGGCGATGGGTA
004 TGCGTGGAAGGGAGAATTCAT TGCGAGGTAT GCTAGAATGGTATAGT GAGCT AGT GGAATCAACAGGT T- GTTAATGIGTCTTG- GAAGGGCGATGGGTA
005 TGCGTGGAAGGGAGAATTCAT TGCGAGGTAT GCTAGAATGGTATAGT GAGCT AGT GGAATCAACAGGT T- GTTAATGIGTCTTG- GAAGGGCGATGGGTA
013 TGCGT GGAAGCGAGAAT TCATTGCGAGGT ATGCTAGAATGGTATAGT GAGCTAGT GGAATCAACAGGT T- GTTAATGIGICTTG- GAAGGGCGATGGGTA
016 TGCGT GGAAGCGAGAAT TCATTGCGAGGT ATGCTAGAATGGTATAGT GAGCTAGT GGAATCAACAGGT T- GTTAATGT GTCTTG- GAAGGGCGATGGGTA
KODB86_1 TGCGCCGAAGGGAGACTTCATTGIGATAT- - - CTGGAATGGCAT GGT GAGCTACT GGACT CAACAAGT TGGT TGATGT CTTCTAGGAAGGAGGATGGGTA

KODB87_1 TGCGCCGAAGGGAGACTTCATTGTGATAT- - - CTGGAATGGCAT GGT GAGCTACT GGACT CAACAAGT TGGT TGATGT CTTCTAGGAAGGAGGATGGGTA
KODB88_1 TGCGCCGAAGGGAGACTTCATTGTGATAT- - - CTGGAATGGCAT GGT GAGCTACTGGACT CAACAAGT TGGT TGATGT CTTCTAGGAAGGAGGATGGGTA

001 TGCGOCGAAGGGAGACTTCGT TGTGATAT- - - CTGGAATGGCAT GGTGAGCTACT GGACT CAAGAAGT CGGTTGATGT CT TCTAGGAAAGAGGATGGGTA
003 TGCGCCGAAGCGAGACTTCGTTGT GATAT- - - CTGGAATGGCATGGT GAGCTACT GGACT CAAGAAGT CGGT TGATGT CTTCTAGGAAAGAGGATGGGTA
010 TGCGCCGAAGCGAGACTTCGTTGT GATAT- - - CTGGAATGGCAT GGT GAGCTACT GGACT CAAGAAGT CGGT TGATGT CTTCTAGGAAAGAGGATGGGTA
012 TGCGCCGAAGGGAGACTTCGT TGTGATAT- - - CTGGAATGGCAT GGTGAGCT ACT GGACT CAAGAAGT CGGT TGATGT CT TCTAGGAAAGAGGATGGGTA
KODB886_0 TGCGCCGAAGGGAGACTTCGT TGTGATAT- - - CTGGAATGGCAT GGT GAGCTACT GGACT CAACAAGT TGGT TGATGT CTACTAGGAAGGAGGATGGGTA

KOD887_0 TGCGCCGAAGGGAGACT TCGT TGTGATAT- - - CTGGAAT GGCATGGT GAGCTACTGGACT CAACAAGT TGGT TGAT GT CTACT AGGAAGGAGGATGGGTA
KOD888_0 TGCGCCGAAGGGAGACTTCGT TGTGATAT- - - CTGGAAT GGCATGGT GAGCTACT GGACT CAACAAGT TGGT TGATGT CTACTAGGAAGGAGGATGGGTA
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Foni ¢_001 - ATCATGACTACTCCCTGGATCCATCGCCTGT TTGCT TACT CGGCAGT TGAGCT CGGCAGCT GAGCT CGGCAGCT GAATACATATGGT GT TCGA- - - - - -
Foni ¢c_003 TATCATGACTACT CCCT GGATCCATCGCCT GT TTGCT TACT CGGCAGT TGAGCT CGGCAGCT GAGCT CGGCAGCT GAATACATATGGT GT TCGA- - - - - -
Foni ¢c_010 TATCATGACTACTCCCT GGATCCAT CGCCTGT TTGCT TACT CGGCAGT TGAGCT CGGCAGCT GAGCT CGGCAGCT GAATACATATGGT GTTCGA- - - - - -
Foni c_012 TATCATGACTACTCCCT GGATCCATCGCCTGT TTGCTTACT CGGCAGT TGAGCT CGGCAGCT GAGCT CGGCAGCT GAATACATATGGT GTTCGA- - - - - -
Focub_B2 2 = ----eeee e ACTAAG- - GAACT GCCTGOCT GATAT TAACATCCATCACTACCAT- - - - G- - === - - - - = - -
Focub_l15_2 --cecmcocmcccecmcieccinci e CTAAG- - GAACTGCCT GCCTGATATTAACATCCATCACTACCAT- - - -C- - == == == = - - -
Fomel _001_0  --------mmmmmmmmm oo AAGCAGATTTGCCCTTACG- CGTCCTCATACTTCGAAACCAC- - - - COCTCCG - - - - -
Fomel _001_1 = -----mmommmm oo AGCAGATTTGCCCTTACG- CGTCCTCATACTTCGAAACCAC- - - - CCCTCCC- - - - - -
Fophy_KODB86 ~ ------------comcmicoio i AAGCAGATTTGCCCTTACG- CGTCCTCATACT TCGAAACCAC- - - - CCCTCCC- - - - - -
Fophy_KODB87 ~ ----------mcmmomicio e AAGCAGATTTGCCCTTACG- CGTCCTCATACT TCGAAACCAC- - - - CCCTCCC- - - - - -
Fophy_KODB88 ~ ---------mmmmmmmmmm oo AAGCAGATTTGOCCTTACG- CGTCCTCATACTTCGAAACCAC- - - - CCCTCCG - - - - -
Fol yc_4287 - ------ioioiii e INNINNINNNNNNNNNNNNNN- NNNNNNNNNNNNNNNNNNNNNT - - - - COCTCCG- - - - - -
Fol yc_002 @ --cmmeimm i AGCAGATTTGCCCTTCOG- CATCCTCATACTTCGAAACCAT- - - - CCCTCCG - - - - -
Folyc_026 ~ = -----m-mmmmmmm oo AGCAGATTTGCCCTTCCG- CATCCTCATACTTCGAAACCAT- - - - CCCTCCC- - - - - -
Fol yc_038 ---mmmomee o AGCAGATTTGCCCTTCCG CATCCTCATACT TCGAAACCAT- - - - COCTCCC- - - - - -
Folyc_004 ~  -----mmooioie e AAGCAGATTTGCCCTTCCG- CATCCTCATACT TCGAAACCAT- - - - CCCTCCC- - - - - -
Folyc_029 -----omomioi s AAGCAGATTTGCCCTTCCG- CATCCTCATACT TCGAAACCAT- - - - CCCTCCC- - - - - -
Folyc_074 ---emimmie e AAGCAGATTTGCCCTTCOG- CATCCTCATACTTCGAAACCAT- - - - CCCTCCC - - - - -
Fol yc_M\25 = -o-emmm e AAGCAGATTTGCCCTTCOG- CATCCTCATACT TCGAAACCAT- - - - COCTCCG - - - - -
Fol yc_007 = ---mmmmmmm oo AGCAGATTTGCCCTTCCG- CATCCTCATACTTCGAAACCAT- - - - CCCTCCC- - - - - -
Fol yc_014 = -oeemmmom oo AGCAGATTTGOCCTTCCG- CATCCTCATACTTCGAAACCAT- - - - CCCTCCG - - - - -
FOl yCc_016 ~ --mmmommmmm oo AGCAGATTTGOCCTTCCG- CATCCTCATACTTCGAAACCAT- - - - CCCTCCG - - - - -
Fol yC€_018 = --mmmmmmmm oo AGCAGATTTGOCCTTCOG- CATCCTCATACT TCGAAACCAT- - - - CCCTCCG - - - - -
Folyc_069 ----comomo e AGCAGATTTGCCCTTCOG- CATCCTCATACT TCGAAACCAT- - - - CCCTCCC- - - - - -
Folyc_072 = commmmmm e AGCAGATTTGCCCTTCOG- CATCCTCATACT TCGAAACCAT- - - - CCCTCCG - - - - -
Fol yc_073  ---mmmmemem oo AAGCAGATTTGCCCTTCCG CATCCTCATACT TCGAAACCAT- - - - CCCTCCC- - - - - -
Folyc_075 =~ =---comicmmicicioio i AAGCAGATTTGCCCTTCCG- CATCCTCATACT TCGAAACCAT- - - - CCCTCCC- - - - - -
Focon_5176 ~  --------ciiiioiiiioiiooooo GACAAGAACACAAGCAGATTTGCCCTTGCG CGTCC- - - - - - - - - - - AACCAT- - - - CCCTCCC- - - - - -
Focon_PHWB08  -------------coioiioioioooo GACAAGAACACAAGCAGATTTGCCCTTGCG CGICC- - - - - - - - - - - AACCAT- - - - CCCTCCC- - - - - -
Fopi S_HDV247_1 ------c-crcmcec e n e e cmce e ea e - AGCAGATTTGCCCTTACG- CGTCCTCATACTTCGAGACCAT- - - - CCCTTCG- - - - - -
Focub_B2_1 ~  ----cmoeme e AAGCAGATTTGCCCTTACG- CGTCCTCATACT TCGAAACCAT- - - - COCTCCG - - - - -
Focub_I15_1 = ----mmmmmmmmm e AAGCAGATTTGCCCTTACG- CGTCCTCATACTTCGAAACCAT- - - - CCCTCCC- - - - - -
Focub_N2 ~ -------ieiioii e AGCAGATTTGCCCTTACG- CGT CCTCATACT TCGAAACCAT- - - - CCCTCCC- - - - - -
Focub_B2_0 = ----mieeee oo AGCAGATTTGCOCCTTACG CGTCCTCATACTTCGAAACCAT- - - - CCCTCCG - - - - -
Focub_I15_0 -----mmmmm o AAGCAGATTTGCCCTTACG- CGTCCTCATACTTCGAAACCAT- - - - CCCTCCC- - - - - -
FOM N_010_0 == - mmm e e e e e e e GCTTGCCCGGT TG TGACATC- - - CATCACTACCAT- - - - CACGGCCTCAATT
FOM N_009 0 = -mmm e e e e GCTTGOCCGGT TG TGACATC- - - CATCACTACCAT- - - - CACGGCCTCAATT
FOM N_011 0 == -mm e e e mem e TGCTTGCCCGGTTG- TGACATC- - - CATCACTACCAT- - - - CACGGCCTCAATT
FOpi S_HDV247_0 - -------mmmmm oo AAGCAGATTTGOCCTTACG- CGTCCTCATAATTCGAAACCAT- - - - CCCTCCG- - - - - -
Fom n_001 = ----m-oemm oo AGCAGATTTGOCCTTACG CGTCCTCATGCTTCGAAACCAT- - - - CCCTCCG - - - - -
Fom n_004 ~ ---oeeie o AGCAGATTTGOCCTTACG- CGTCCTCATGCTTCGAAACCAT- - - - CCCTCCG - - - - -
FomM n_005 ~  --------oiiieioo e AGCAGATTTGCCCTTACG- CGTCCTCATGCT TCGAAACCAT- - - - CCCTCCG- - - - - -
Fom n_009_1 ~ ------ommmmmm e AGCAGATTTGCCCTTACG- CGTCCTCATGCTTCGAAACCAT- - - - CCCTCCG - - - - -
Fom n_011 1 -----mmmmmmm oo o AGCAGATTTGCCCTTACG- CGTCCTCATGCTTCGAAACCAT- - - - CCCTCCG- - - - - -
Fom n_012 ---emem e AGCAGATTTGCCCTTACG- CGT CCTCATGCTTCGAAACCAT- - - - CCCTCCC- - - - - -
Fom n_006  ----o-ieee e GCAGATTTGCCCTTACG- CGTCCTCATGCTTCGAAACCAT- - - - COCTCCC: - - - - -
FOom n_010_1 ---oemmimimm e GCAGATTTGCCCTTACG- CGTCCTCATGCTTCGAAACCAT- - - - COCTCCC: - - - - -
Fom n_013 ~  -----mmommem e GCAGATTTGCCCTTACG CGTCCTCATGCTTCGAAACCAT- - - - COCTCCC- - - - - -
Fom n_016 ~ -----mmmmmem e GCAGATTTGCCCTTACG CGTCCTCATGCTTCGAAACCAT- - - - COCTCCC- - - - - -
Fol ag_ 001 -------iciom oo AGCAGATTTGCCCTTACG CGTCCTCATGCTTCGAAACCAT- - - - CCCTCCC- - - - - -
Folag_002 --------comcocoii i AGCAGATTTGCCCTTACG- CGT CCTCATGCTTCGAAACCAT- - - - CCCTCCC- - - - - -
Fomom 001 ~ -----scoeoeoioooeiooioiooo oo AGCAGATTTGCCCTTACG- CGTCCTCATGCT TCGAAACCAT- - - - CCCTCCG- - - - - -
Folag_004 -------mmmooi e GCAGATTTGCCCTTACG CGTCCTCATGCTTCGAAACCAT- - - - COCTCCC- - - - - -
Folag_005 = -----omommmom e GCAGATTTGCCCTTACG CGTCCTCATGCTTCGAAACCAT- - - - COCTCCC- - - - - -
Forom 004 - -c-cecieieecnneie e ie e as GCAGATTTGCCCTTACG- CGTCCTCATGCTTCGAAACCAT- - - - CCCTCCC- - - - - -
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Foni ¢_001 CTAGATAATAGAGT TCCATTTGTGAAAATAATGACACGAAAATACTAT GGAACT GOCOG- OCCGATTTOGACATCCATCACTAC- - CATOGACATAC: CT
Foni ¢_003 CTAGATAATAGAGT TCCATTTGTGAAAATAATGACACGAAAATACTAT GGAACT GOCOG- OCCGATTTOGACATCCATCACTAC- - CATOGACATAC: CT
Foni ¢_010 CTAGATAATAGAGT TCCATTTGTGAAAATAATGACACGAAAATACTATGGAACT GOCOG- OCOGATTTCGACATCCATCACTAC- - CATCGACATAC: CT
Foni ¢_012 CTAGATAATAGAGT TCCATTTGTGAAAATAATGACACGAAAATACTATGGAACT GOCOG- OCOGATTTCGACATCCATCACTAC- - CATCGACATAC: CT
Focub_B2_2 GCAGOCTCAACTCCTGG: - - - - - - - - - - TAGC - - - TTTCAAGACAAGAAAATAACCGGATTTGCTCTTACG - - - - - - - - = - - - - CATCCTTATAC- TT
Focub_| 15_2 GCAGOCTCAACTCCTCG: - - - - - - - - - - TAGC- - - - TTTCAAGACAAGAAAATAACCGGATTTGCTCTTACG - - = - - < - - < - = - - CATCCTTATAC- TT
Forel _001_0 CCAGCTACCATTATTCC: - - - - - - - - - - TAAT- - - - CTCCATTAG - - =< - == == - = = - - TTTG TCTCACGAGOCAAGTCTAC- - CGTCGACACAT- GC
Forel Z001_1 CCAGCTACCATTATTCC: - - - - - - - - - - TAAT- - - - CTCCATTAG - - =< === === - - TTTG TCTCACGAGOCAAGTCTAC- - CGTCGACACAT- GC
Fophy _KODB86 ~ CCAGCTACCATTATTCG - ------- - - TAAT- - - - CTCCATTAG - - =< === == === - - TTTG TCTCACGAGOCAAGTCTAC: - CGTCGACACAT- CC
Fophy _KODB87  CCAGCTACCATTATTCG - ------ - - - TAAT- - - - CTCCATTAG - - =< === === - - TTTG TCTCACGAGOCAAGTCTAC - CGTCGACACAT- CC
Fophy_KOD888  CCAGCTACCATTATTCC: - - ------ - - TAAT- - - - CTCCATTAG - - = < - = == = = - - TTTG TCTCACGAGOCAAGTCTAC- - CGTCGACACAT- CC
Fol yc_4287 CCAGCTACCATTATTCC: - - - - - - - - - - TAAT- - - - CTCCATTAG - - =< - = - =< =< - - TTTG TCTCACGAGOCAAGTCTAC- - CGTCGACACAT- CC
Fol yc_002 CCAGCTACCATTATTCC: - - - - - - - - - - TAAT- - - - CTCCATTAG - - = <= === == - - TTTG TCTCACGAGOCAAGTCTAC- - CGTCGACACAT- CC
Fol yc_026 CCAGCTACCATTATTCC: - - - - - - - - - - TAAT- - - - CTCCATTAG - - =< === === - - TTTG TCTCACGAGOCAAGTCTAC- - CGTCGACACAT- CC
Fol yc_038 CCAGCTACCATTATTCG: - - - - - - - - - - TAAT- - - - CTCCATTAG - - = <= === === - - TTTG TCTCACGAGOCAAGTCTAC- - CGTCGACACAT- CC
Fol yc_004 CCAGCTACCATTATTCG: - - - - - - - - - - TAAT- - - - CTCCATTAG - - =< == === === - - TTTG TCTCACGAGOCAAGTCTAC - CGTCGACACAT- CC
Fol yc_029 CCAGCTACCATTATTCC: - - - - - - - - - - TAAT- - - - CTCCATTAG - - = < = == === - - TTTG TCTCACGAGOCAAGTCTAC- - CGTCGACACAT- CC
Fol yc_074 CCAGCTACCATTATTCC: - - - - - - - - - - TAAT- - - - CTCCATTAG - - =< - = === =< - - TTTG TCTCACGAGOCAAGTCTAC- - CGTCGACACAT- CC
Fol yc_MN25 CCAGCTACCATTATTCC: - - - - - - - - - - TAAT- - - - CTCCATTAG - - =< - === === - - TTTG TCTCACGAGOCAAGTCTAC- - CGTCGACACAT- CC
Fol yc_007 CCAGCTACCATTATTCC: - - - - - - - - - - TAAT- - - - CTCCATTAG = - =< === === - - TTTG TCTCACGAGOCAAGTCTAC- - CGTCGACACAT- CC
Fol yc_014 CCAGCTACCATTATTCG: - - - - - - - - - - TAAT- - - - CTCCATTAG - - = <= === === - - TTTG TCTCACGAGOCAAGTCTAC- - CGTCGACACAT- CC
Fol yc_016 CCAGCTACCATTATTCG: - - - - - - - - - - TAAT- - - - CTCCATTAG - - =< == == == - - TTTG TCTCACGAGOCAAGTCTAC - CGTCGACACAT- CC
Fol yc_018 CCAGCTACCATTATTCC: - - - - - - - - - - TAAT- - - - CTCCATTAG - - = < - = - == - == - - TTTG TCTCACGAGOCAAGTCTAC- - CGTCGACACAT- CC
Fol yc_069 CCAGCTACCATTATTCC: - - - - < - - - - - TAAT- - - - CTCCATTAG - - =< - === === - - TTTG TCTCACGAGOCAAGTCTAC- - CGTCGACACAT- CC
Fol yc_072 CCAGCTACCATTATTCC: - - - - - - - - - - TAAT- - - - CTCCATTAG - - = <= === == - - TTTG TCTCACGAGOCAAGTCTAC- - CGTCGACACAT- CC
Fol yc_073 CCAGCTACCATTATTCC: - - - - - - - - - - TAAT- - - - CTCCATTAG = - =< === === - - TTTG TCTCACGAGOCAAGTCTAC- - CGTCGACACAT- CC
Fol yc_075 CCAGCTACCATTATTCG: - - - - - - - - - - TAAT- - - - CTCCATTAG - - = <= === === - - TTTG TCTCACGAGOCAAGTCTAC- - CGTCGACACAT- CC
Focon_5176 CCAGCTACCATTATTCA: - - - - - - - - - - TAAT- - - - CTCCATTAG - - =< == == == - - TTTG TCTCACGAGOCAAGTCTAC - CGTCGACACAT- CC
Focon_PHWB08  CCAGCTACCATTATTCA- - - -------- TAAT- - - - CTCCATTAG - - =< == === == - - TTTG TCTCACGAGOCAAGTCTAC - CGTCGACACAT- CC
Fopi S_HDV247_1 CCAGCTACCATTATTCC - - - - - - - - - TAAT- - - - COCCATTAG - - =< - = - == =< - - TTTG TCTCACGAGOCAAGTCTAC- - CGTCGACACAT- CC
Focub_B2_1 CCAGCTACCATTATTCC: - - - - - - - - - - TAAT- - - - CTCCATTAG - - =< - == === = - - TTTG TCTCACGAGOCAAGTCTAC- - CGTCGACACAT- CC
Focub_I15_1 CCAGCTACCATTATTCC: - - - - - - - - - - TAAT- - - - CTCCATTAG = - =< === === - - TTTG TCTCACGAGOCAAGTCTAC- - CGTCGACACAT- CC
Focub_N2 CCAGCTACCATTATTCG: - - - - - - - - - - TAAT- - - - CTCCATTAG - - = <= === === - - TTTG TCTCACGAGOCAAGTCTAC- - CGTCGACACAT- CC
Focub_B2_0 CCAGCTACCATTATTCG: - - - - - - - - - - TAAT- - - - CTCCATTAG - - =< == == == - - TTTG TCTCACGAGOCAAGTCTAC - CGTCGACACAT- CC
Focub_I 15_0 CCAGCTACCATTATTCC: - - - - - - - - - - TAAT- - - - CTCCATTAG - - = < - = == == - - TTTG TCTCACGAGOCAAGTCTAC- - CGTCGACACAT- CC
Fonl n_010_0 CCAACTACCATTATTCC: - - - - - - - - - - TAGT- - - - CTCCATTAG- - - =< === === =< - - TTTG TCTCACGAGOCAAGTCTTCTACCTCGACACAT- CC
Forl n_009_0 CCAACTACCATTATTCC: - - - - - - - - - - TAGT- - - - CTCCATTAG - - =< === === - - TTTG TCTCACGAGOCAAGTCTTCTACCTCGACACAT- CC
For n_011_0 CCAACTACCATTATTCC: - - - - - - - - - - TAGT- - - - CTCCATTAG- = - = <= === === - - TTTG TCTCACGAGOCAAGTCTTCTACCTCGACACAT- CC
Fopi s_HDV247_0 ACAGOCACCATTATCCG: - - - - - - - - - - TAAT- - - - CTCCATTAG- - - =< === === - - TTTG TCTCACGAGOCAAGTCTAC: - CGTCGACACAT- CC
Forl n_001 CCAGCTACCATTATTCG: - - - - - - - - - - TAAT- - - - CTCCATTAG - - =< == == == - - TTTG TCTCACGAGOCAAGTCTAC - CGTCGACACATCCC
Fonl n_004 CCAGCTACCATTATTCC: - - - - - - - - - - TAAT- - - - CTCCATTAG - - = < - = - == - == - - TTTG TCTCACGAGOCAAGTCTAC- - CGTCGACACATCCC
Fonl n_005 CCAGCTACCATTATTCC: - - - - < - - - - - TAAT- - - - CTCCATTAG - - =< - = - =< =< - - TTTG TCTCACGAGOCAAGTCTAC- - CGTCGACACATCCC
Forl n_009_1 CCAGCTACCATTATTCC: - - - - - - - - - - TAAT- - - - CTCCATTAG - - = <= === == - - TTTG TCTCACGAGOCAAGTCTAC- - CGTCGACACATCCC
Fom n_011_1 CCAGCTACCATTATTCC: - - - - - - - - - - TAAT- - - - CTCCATTAG = - =< === === - - TTTG TCTCACGAGOCAAGTCTAC- - CGTCGACACATCOC
Forl n_012 CCAGCTACCATTATTCG: - - - - - - - - - - TAAT- - - - CTCCATTAG - - = <= === === - - TTTG TCTCACGAGOCAAGTCTAC- - CGTCGACACATCOC
Forl n_006 CCAGCTACCATTATTCG: - - - - - - - - - - TAAT- - - - CTCCATTAG - - =< == == == - - TTTG TCTCACGAGOCAAGTCTAC - CGTCGACACATCCC
Forl n_010_1 CCAGCTACCATTATTCC: - - - - - - - - - - TAAT- - - - CTCCATTAG - - = < - = - == - == - - TTTG TCTCACGAGOCAAGTCTAC- - CGTCGACACATCCC
Fonl n_013 CCAGCTACCATTATTCC: - - - - < - - - - - TAAT- - - - CTCCATTAG - - =< - = - =< =< - - TTTG TCTCACGAGOCAAGTCTAC- - CGTCGACACATCCC
Fonl n_016 CCAGCTACCATTATTCC: - - - - - - - - - - TAAT- - - - CTCCATTAG - - = <= === == - - TTTG TCTCACGAGOCAAGTCTAC- - CGTCGACACATCCC
Fol ag_001 CCAGCTACCATTATTCC: - - - - - - - - - - TAAT- - - - CTCCATTAG = - =< === === - - TTTG TCTCACGAGOCAAATCTAC- - CGTCGACACATCOC
Fol ag_002 CCAGCTACCATTATTCG: - - - - - - - - - - TAAT- - - - CTCCATTAG - - = <= === === - - TTTG TCTCACGAGOCAAATCTAC: - CGTCGACACATCOC
Forom 001 CCAGCTACCATTATTCG: - - - - - - - - - - TAAT- - - - CTCCATTAG - - =< === === - - TTTG TCTCACGAGOCAAATCTAC - CGTCGACACATCCC
Fol ag_004 CCAGCTACCATTATTCC: - - - - - - - - - - TAAT- - - - CTCCATTAG - - = < - = - == - == - - TTTG TCTCACGAGOCAAATCTAC- - CGTCGACACATCCC
Fol ag_005 CCAGCTACCATTATTCC: - - - - < - - - - - TAAT- - - - CTCCATTAG - - =< - = - =< =< - - TTTG TCTCACGAGOCAAATCTAC- - CGTCGACACATCCC
Fomom 004 CCAGCTACCATTATTCG: - - - - < - - - - - TAAT- - - - CTCCATTAG - - =< === == == - - TTTG TCTCACGAGOCAAATCTAC- - CGTCGACACATCOC
201
Foni ¢_001 TTTTATTAGACCTGCATATTTCTAGCTTTCGAAATAAAT GBOGOCCTATGG: - - - - = - = £ = = = = = == £ == @ e @ e nce ot et ce e e e e
Foni ¢_003 TTTTATTAGACCTGCATATTTCTAGCTTTCGAAATAAATGEOGOCCTATGG: - - - - = - =+ = = = = <= £ = s @t mt et et e e e e e e
Foni ¢_010 TTTTATTAGACCTGCATATTTCTAGCTTTCGAAATAAATGEOGOCCTATGG: - - - - = - =« = = = = == £ =« @ w et e e et e e e e e e
Foni ¢_012 TTTTATTAGACCTGCATATTTCTAGCTTTCGAAATAAAT GBOGOOCTATGG: - - - - = - = - = = = = < <= £ =« <=« <=« @xfxoexoeooeiaoaaaoas
Focub_B2_2 CAAAACCATCOCTCCAGGTTTCAAGOCATTAACA- AAATGGOGCCT TATGGCATAGTACTOCTCGGCATCCTCTCAAT CCTTGGGT CBEOGECTTATGCT
Focub_I15_2 CAAAACCATCOCT CCAGGTTTCAAGOCATTAACA- AAATGGOGCCT TATGGCATAGTACTOCTCGGCATCCTCTCAATCCTTGEGT CGEOGECTTATGCT
Forrel _001_0 CCTTATTATCOCTCOGGATTTTGAGCT TTCGACA- AAATGGOGCOCTATAGCAT GGTACTTCTTGGOGOCCT CTCGATCCTTGRGT TTGGGECTTATGCT
Forel —001_1 CCTTATTATCCCTCOGGATTTTGAGCT TTCGACA- AAATGGOGCOCTATAGCAT GGTACT CCTTGGCGOCCT CTCGATCCTTGGGT TTGGGECTTATGCT

Fophy_KOD886 CCTTATTATCCCTCCGGATTTTGAGCTTTCGACA- AAATGGCGCCCTATAGCATGGTACTTCTTGGCGCTCTCTCGATCCT TGGGT TTGGGEECTTATGCT
Fophy_KOD887 CCTTATTATCCCTCCGGATTTTGAGCT TTCGACA- AAAT GGCGCCCTATAGCATGGTACT TCTTGGCGCT CTCTCGATCCT TGGGT TTGGGECTTATGCT
Fophy_KOD888 CCTTATTATCCCTCCGGATT T TGAGCT TTCGACA- AAAT GGCGCCCTATAGCATGGTACT TCTTGGCGCT CTCTCGATCCT TGGGT TTGGGECTTATGCT

Fol yc_4287 CCTTAGTATCCCTCCGGATT T TGAGCT TTCGACA- AAAT GGCGCCCTATAGCATGGTACT CCTTGGECGCCCTCTCAATCCT TGGGT TTGGGGCTTATGCT
Fol yc_002 CCTTAGTATCCCTCCGGATTT TGAGCT TTCGACA- AAAT GGCGCCCTATAGCAT GGTACT CCTTGGECGCCCTCTCAATCCT TGGGT TTGGGGCTTATGCT
Fol yc_026 CCTTAGTATCCCTCCGGATTTTGAGCTTTCGACA- AAATGGCGCCCTATAGCATGGTACT CCTTGGCGCCCTCTCAATCCTTGGGT TTGGGECTTATGCT
Fol yc_038 CCTTAGTATCCCTCCGGATTTTGAGCTTTCGACA- AAATGGCGCCCTATAGCATGGTACT CCTTGGCGCCCTCTCAATCCT TGGGT TTGGGEECTTATGCT
Fol yc_004 CCTTAGTATCCCTCCGGATTTTGAGCT TTCGACA- AAAT GGCGCCCTATAGCAT GGTACT CCTTGGCGCCCTCTCAATCCT TGGGT TTGGGECTTATGCT
Fol yc_029 CCTTAGTATCCCTCCGGATT T TGAGCT TTCGACA- AAAT GGCGCCCTATAGCAT GGTACT CCTTGGECGCCCTCTCAATCCT TGGGT TTGGGGCTTATGCT
Fol yc_074 CCTTAGTATCCCTCCGGATT T TGAGCT TTCGACA- AAAT GGCGCCCTATAGCATGGTACT CCTTGGECGCCCTCTCAATCCT TGGGT TTGGGGCTTATGCT
Fol yc_M\25 CCTTAGTATCCCTCCGGATTT TGAGCT TTCGACA- AAAT GGCGCCCTATAGCAT GGTACT CCTTGGECGCCCTCTCAATCCT TGGGT TTGGGGCTTATGCT
Fol yc_007 CCTTAGTATCCCTCCGGATTTTGAGCTTTCGACA- AAATGGCGCCCTATAGCATGGTACT CCTTGGCGCCCTCTCAATCCTTGGGT TTGGGECTTATGCT
Fol yc_014 CCTTAGTATCCCTCCGGATTTTGAGCTTTCGACA- AAATGGCGCCCTATAGCATGGTACT CCTTGGCGCCCTCTCAATCCT TGGGT TTGGGEECTTATGCT
Fol yc_016 CCTTAGTATCCCTCCGGATTTTGAGCT TTCGACA- AAAT GGCGCCCTATAGCAT GGTACT CCTTGGCGCCCTCTCAATCCT TGGGT TTGGGECTTATGCT
Fol yc_018 CCTTAGTATCCCTCCGGATT T TGAGCT TTCGACA- AAAT GGCGCCCTATAGCAT GGTACT CCTTGGECGCCCTCTCAATCCT TGGGT TTGGGGCTTATGCT
Fol yc_069 CCTTAGTATCCCTCCGGATT T TGAGCT TTCGACA- AAAT GGCGCCCTATAGCATGGTACT CCTTGGECGCCCTCTCAATCCT TGGGT TTGGGGCTTATGCT
Fol yc_072 CCTTAGTATCCCTCCGGATTT TGAGCT TTCGACA- AAAT GGCGCCCTATAGCAT GGTACT CCTTGGECGCCCTCTCAATCCT TGGGT TTGGGGCTTATGCT
Fol yc_073 CCTTAGTATCCCTCCGGATTTTGAGCTTTCGACA- AAATGGCGCCCTATAGCATGGTACT CCTTGGCGCCCTCTCAATCCTTGGGT TTGGGECTTATGCT
Fol yc_075 CCTTAGTATCCCTCCGGATTTTGAGCTTTCGACA- AAATGGCGCCCTATAGCATGGTACT CCTTGGCGCCCTCTCAATCCT TGGGT TTGGGEECTTATGCT
Focon_5176 ACATATTATCCCTCCGGATTTTGAGCT TTCGACA- AAATGGECGCCCTATAGCATGGTACT CCTTGGECGCTCTCTCAATCCT TGGGT TTGGGGECTTATGCT

Focon_PHW808 ACATATTATCCCTCCGGATTTTGAGCT T TCGACA- AAATGGCGCCCTATAGCATGGTACT CCTTGECGCTCTCTCAATCCT TGGGT TTGGGGECTTATGCT
Fopi s_HDV247_1 TCTCATTATCCCTCCAGATTTCGAGCTTTCGACA- AAATGGCGCCCTATAGCATGGTACT TCTCGGCACCCTCTCAATCT TTGGGT TTGCGGCTTATGCT

Focub_B2_1 CCTTATTATCCCTCCGGATTT TGAGCT TTCGACA- AGAT GGCGCCCTATAGCATGGTACT CCTTGGECGCCCTCT CAATCCT TGGGT TTGGGGCTTATGCT
Focub_l15_1 CCTTATTATCCCTCCGGATTTTGAGCTTTCGACA- AGATGGCGCCCTATAGCATGGTACT CCTTGGCGCCCTCTCAATCCTTGGGT TTGGGECTTATGCT
Focub_N2 CCTTATTATCCCTCCGGATTTTGAGCTTTCGACA- AGATGGECGCCCTATAGCATGGTACT CCTTGGCGCCCTCTCAATCCT TGGGT TTGGGEECTTATGCT
Focub_B2_0 CCTTATTATCCCTCCGGATTTTGAGCT TTCGACA- AGAT GGCGCCCTATAGCAT GGTACT CCTTGGCGCCCTCTCAATCCTTGGGT TTGGGECTTATGCT
Focub_I15_0 CCTTATTATCCCTCCGGATT T TGAGCT TTCGACA- AGAT GGCGCCCTATAGCAT GGTACT CCTTGGCGCCCTCTCAATCCT TGGGT TTGGGGCTTATGCT
Fom n_010_0 CCTTATTATCCCTCCGGATT TCGAGCT TCCGACA- AAAT GGCGCCCTATAGCAT GGTATTCCTCGGECGCCCTCTCAATCCT TGGGT CTGCGGCTTATGCT
Fom n_009_0 CCTTATTATCCCTCCGGATT TCGAGCT TCCGACA- AAAT GGCGCCCTATAGCAT GGTATTCCTCGGECGCCCTCT CAATCCT TGGGT CTGCGGCTTATGCT
Fom n_011_0 CCTTATTATCCCTCCGGATTTCGAGCT TCCGACA- AAAT GGCGCCCTATAGCATGGTATTCCT CGGCGCCCTCTCAATCCT TGGGT CTGCGECTTATGCT
Fopi s_HDV247_0 CCTTATTATCCCTCCAGATTCCGAGCTTTCGACA- AAAT GGCGCCCTATAGCAT GGTACT CCT CGGCACCCT CTCAAT CCT TGGGT CT GCGGCCTATGCT
Fom n_001 CCTTATTATCCTTCCAGATTTCGAGCT TTCGACA- AAAT GGT GCCCTAT GGCATGGTACT CCTCGGCATECT CTCAGI CCTTGEGT CTIBCGECTTATGCT
Fom n_004 CCTTATTATCCTTCCAGATTTCGAGCT TTCGACA- AAAT GGT GCCCTAT GGCAT GGTACT CCTCGGCATIECTCTCAGTCCTTGGGT CTIBCGGCTTATGCT
Fom n_005 CCTTATTATCCTTCCAGATTTCGAGCT TTCGACA- AAAT GGT GCCCTAT GBCATGGTACT CCTCGGCATIECTCTCAGTCCTTGGGT CTISCGGCTTATGCT
Fom n_009_1 CCTTATTATCCTTCCAGATTTCGAGCT TTCGACA- AAAT GGT GCCCTAT GBCAT GGTACT CCTCGGCATIECTCTCAGTCCTTGGGT CTISCGGCTTATGCT
Fom n_011_1 CCTTATTATCCTTCCAGATTTCGAGCTTTCGACA- AAAT GGTGCCCTATGGCATGGTACT CCTCGGCATICCTCTCAGT CCTTGGGT CTISCGGCTTATGCT
Fom n_012 CCTTATTATCCTTCCAGATTTCGAGCTTTCGACA- AAATGGTGCCCTATGGCATGGTACT CCTCGGCATICCTCTCAGT CCTTGGGT CT ISCGGCTTATGCT
Fom n_006 CCTTATTATCCTTCCAGATTTCGAGCT TTCGACA- AAAT GGT GCCCTAT GGCATGGTACT CCTCGGCATIECTCTCAGT CCTTGGGT CTIBCGGCTTATGCT
Fom n_010_1 CCTTATTATCCTTCCAGATT TCGAGCT TTCGACA- AAAT GGT GCCCTAT GGCAT GGTACT CCTCGGCATIECTCTCAGTCCTTGGGT CTIBCGGCTTATGCT
Fom n_013" CCTTATTATCCTTCCAGATTTCGAGCT TTCGACA- AAAT GGT GCCCTAT GGCATGGTACT CCTCGGCATIECTCTCAGTCCTTGGGT CTIBCGGCTTATGCT
Fom n_016 CCTTATTATCCTTCCAGATTTCGAGCT TTCGACA- AAAT GGT GCCCTAT GGCAT GGTACT CCTCGGCAT] TGOGICTISCGGCTTATGCT
Fol ag_001 CCTTATTATCCTTCCAGATTTCGAGCTTTCGGCA- AAATGGECGCCCTATGGCATGGTACTCCTCGGT A(IZCTCTO’-\GT TTGGGATTGCGCECTTATGCT
Fol ag_002 CCTTATTATCCTTCCAGATTTCGAGCT TTCGGCA- AAAT GGCGCCCTATGGCATGGTACT CCTCGGTACCCTCTCAGT CET TGGGAT TGCGECTTATGCT
Fonom 001 CCTTATTATCCTTCCAGATTTCGAGCT TTCGGCA- AAAT GGCGCCCTAT GGCAT GGTACT CCTCGGTACCCTCTCAGT CETTGGGATTGCGECTTATGCT
Fol ag_004 CCTTATTATCCTTCCAGATT TCGAGCT TTCGGCA- AAAT GGCGCCCTAT GGCATGGTACT CCTCGGTACCCTCTCAGTCETTGGGATTGCGGCTTATGCT

Fol ag_005 CCTTATTATCCTTCCAGATTTCGAGCT TTCGGCA- AAAT GGCGCCCTATGGCATGGTACT CCTCGGTACCCT CTCAGT CET TGGGAT TGCGGCT TATGCT
e r #T TATTATCCTTCCAGATTTCGAGCT TTCGGCA- AAAT GGCGCCCTATGGCATGGTACT CCTCGGTACCCTCTCAGT CET TGGGAT TGCGGCT TATGCT
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Foni c_001
Foni c_003
Foni c_010
Foni c_012
Focub_B2_2
Focub_I15_2
Forrel _001_0
Fonel —001_1
Fophy_KOD886
Fophy_KOD887
Fophy_KOD888
Fol yc_4287
Fol yc_002
Fol yc_026
Fol yc_038
Fol yc_004
Fol yc_029
Fol yc_074
Fol yc_M\25
Fol yc_007
Fol yc_014
Fol yc_016
Fol yc_018
Fol yc_069
Fol yc_072
Fol yc_073
Fol yc_075
Focon_5176
Focon_PHW808
Fopi s_HDV247_1
Focub_B2_1
Focub_I15_1
Focub_N2
Focub_B2_0
Focub_115_0
Fom n_010_0
Fom n_009_0
Fom n_011_0
Fopi s_HDV247_0
Fom n_001
Fom n_004
Fom n_005
Fom n_009_1
Fom n_011_1
Fom n_012
Fom n_006
Fom n_010_1
Fom n_013
Fom n_016
Fol ag_001
Fol ag_002
Fonmom 001
Fol ag_004
Fol ag_005
Formom 004

Foni c_001
Foni c_003
Foni c_010
Foni c_012
Focub_B2_2
Focub_115_2
Fonel _001_0
Fonel _001_1
Fophy_KOD886
Fophy_KOD887
Fophy_KOD888
Fol yc_4287
Fol yc_002
Fol yc_026
Fol yc_038
Fol yc_004
Fol yc_029
Fol yc_074
Fol yc_WMN25
Fol yc_007
Fol yc_014
Fol yc_016
Fol yc_018
Fol yc_069
Fol yc_072
Fol yc_073
Fol yc_075
Focon_5176
Focon_PHWB08
Fopi s_HDV247_1
Focub_B2_1
Focub_115_1
Focub_N2
Focub_B2_0
Focub_I15_0
Fom n_010_0
Fom n_009_0
Fom n_011_0
Fopi s_HDV247_0
Fom n_001
Fom n_004
Fom n_005
Fom n_009_1
Fom n_011_1
Fom n_012
Fom n_006
Fom n_010_1
Fom n_013~
Fom n_016
Fol ag_001
Fol ag_002
Formom 001
Fol ag_004
Fol ag_005

———————————————————————————— TATTTTTCAACCT GGT CTACGATGAAAATCT GGATAAGGT GGCAGCATCCTCT- - - - GGTGT GTCCCAGAAA
———————————————————————————— TATTTTTCAACCT GGTCTACGATGAAAATCT GGATAAGGT GGCAGCATCCTCT- - - - GGTGT GTCCCAGAAA
———————————————————————————— TATTTTTCAACCT GGT CTACGATGAAAATCT GGATAAGGT GGCAGCATCCTCT- - - - GGTGT GTCCCAGAAA
———————————————————————————— TATTTTTCAACCT GGT CTACGATGAAAATCT GGATAAGGT GGCAGCATCCTCT- - - - GGTGT GTCCCAGAAA
CAAGAGGCTGCAGT TCAGGAACCCCAGGTATTTTTCAACTTAACCTATGATGAATAT CTGGATAAGGT GGCAGCATCTTCTG: - - GGAGIGTCCCAGATA
CAAGAGGCT GCAGT TCAGGAACCCCAGGTATTTTTCAACTTAACCTATGATGAATAT CTGGATAAGGT GGCAGCATCTTCT G- - - GGAGTGTCCCAGATA
CAAGAGGCT GCGGT TCGEGAACCCCAGATATTCTTCAACT TGACCT TCACGGAATAT CTGGAT AAGGT GGCAGCAT CCCACG: - - GGAGCCCCCCAGACA
CAAGAGGCT GCGGT TCGGGAACCCCAGATATTCTTCAACT TGACCT TTACGGAATAT CTGGATAAGGT GGCAGAAT CCCACG: - - GGAGCCCCCCAGACA
CAAGAGGCT GCGGT TCGGGAACCCCAGATATTTTTCAACT TGACCT TTACGGAATAT CTGGATAAGGT GGCAGAAT CCCACG - - GGAGCCCCCCAGACA
CAAGAGGCT GCGGT TCGGGAACCCCAGATATTTTTCAACT TGACCT TTACGGAATAT CTGGATAAGGT GGCAGAAT CCCACG: - - GGAGCCCCCCAGACA
CAAGAGGCT GCGGT TCGGGAACCCCAGATATTTTTCAACT TGACCT TTACGGAATAT CTGGAT AAGGT GGCAGAAT CCCACG: - - GGAGCCCCCCAGACA
CAAGAGGCT GCGGT TCGGGAGCCCCAGATATTTTTCAACT TGACCT ACACGGAATAT CT GGAT AAGGT GGCAGCAT CCCACG: - - GGAGTCCCCCAGACA
CAAGAGGCT GCGGT TCGGEGAGCCCCAGATATTTTTCAACT TGACCTACACGGAATAT CTGGAT AAGGT GGCAGCAT CCCACG: - - GGAGT CCCCCAGACA
CAAGAGGCT GCGGT TCGGGAGCCCCAGATATTTTTCAACT TGACCTACACGGAATAT CTGGATAAGGT GGCAGCAT CCCACG: - - GGAGTCCCCCAGACA
CAAGAGGCT GCGGT TCGEGAGCCCCAGATATTTTTCAACT TGACCTACACGGAATAT CTGGATAAGGT GGCAGCAT CCCACG: - - GGAGTCCCCCAGACA
CAAGAGGCT GCGGT TCGGGAGCCCCAGATATTTTTCAACT TGACCTACACGGAATAT CTGGATAAGGT GGCAGCAT CCCACG: - - GGAGTCCCCCAGACA
CAAGAGGCT GCGGT TCGGGAGCCCCAGATATTTTTCAACT TGACCT ACACGGAATAT CT GGAT AAGGT GGCAGCAT CCCACG: - - GGAGICCCCCAGACA
CAAGAGGCT GCGGT TCGGGAGCCCCAGATATTTTTCAACT TGACCT ACACGGAATAT CT GGATAAGGT GGCAGCAT CCCACG: - - GGAGTCCCCCAGACA
CAAGAGGCT GCGGT TCGEGAGCCCCAGATATTTTTCAACT TGACCTACACGGAATAT CTGGAT AAGGT GGCAGCAT CCCACG: - - GGAGT CCCCCAGACA
CAAGAGGCT GCGGT TCGGGAGCCCCAGATATTTTTCAACT TGACCTACACGGAATAT CTGGATAAGGT GGCAGCAT CCCACG: - - GGAGTCCCCCAGACA
CAAGAGGCT GCGGT TCGEGAGCCCCAGATATTTTTCAACT TGACCTACACGGAATAT CTGGATAAGGT GGCAGCAT CCCACG: - - GGAGTCCCCCAGACA
CAAGAGGCT GCGGT TCGGGAGCCCCAGATATTTTTCAACT TGACCTACACGGAATAT CTGGATAAGGT GGCAGCAT CCCACG: - - GGAGTCCCCCAGACA
CAAGAGGCT GCGGT TCGGGAGCCCCAGATATTTTTCAACT TGACCT ACACGGAATAT CT GGAT AAGGT GGCAGCAT CCCACG: - - GGAGICCCCCAGACA
CAAGAGGCT GCGGT TCGGGAGCCCCAGATATTTTTCAACT TGACCT ACACGGAATAT CT GGATAAGGT GGCAGCAT CCCACG: - - GGAGTCCCCCAGACA
CAAGAGGCT GCGGT TCGGEGAGCCCCAGATATTTTTCAACT TGACCTACACGGAATAT CTGGATAAGGT GGCAGCAT CCCACG: - - GGAGT CCCCCAGACA
CAAGAGGCT GCGGT TCGGGAGCCCCAGATATTTTTCAACT TGACCTACACGGAATAT CTGGATAAGGT GGCAGCAT CCCACG: - - GGAGTCCCCCAGACA
CAAGAGGCT GCGGT TCGEGAGCCCCAGATATTTTTCAACT TGACCTACACGGAATAT CTGGATAAGGT GGCAGCAT CCCACG: - - GGAGTCCCCCAGACA
CAAGAGGCT GCGGT TGCGGAACCCCAGGTATTTTTCAACT TGACCT TCACGGAATACCT GGATAAGGT GGCAGCAT CCAAGG: - - GGAGTCCCCAAGAC-

CAAGAGGCT GCGGT TGGEGGAACCCCAGGTATTTTTCAACT TGACCT TCACGGAATACCT GGAT AAGGT GGCAGCAT CCAAGG: - - GGAGTCCCCAAGAC-

CAAGACGCT GCGGT TCGGGAACCCCAGATATTTTTCAACT TGACCT ACACGGAACAT CT GGCT AAGGT GGCAGCAT CCTCT GEGGGGAGT GTCCCAGACA
CAAGAGGCT GCGGT TGAGGAACCCCAGATATTTTTCAACT TGACCTACACGGAATAT CTGGATAAGGT GGCAGCAT CCCACG: - - GGAGT - TCCCAGACG
CAAGAGGCT GCGGT TGAGGAACCCCAGATATT T TTCAACT TGACCTACACGGAATAT CTGGATAAGGT GGCAGCAT CCCACG: - - GGAGT - TCCCAGACG
CAAGAGGCT GCGGT TGAGGAACCCCAGATATTTTTCAACT TGACCTACACGGAATAT CTGGATAAGGT GGCAGCAT CCCACG - - GGAGT- TCCCAGACG
CAAGAGGCT GCGGT TGAGGAACCCCAGATATTTTTCAACT TGACCTACACGGAATAT CTGGATAAGGT GGCAGCAT CCCACG: - - GGAGT- TCCCAGACG
CAAGAGGCT GCGGT TGAGGAACCCCAGATATTTTTCAACT TGACCT ACACGGAATAT CT GGATAAGGT GGCAGCATCCCACG: - - GGAGT- TCCCAGACG
CAAGAGGCT GCGCTTCCGAAACCCCAGATATTTTTCAACT TAACCT ACACGGAACAT CTCGATAAGGT GGCAGCCGCATCT G- - - GAAGTATCCCAGACA
CAAGAGGCT GCGCT TCCGAAACCCCAGATATTTTTCAACT TAACCTACACGGAACAT CTCGATAAGGT GGCAGCCGCATCT G- - - GAAGTATCCCAGACA
CAAGAGGCT GCGCT TCCGAAACCCCAGATATTTTTCAACT TAACCTACACGGAACAT CTCGATAAGGT GGCAGCCGCATCT G- - - GAAGTATCCCAGACA
CAAGAGGCT GCGGT TCGAGAACCCCAGATATTTTTCAACT TGACCTACACGGAACAT CTAGATAAGGTGGCAGCATCCTCT G - - GGAGTCCCCCAGACA
CAAGAGGCT GCGGT TCGGGAACCCCAGATATT T TTCAACT TGACCT ACGCGGAACAT CTGGAT AAGGT GGCAGCAGCCT CTGGT CGGAGT CCCCCAGACA
CAAGAGGCT GCGGT TCGGGAACCCCAGATATTTTTCAACT TGACCT ACGCGGAACAT CT GGAT AAGGT GGCAGCAGCCT CTGGT CGGAGI CCCCCAGACA
CAAGAGGCT GCGGT TCGGGAACCCCAGATATTTTTCAACT TGACCT ACGCGGAACAT CT GGAT AAGGT GGCAGCAGCCT CTGGT CGGAGI CCCCCAGACA
CAAGAGGCT GCGGT TCGGGAACCCCAGATAT T TTTCAACT TGACCT ACGCGGAACAT CTGGAT AAGGT GGCAGCAGCCT CTGGT CGGAGT CCCCCAGACA
CAAGAGGCT GCGGT TCGGGAACCCCAGATATT T TTCAACT TGACCT ACGCGGAACAT CTGGAT AAGGT GGCAGCAGCCT CTGGT CGGAGT CCCCCAGACA
CAAGAGGCT GCGGT TCGGGAACCCCAGATATT T TTCAACT TGACCT ACGCGGAACAT CTGGAT AAGGT GGCAGCAGCCT CTGGT CGGAGT CCCCCAGACA
CAAGAGGCT GCGGT TCGGGAACCCCAGATATT T TTCAACT TGACCT ACGCGGAACAT CTGGAT AAGGT GGCAGCAGCCT CTGGT CGGAGT CCCCCAGACA
CAAGAGGCT GCGGT TCGGGAACCCCAGATATTTTTCAACT TGACCT ACGCGGAACAT CT GGAT AAGGT GGCAGCAGCCT CTGGT CGGAGI CCCCCAGACA
CAAGAGGCT GCGGT TCGGGAACCCCAGATATTTTTCAACT TGACCT ACGCGGAACAT CT GGAT AAGGT GGCAGCAGCCT CT GGT CGGAGI CCCCCAGACA
CAAGAGGCT GCGGT TCGGGAACCCCAGATATT T TTCAACT TGACCT ACGCGGAACAT CTGGAT AAGGT GGCAGCAGCCT CTGGT CGGAGT CCCCCAGACA
CAAGAGGCT GCGGT TCGGGAACCCCAGATATT T TTCAACT TGACCT ACGCGGAACAT CTGGAT AAGGT GGCAGCAGCCT CTGGT CGGAGT CCCCCAGACA
CAAGAGGCT GCGGT TCGGGAACCCCAGATATT T TTCAACT TGACCT ACGCGGAACAT CTGGAT AAGGT GGCAGCAGCCT CTGGT CGGAGT CCCCCAGACA
CAAGAGGCT GCGGT TCGGGAACCCCAGATATT T TTCAACT TGACCT ACGCGGAACAT CTGGAT AAGGT GGCAGCAGCCT CTGGT CGGAGT CCCCCAGACA
CAAGAGGCT GCGGT TCGGGAACCCCAGATATTTTTCAACT TGACCT ACGCGGAACAT CT GGAT AAGGT GGCAGCAGCCT CTGGT CGGAGI CCCCCAGACA
CAAGAGGCT GCGGT TCGGGAACCCCAGATATTTTTCAACT TGACCT ACGCGGAACAT CT GGAT AAGGT GGCAGCAGCCT CTGGT CGGAGT CCCCCAGACA
CAAGAGGCT GCGGT TCGGGAACCCCAGATATTTTTCAACT TGACCTACGCGGAACAT CTGGAT AAGGT GGCAGCAGCCT CTGGT CGGAGT CCCCCAGACA
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ACAGT AATTTGOCCT TGGATGBOGCTAT GAATAGCT TTOCTTCGAA: - - < - < < -« e e m e e o TGAAACGGAAAGCAGOCTATCAAAGCATCG

ACAGTGATTTGCCCTGGGAT GACACT AT GAGCAGCCT TCCT TCAAACGAGACGT ACGATAGT GT TCAGACCGAGACGAGCAGCAGCCTAT CGAGGBCGT GG
ACAGTGATTTGCCCTGGEGAT GACACT AT GAGCAGCCT TCCT TCAAACGAGACGT ACGATAGT GT TCAGACCGAGACGAGCAGCAGCCTAT CGAGBCGT GG
AGAGTGATTTGCCCTGGAAT GACACTAT GAGCAGCT TTCCT GGAAACGAGACGGACGAT GBCGT TCAGACCGAGACGGGECAGCAGCCTAT CGAGBCGT GG
AGAGTGATTTGCCCT GGAAT GACACTATGAGCAGCT TTCCT GGAAACGAGACGGACGAT GGT GT TCAGACCGAGACGGGECAGCAGCCTATCGAGGCGT GG
AGAGTGATTTGCCCT GGAAT GACACTATGAGCAGCT T TCCT GGAAACGAGACGGACGAT GGT GT TCAGACCGAGACGGGECAGCAGCCTAT CGAGGCGT GG
AGAGTGAT T TGCCCT GGAATGACACTAT GAGCAGCT T TCCT GGAAACGAGACGGACGAT GGT GT TCAGACCGAGACGGGECAGCAGCCTAT CGAGGCGT GG
AGAGTGATTTGCCCTGGAAT GACACT AT GAGCAGCT TTCCT GGAAACGAGACGGACGAT GGT GT TCAGACCGAGACGGGECAGCAGCCTAT CGAGGBCGT GG
AGAGTGATTTGCCCTGGAAT GACACT AT GGGCAGCT TTCCT GGAAACGAGACGGACGAT GGT GTCCAGACCGAGACGGGECAGCAGCCTAT CGAGBCGT GG
AGAGTGATTTGCCCTGGAAT GACACT AT GGGCAGCT TTCCT GGAAACGAGACGGACGAT GGT GTCCAGACCGAGACGGGECAGCAGCCTAT CGAGBCGT GG
AGAGTGATTTGCCCT GGAAT GACACT AT GGGCAGCT TTCCT GGAAACGAGACGGACGAT GGT GT CCAGACCGAGACGGGECAGCAGCCTAT CGAGGCGT GG
AGAGTGATTTGCCCT GGAAT GACACT AT GGGCAGCT T TCCT GGAAACGAGACGGACGAT GGT GT CCAGACCGAGACGGGECAGCAGCCTAT CGAGGCGT GG
AGAGTGAT T TGCCCT GGAATGACACTAT GGGCAGCT T TCCT GGAAACGAGACGGACGAT GGT GT CCAGACCGAGACGGGECAGCAGCCTAT CGAGGCGT GG
AGAGTGATTTGCCCTGGAAT GACACT AT GGGCAGCT TTCCT GGAAACGAGACGGACGAT GGT GT CCAGACCGAGACGEGECAGCAGCCTAT CGAGECGT GG
AGAGTGATTTGCCCTGGAAT GACACT AT GGGCAGCT TTCCT GGAAACGAGACGGACGAT GGT GTCCAGACCGAGACGGGECAGCAGCCTAT CGAGBCGT GG
AGAGTGATTTGCCCTGGAAT GACACT AT GGGCAGCT TTCCT GGAAACGAGACGGACGAT GGT GTCCAGACCGAGACGGGECAGCAGCCTAT CGAGBCGT GG
AGAGTGATTTGCCCT GGAAT GACACT ATGGGCAGCT TTCCT GGAAACGAGACGGACGAT GGT GT CCAGACCGAGACGGGECAGCAGCCTATCGAGGCGT GG
AGAGTGATTTGCCCT GGAAT GACACT AT GGGCAGCT T TCCT GGAAACGAGACGGACGAT GGT GT CCAGACCGAGACGGGECAGCAGCCTAT CGAGGCGT GG
AGAGTGAT T TGCCCT GGAATGACACTAT GGGECAGCT T TCCT GGAAACGAGACGGACGAT GGT GT CCAGACCGAGACGGGECAGCAGCCTAT CGAGGCGT GG
AGAGTGATTTGCCCTGGAAT GACACT AT GGGCAGCT TTCCT GGAAACGAGACGGACGAT GGT GTCCAGACCGAGACGEGECAGCAGCCTAT CGAGECGT GG
AGAGTGATTTGCCCTGGAAT GACACT AT GGGCAGCT TTCCT GGAAACGAGACGGACGAT GGT GTCCAGACCGAGACGGGECAGCAGCCTAT CGAGBCGT GG
AGAGTGATTTGCCCTGGAAT GACACT AT GGGCAGCT TTCCT GGAAACGAGACGGACGAT GGT GTCCAGACCGAGACGGGECAGCAGCCTAT CGAGBCGT GG
AGAGTGATTTGCCCT GGAAT GACACT AT GGGCAGCT TTCCT GGAAACGAGACGGACGAT GGT GT CCAGACCGAGACGGGECAGCAGCCTATCGAGGCGT GG
AGAGTGATTTGCCCT GGAAT GACACT AT GGGCAGCT T TCCT GGAAACGAGACGGACGAT GGT GT CCAGACCGAGACGGGECAGCAGCCTAT CGAGGCGT GG
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ACAGTGATTTGCCCTGGGAT GAGACTAT TAGCAGCAT T CCT TGGAAT GAGAT GGACGACGAT GT TCAGACCGAGACGGGECAGCAGCCTAT CGAGBCGT GG
ACAGTGATTTGCCCTGGGAT GAGACTAT TAGCAGCAT T CCT TGGAAT GAGAT GGACGACGAT GT TCAGACCGAGACGGGECAGCAGCCTAT CGAGBCGT GG
ACAGTGATTTGCCCTGGGAT GAGACTAT TAGCAGCAT T CCT TGGAAT GAGAT GGACGACGAT GT TCAGACCGAGACGGGCAGCAGCCTAT CGAGBCGT GG
ACATTGATTTGCCCT GGGAT GACACTATGACCAGCT TTCCT TGGAACGGGACGGACGAT GGT GT TCAGACCGAGACGGGECAGCAGCCTAT CGAGGCGT GG
ACAGTGAT T TGCCCT GGGATGACACTAT GAGCAGCT TCCCT TGGAACGAGACAGACAAT GAT GT TCAGGCCGAGACGGGECAACAGCCTAT CGAGGCGT GG
ACAGTGATTTGCCCTGGGAT GACACT AT GAGCAGCT TCCCT TGGAACGAGACAGACAAT GAT GT TCAGECCGAGACGGGECAACAGCCTAT CGAGBCGT GG
ACAGTGATTTGCCCTGGGAT GACACT AT GAGCAGCT TCCCT TGGAACGAGACAGACAAT GAT GT TCAGGCCGAGACGGGECAACAGCCTAT CGAGBCGT GG
ACAGTGATTTGCCCTGGGAT GACACT AT GAGCAGCT TCCCT TGGAACGAGACAGACAAT GAT GT TCAGGCCGAGACGGGECAACAGCCTAT CGAGBCGT GG
ACAGTGATTTGCCCT GGGAT GACACT AT GAGCAGCT TCCCT TGGAACGAGACAGACAAT GAT GT TCAGGCCGAGACGGGECAACAGCCTATCGAGGCGT GG
ACAGTGATTTGCCCT GGGAT GACACT AT GAGCAGCT TCCCT TGGAACGAGACAGACAAT GAT GT TCAGGCCGAGACGGGECAACAGCCTAT CGAGGCGT GG
ACAGTGAT T TGCCCT GGGATGACACTAT GAGCAGCT TCCCT TGGAACGAGACAGACAAT GAT GT TCAGGCCGAGACGGGECAACAGCCTAT CGAGGCGT GG
ACAGTGATTTGCCCTGGGAT GACACT AT GAGCAGCT TCCCT TGGAACGAGACAGACAAT GAT GT TCAGECCGAGACGGGECAACAGCCTAT CGAGGBCGT GG
ACAGTGATTTGCCCTGGEGAT GACACT AT GAGCAGCT TCCCT TGGAACGAGACAGACAAT GAT GT TCAGGCCGAGACGGGECAACAGCCTAT CGAGBCGT GG
ACAGTGATTTGCCCTGGGAT GACACT AT GAGCAGCT TCCCT TGGAACGAGACAGACAAT GAT GT TCAGGCCGAGACGGGECAACAGCCTAT CGAGBCGT GG
ACAGTGATTTACCCT GGGAT GACACT AT GAGCAGCT TCCCTTGGAACGAGACAGACAAT GAT GT TCAGGCCGAGACGGGECAACAGCCTATCGAGGCGT GG
ACAGTGATTTACCCT GGGAT GACACTATGAGCAGCT TCCCT TGGAACGAGACAGACAAT GAT GT TCAGGCCGAGACGGGECAACAGCCTAT CGAGGCGT GG
ACAGTGATTTACCCT GGGATGACACTAT GAGCAGCT TCCCT TGGAACGAGACAGACAAT GAT GT TCAGGCCGAGACGGGECAACAGCCTAT CGAGGCGT GG
ACAGTGATTTACCCTGGGAT GACACT AT GAGCAGCT TCCCT TGGAACGAGACAGACAAT GAT GT TCAGECCGAGACGGGECAACAGCCTAT CGAGECGT GG
ACAGTGATTTACCCTGGGAT GACACT AT GAGCAGCT TCCCT TGGAACGAGACAGACAAT GAT GT TCAGGCCGAGACGGGECAACAGCCTAT CGAGBCGT GG
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Foni c_001 TCGTATTATTAGCCT TGGAAAGCGT GAGCCT CTCGAT- GGGAGACT CTCAACAAT GATTTCACCAACGAT GTGCTCCAGGAGCTTCATGGTCTGTGCGTC

Foni c_003 TCGTATTATTAGCCT TGGAAAGCGT GAGCCT CTCGAT- GGGAGACT CTCAACAAT GAT TTCACCAACGAT GTGCTCCAGGAGCTTCATGGTCTGTGCGTC
Foni ¢c_010 TCGTATTATTAGCCT TGGAAAGCGT GAGCCT CTCGAT - GGGAGACT CTCAACAAT GAT TTCACCAACGAT GTGCTCCAGGAGCTTCATGGTCTGTGCGTC
Foni c_012 TCGTATTATTAGCCT TGGAAAGCGT GAGCCT CTCGAT- GGGAGACT CTCAACAAT GAT TTCACCAACGAT GTGCTCCAGGAGCTTCATGGTCTGTGCGTC
Focub_B2_2 TCGCGI TTTCAATCTCGGAAAGCGT GAGCCT GT CGGCGGGGAGACT CAAAACGAT CAGGT CACCAAT GATAT GCTCCAGGCGCTTCATGGICTGIGIGT T
Focub_I15_2 TCGCGT TTTCAATCTCGGAAAGCGT GAGCCT GT CGGCGGGGAGACT CAAAACGAT CAGGT CACCAAT GATAT GCTCCAGGCGCTTCATGGTCTGIGITGT T
Forel _001_0 TCACATTGIT CAACCT TGGAAAGCGT GAGAT T GT CGGCGAGGAGCAT CGCAACGGT CGCGT CACCAAT GACAT GCTCCAGGCGCT TCATGATCTGTGCGT T
Forel —001_1 TCACATTGT CAACCT TGGAAAGCGT GAGAT T GT CGGCGGGGAGT CTCGCAACGAT GCTGT CACCAATCACATGCTCCAGGT GCTTCATGATATTTGCGT T

Fophy_KOD886 TCACATTGTCAACCT TGGAAAGCGT GAGAT TGT CCGCGGGGAGT CTCGCAACGAT GCTGT CACCAAT GACAT GCTCCAGGT GCTTCATAATATTTGCGT T
Fophy_KQD887 TCACATTGI CAACCT TGGAAAGCGT GAGAT TGT CCGCGGGGAGT CTCGCAACGAT GCT GT CACCAAT GACAT GCTCCAGGT GCTTCATAATATTTGCGI T
Fophy_KCD888 TCACATTGT CAACCTTGGAAAGCGT GAGAT TGT CCGCGGGGAGT CTCGCAACGAT GCTGT CACCAATGACAT GCTCCAGGTGCTTCATAATATTTGCGT T

Fol yc_4287 TCACATTGT CAACCT TAGAAAGCGT GAGCCT TTCGGGGAGGAGT CTCGCAACGAT CGT GT CACACAAGACAT GCTCCAGGCGCTTCATGATCTGT GCGT T
Fol yc_002 TCACATTGIT CAACCT TAGAAAGCGT GAGCCT TTCGGGGAGGAGT CTCGCAACGAT CGT GT CACACAAGACAT GCTCCAGGCGCT TCATGATCTGTGCGT T
Fol yc_026 TCACATTGT CAACCT TAGAAAGCGT GAGCCT TTCGGGGAGGAGT CT CGCAACGAT CGT GT CACACAAGACAT GCTCCAGGCGCT TCATGATCTGTGCGT T
Fol yc_038 TCACAT TGT CAACCT TAGAAAGCGT GAGCCT T TCGGGGAGGAGT CTCGCAACGAT CGT GT CACACAAGACAT GCTCCAGGCGCT TCATGATCTGTGCGT T
Fol yc_004 TCACATTGT CAACCT TAGAAAGCGT GAGCCT T TCGGGGAGGAGT CTCGCAACGAT CGT GT CACACAAGACAT GCTCCAGGCGCTTCATGATCTGTGCGT T
Fol yc_029 TCACATTGT CAACCTTAGAAAGCGT GAGCCT TTCGGGGAGGAGT CTCGCAACGAT CGT GT CACACAAGACAT GCTCCAGGCGCTTCATGATCTGT GCGT T
Fol yc_074 TCACATTGT CAACCT TAGAAAGCGT GAGCCT TTCGGGGAGGAGT CTCGCAACGAT CGT GT CACACAAGACAT GCTCCAGGCGCTTCATGATCTGT GCGT T
Fol yc_M\25 TCACATTGIT CAACCT TAGAAAGCGT GAGCCT TTCGGGGAGGAGT CTCGCAACGAT CGT GT CACACAAGACAT GCTCCAGGCGCT TCATGATCTGTGCGT T
Fol yc_007 TCACATTGT CAACCT TAGAAAGCGT GAGCCT TTCGGGGAGGAGT CT CGCAACGAT CGT GT CACACAAGACAT GCTCCAGGCGCT TCATGATCTGTGCGT T
Fol yc_014 TCACAT TGT CAACCT TAGAAAGCGT GAGCCT T TCGGGGAGGAGT CTCGCAACGAT CGT GT CACACAAGACAT GCTCCAGGCGCT TCATGATCTGTGCGT T
Fol yc_016 TCACATTGT CAACCT TAGAAAGCGT GAGCCT TTCGGGGAGGAGT CTCGCAACGAT CGT GT CACACAAGACAT GCTCCAGGCGCT TCATGATCTGTGCGT T
Fol yc_018 TCACATTGT CAACCTTAGAAAGCGT GAGCCT TTCGGGGAGGAGT CTCGCAACGAT CGT GT CACACAAGACAT GCTCCAGGCGCTTCATGATCTGI GCGT T
Fol yc_069 TCACATTGT CAACCT TAGAAAGCGT GAGCCT TTCGGGGAGGAGT CTCGCAACGAT CGT GT CACACAAGACAT GCTCCAGGCGCTTCATGATCTGT GCGT T
Fol yc_072 TCACATTGIT CAACCT TAGAAAGCGT GAGCCT TTCGGGGAGGAGT CTCGCAACGAT CGT GT CACACAAGACAT GCTCCAGGCGCT TCATGATCTGTGCGT T
Fol yc_073 TCACATTGT CAACCT TAGAAAGCGT GAGCCT TTCGGGGAGGAGT CTCGCAACGAT CGT GT CACACAAGACAT GCTCCAGGCGCT TCATGATCTGTGCGT T
Fol yc_075 TCACATTGT CAACCT TAGAAAGCGT GAGCCT TTCGGGGAGGAGT CTCGCAACGAT CGT GT CACACAAGACAT GCTCCAGGCGCT TCATGATCTGTGCGT T
Focon_5176 TCGCAT CGT CAACCT TAGAAAGCGT GCT CCT GT CGAAGGGGAGGAT CGCAAT GATCAT GT CACCAATGACAT GCTCCAGGCGCT TCATGATATGTGCGT T

Focon_PHW808 TCGCATCGT CAACCT TAGAAAGCGT GCTCCT GT CGAAGGGGAGGAT CGCAAT GAT CATGT CACCAAT GACAT GCTCCAGGCGCTTCATGATATGI GCGT T
Fopi s_HDV247_1 TCGTATTTTCAAGCTTGGAAAGCGT GACCCT GT CGGCGGGGAGT CTCGCAACGAT GCT GT CACCAAT GACAT GCT CCAGGBCGCT TCATGATCTGTGCGT T

Focub_B2_1 TCGCATTGIT CAACCT TGGAAAGCGT GACCCT GT CGGCGGGGAGGECT CACAACAAT CGCGT CACCAAT GACAT GCTCCAGGCGCT TCATGATCTGTGIGI T
Focub_I15_1 TCGCAT TGT CAACCT TGGAAAGCGT GACCCT GT CGGCGGEGGAGGECT CACAACAAT CGOGT CACCAATGACAT GCTCCAGGCGCT TCATGATCTGTGIGT T
Focub_N2 TCGCAT TGT CAACCT TGGAAAGCGT GTCCCT GT CGGCGGGGAGT CT TTCAACGAT CGT GT CACCAATGACAT GCTCCAGGCGCT TCATGGTCTCTGCGT T
Focub_B2_0 TCGCAT TGT CAACCT TGGAAAGCGT GACCCT GT CGGCGGGGAGGCT TTCAAT GATCGT GT CACCAATGACAT GCTCCAGGCGCT TCATGGTCTCTGCGT T
Focub_l15_0 TCGCATTGT CAACCT TGGAAAGCGT GACCCT GT CGGCGGGGAGT CTTTCAATGAT CGT GT CACCAAT GACAT GCTCCAGGCGCTTCATGGTCTCTGCGT T
Fom n_010_0 TCGCATTTCCAACCT TGGAAAGCGT GAGCCT GT CGGCGGGGAGACT CGCAACGAT GCTGT CGCCAAT GACAT GCTCCAGGCGATTCATGGT CTGT GCGT T
Fom n_009_0 TCGCATTTCCAACCT TGGAAAGCGT GAGCCT GT CGGCGGEGGAGACT CGCAACGAT GCT GT CGCCAAT GACAT GCTCCAGGCGAT TCATGGTCTGTGCGT T
Fom n_011_0 TCGCATTTCCAACCT TGGAAAGCGT GAGCCT GT CGGCGGEGGAGACT CGCAACGAT GCT GT CGCCAAT GACAT GCTCCAGGCGAT TCATGGTCTGTGCGT T
Fopi s_HDV247_0 TCGCATTTCCAACCT TGGAAAGCGT GACCCT GTCGGCGGCGAGACT CGCAACGAT GCTGT CACCAAT GACAT GCTCCAGGCGAT TCACGGTCTGT GOGT T
Fom n_001 TCGCGT TGT CAACCT TAAGAAGCGGGACCCT GTCGGCT GGGAGACT CTCAACGAT CATGT CACCAATGACAT GCTCCAGGCGCT TCATGATCTGTGCGT T
Fom n_004 TCGCGI TGTCAACCT TAAGAAGCGGGACCCT GT CGGCTGGGAGACT CTCAACGAT CATGT CACCAAT GACAT GCTCCAGGCGCTTCATGATCTGT GCGT T
Fom n_005 TCGCGI TGTCAACCT TAAGAAGCGGGACCCT GT CGGCT GGGAGACT CTCAACGAT CATGT CACCAAT GACAT GCTCCAGGCGCTTCATGATCTGT GCGT T
Fom n_009_1 TCGCGI TGT CAACCT TAAGAAGCGGGACCCT GT CGGCT GGGAGACT CTCAACGAT CAT GT CACCAAT GACAT GCTCCAGGCGCT TCATGATCTGTGCGT T
Fom n_011_1 TCGCGI TGT CAACCT TAAGAAGCGGGACCCT GT CGGCT GGGAGACT CTCAACGAT CATGT CACCAAT GACAT GCTCCAGGCGCT TCATGATCTGTGCGT T
Fom n_012 TCGCGI TGT CAACCT TAAGAAGCGGGACCCT GTCGGCT GGGAGACT CTCAACGAT CATGT CACCAATGACAT GCTCCAGGCGCT TCATGATCTGTGCGT T
Fom n_006 TCGCGT TGT CAACCT TAAGAAGCGGGACCCT GTCGGCT GGGAGACT CTCAACGAT CATGT CACCAATGACAT GCTCCAGGCGCT TCATGATCTGTGCGT T
Fom n_010_1 TCGCGI TGTCAACCT TAAGAAGCGGGACCCT GT CGGCTGGGAGACT CTCAACGAT CATGT CACCAAT GACAT GCTCCAGGCGCTTCATGATCTGT GCGT T
Fom n_013 TCGCGI TGTCAACCT TAAGAAGCGGGACCCT GT CGGCT GGGAGACT CTCAACGAT CATGT CACCAAT GACAT GCTCCAGGCGCTTCATGATCTGT GCGT T
Form n_016 TCGCGI TGT CAACCT TAAGAAGCGGGACCCT GT CGGCT GGGAGACT CTCAACGAT CAT GT CACCAAT GACAT GCTCCAGGCGCT TCATGATCTGTGCGT T
Fol ag_001 TCGCGI TGT CAACCT TAAGAAGCGGGACCCT GT CGGCGGEGGAGACT CTCAACGAT CATGT CACCAATGACAT GCTCCAGGCACT TCATGATCTGTGCGT T
Fol ag_002 TCGCGIT TGT CAACCT TAAGAAGCGGGACCCT GT CGECGGEGGAGACT CTCAACGAT CATGT CACCAATGACAT GCTCCAGGCACT TCATGATCTGTGCGT T
Fonom 001 TCGCGT TGT CAACCT TAAGAAGCGGGACCCT GT CGECGGEGGAGACT CTCAACGAT CATGT CACCAATGACAT GCTCCAGGCACT TCATGATCTGTGCGT T
Fol ag_004 TCGCGI TGTCAACCT TAAGAAGCGGGACCCT GT CGGCGGGGAGACT CTCAACGAT CATGT CACCAAT GACAT GCTCCAGGCACTTCATGATCTGT GCGT T
Fol ag_005 TCGCGT TGTCAACCT TAAGAAGCGGGACCCT GT CGGCGGGGAGACT CTCAACGAT CATGT CACCAAT GACAT GCTCCAGGCACT TCATGATCTGT GCGT T
Fonom 004 TCGCGT TGT CAACCT TAAGAAGCGGGACCCT GT CGECGGEGGAGACT CTCAACGAT CATGT CACCAAT GACAT GCTCCAGGCACT TCATGATCTGTGCGT T
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Foni c_001 GAAAGATT TGCCGCAGGCTGECGAGCGATTGATGCBGACATGTAACG: - - - - - - - - GCGGGAAT- - - AGGGTTATTAATTGT TCGACGCCGGATATCCCTA
Foni ¢c_003 GAAAGATT TGGCGCAGGCTGECGAGCGATTGATGCBGACATGTAACG: - - - - - - - - GCGGGAAT- - - AGGGTTATTAATTGT TCGACGCCGGATATCCCTA
Foni c_010 GAAAGATTTGGCGCAGECT GECGAGCGATTGATGGGACATGTAACG: - - - - - - - - GCGGGAAT- - - AGGGTTATTAATTGT TCGACGCCGGATATCCCTA
Foni c_012 GAAAGAT T TGGECGCAGGCT GECGAGCGATTGATGCEGACATGTAACG: - - - - - - - - GCGGGAAT- - - AGGGTTATTAATTGT TCGACGCCGGATATCCCTA
Focub_B2_2 GAAAAATAT GGCACAGGCT GECGAGCGGT TAGT GBGATATGICGCG - - - - - - - - GCCGGACG: - - AGGGATATAAAT TGTGGGAATCCGGATATCCCAG
Focub_l15_2 GAAAAATAT GGCACAGGCT GGCGAGCGGT TAGT GBGATATGICECG - - - - - - - - GCCGGACG: - - AGGGATATAAATTGTGGGAATCCGGATATCCCAG
Fonel _001_0 GAAGCATT TGGECACAGGCTGECGAGCGTATAGCGECCTTTGIGACG- - - - - - - - - TCCG - - GATTAGGAGGAT CAATTGT GGGAAGGT GGATGT CCCTG
Fonel _001_1 GAAAGATTTGGACCT GGCTGECGAGCGGT TAAAGGGTATTGTGACA- - - - - - - - - AGGGGECGGTACAGGAGAGT GAGAT GTAAGAGGCCGGATGACACT G
Fophy_KOD886 GAAAGATTTGGAACT GGCTGECGAGCGGT TGECGEGTATTGIGACG- - - - - - - - - GCCGGTCC- - - AGGAGAGTAAAAT GTAGGAGGCCGGATGACACTG
Fophy_KOD887 GAAAGATT TGGAACT GGCTGECGAGCGGT TGBCGGEGTATTGIGACG- - - - - - - - - GCCGGTCC- - - AGGAGAGTAAAAT GTAGGAGGCCGGATGACACTG
Fophy_KOD888 GAAAGATT TGGAACT GBCTGECGAGCGGT TGECGGGTATTGTGACG- - - - - - - - - GCCGGTCC- - - AGGAGAGTAAAAT GTAGGAGGECCGGATGACACTG
Fol yc_4287 GAAAGATT TGGCACAGGCTATCGAGCGGT TAGT GGGT TATGI TACA- - - CTGAT CGT CGGGCGACTAGGAAAATCGAAT GTAATAAACCGT CTGT CAGGG
Fol yc_002 GAAAGATT TGGCACAGGCTAT CGAGCGGT TAGT GGGTTATGI TACA- - - CTGAT CGT CGGGCGACTAGGAAAATCGAAT GTAATAAACCGT CTGTCAGGG
Fol yc_026 GAAAGATTTGGCACAGGCTATCGAGCGGT TAGT GGGTTATGI TACA- - - CTGATCGT CGGGCGACTAGGAAAAT CGAAT GT AATAAACCGT CTGT CAGGG
Fol yc_038 GAAAGATTTGGCACAGGCTATCGAGCGGT TAGT GGGTTATGI TACA- - - CTGATCGT CGGGCGACTAGGAAAAT CGAAT GT AATAAACCGT CTGT CAGGG
Fol yc_004 GAAAGATTTGGCACAGGCTATCGAGCGGT TAGT GGGT TATGI TACA- - - CTGAT CGT CGGGCGACTAGGAAAAT CGAAT GTAATAAACCGT CTGT CAGGG
Fol yc_029 GAAAGATT TGGCACAGGCTATCGAGCGGT TAGT GGGT TATGI TACA- - - CTGAT CGT CGGGCGACTAGGAAAATCGAAT GTAATAAACCGT CTGT CAGGG
Fol yc_074 GAAAGATT TGGCACAGGCTATCGAGCGGT TAGT GGGT TATGI TACA- - - CTGAT CGT CGGGCGACTAGGAAAATCGAAT GTAATAAACCGT CTGT CAGGG
Fol yc_M\25 GAAAGATT TGGCACAGGCTATCGAGCGGT TAGT GGGTTATGI TACA- - - CTGAT CGT CGGGCGACTAGGAAAATCGAAT GTAATAAACCGT CTGTCAGGG
Fol yc_007 GAAAGATTTGGCACAGGCTATCGAGCGGT TAGT GGGTTATGI TACA- - - CTGATCGT CGGGCGACTAGGAAAAT CGAAT GT AATAAACCGT CTGT CAGGG
Fol yc_014 GAAAGATTTGGCACAGGCTATCGAGCGGT TAGT GGGTTATGI TACA- - - CTGATCGT CGGGCGACTAGGAAAAT CGAAT GT AATAAACCGT CTGT CAGGG
Fol yc_016 GAAAGATTTGGCACAGGCTATCGAGCGGT TAGT GGGT TATGI TACA- - - CTGAT CGT CGGGCGACTAGGAAAAT CGAAT GTAATAAACCGT CTGT CAGGG
Fol yc_018 GAAAGATT TGGCACAGGCTATCGAGCGGT TAGT GGGTTATGI TACA- - - CTGAT CGT CGGGCGACT AGGAAAATCGAAT GTAATAAACCGT CTGT CAGGG
Fol yc_069 GAAAGATT TGGCACAGGCTATCGAGCGGT TAGT GGGT TATGI TACA- - - CTGAT CGT CGGGCGACTAGGAAAATCGAAT GTAATAAACCGT CTGTCAGGG
Fol yc_072 GAAAGATT TGGCACAGGCTATCGAGCGGT TAGT GGGTTATGI TACA- - - CTGAT CGT CGGGCGACTAGGAAAATCGAAT GTAATAAACCGT CTGTCAGGG
Fol yc_073 GAAAGATTTGGCACAGGCTATCGAGCGGT TAGT GGGTTATGI TACA- - - CTGATCGT CGGGCGACTAGGAAAAT CGAAT GT AATAAACCGT CTGT CAGGG
Fol yc_075 GAAAGATTTGGCACAGGCTATCGAGCGGT TAGT GGGTTATGI TACA- - - CTGATCGT CGGGCGACTAGGAAAAT CGAAT GT AATAAACCGT CTGT CAGGG
Focon_5176 GAAAGAT T TGGCGCAGGCCAT CGAGCGACTAGT GGGT TATGI CGCC- - - CTGAGCGT CGGECGACT AGGAAAT TCGAAT GCGCCCGCCCGGGT GTCCCAG
Focon_PHW808 GAAAGATT TGGCGCAGGCCAT CGAGCGACTAGT GGGT TATGI CGCC- - - CTGAGCGT CGGECGACTAGGAAAT TCGAAT GCGCCCGCCCGGGTGTCCCAG
Fopi s_HDV247_1 GATACACATGGCACAGGCT GGCGAGCGTCTTATGEGTGGTGTAGCG: - - - - - - - - GCCAGGTG - - AGGGATATCGCT TGTGGGCGT CCGGATACCCCTA
Focub_B2_1 GAAGCATAT GGCACAGGCTGECGAGCGATTAGT GBGTCGIGTCAAG: - - - - - - - - ACCAGGCAACGAGGCGTAT CTATTGTGGGAATCCGAATGT CGCTG
Focub_l15_1 GAAGCATAT GGCACAGGCTGECGAGCGATTAGT GBGTCGTGTCAAG: - - - - - - - - ACCAGGCAACGAGGCGTATCTATTGI GGGAATCCGAATGTCGCTG
Focub_N2 GAAAATTTTGGCACAGGECTTTCGAGCGACTAAT GGGTACT GTCGCC- - - CTAACCGT CGGGCGACTAGCGAACT CCAAT GT GCGCGCCCGGGTACCACAG
Focub_B2_0 GAAAATTTTGGCACAGGCTTTCGAGCGACTAAT GGGTACTGT CGCG- - - CTAACCGT CGGECGACT AGGGAAAT CCAAT GT GCGCGCCCGGGTACCAGAG
Focub_I15_0 GAAAATTTTGGCACAGGCT T TCGAGCGACTAAT GGGTACT GT CGCG- - - CTAACCGT CGGECGACTAGGGAAAT CCAAT GT GCGCGCCCGGGTACCAGAG
Fom n_010_0 GAAAGATT TGGECACAGGCCAT CGAGCGGECTAGT GBGAGGTGTAATG: - - - - - - - - GCCGGCAG - - AGGGCTATCGI TTGTGCGAACCCGCATATCGCTG
Fom n_009_0 GAAAGATT TGGBCACAGGCCAT CGAGCGGECTAGT GBGAGGTGTAATG: - - - - - - - - GCCGCCAG - - AGCGATATCGI TTGTGCGAACCCGCATATCCCTG
Fom n_011_0 GAAAGATTTGGCACAGGCCATCGAGCGGCTAGT GGGAGGT GTAATG: - - - - - - - - (I)CGG,‘AG -- A(XEGATATCGT TTGTGCGAACCCGCATATCGCTG

Fopi s_HDV247_0 GAAAGGT TTGGCACAGGCT GGCGAGCGGCTAGT GGGT CGT GT GECGECOGTAACGEOCGH, GGT GT GGGCAGCCGGGTATCACTA
Fom n_001 CAAAAAT T TGGECGCAGBCCAT CGAGCGACTAGT GGGT TGT GT! AGT TGT GGGAAGCCGGATGT CAGAG
Fom n_004 CAAAAATT TGGECGCAGBCCATCGAGCGACTAGTGGGITGIGTQTCG: - - - - - - - - AGT TGT GGGAAGCCGGATGT CAGAG
Fom n_005 CAAAAATT TGGECGCAGGCCATCGAGCGACTAGTGGGITGTGTQTCG: - - - - - - - - AGT TGT GGGAAGCCGGATGT CAGAG
Fom n_009_1 CAAAAATT TGGBCGCAGBCCAT CGAGCGACTAGTGCGITGTGTQTCG: - - - - - - - - AGT TGT GGGAAGCCGGATGT CAGAG
Fom n_011_1 CAAAAATT TGGCGCAGBCCAT CGAGCGACTAGTGCGITGTGTQTCG: - - - - - - - - AGT TGT GGGAAGCCGGATGT CAGAG
Fom n_012 CAAAAATTTGGCGCAGGCCAT CGAGCGACTAGTGEGTTGIGIQTCG: - - - - - - - - AGT TGT GGGAAGCCGGATGT CAGAG
Fom n_006 CAAAAATT TGGECGCAGBCCAT CGAGCGACTAGTGGGITGIGTQTCG: - - - - - - - - AGT TGT GGGAAGCCGGATGT CAGAG

Fom n_010_1 CAAAAATT TGGBCGCAGBCCATCGAGCGACTAGTGGGITGTGTQTCG: - - - - - - - - AGT TGT GGGAAGCCGGATGT CAGAG

Fom n_013~ CAAAAATTTGGCGCAGGCCAT CGAGCGACTAGTGGGTTGTGIQTCG - - - - - - - - AGT TGT GGGAAGCCGGATGT CAGAG
Fom n_016 CAAAAATTTGGCGCAGGCCATCGAGCGACTAGT GGGTTGT GI @ AGT TGI GGGAAGCCGGATGI CAGAG
Fol ag_001 GGAAAATAT GGCACAGGCT GGCGAGCGACTAGT GGGTCGTGTAAGG: - - -- (I)CG(I‘AG -- A(XSACTATCTTGTGT(XE(XSTGCCTGGTATCACTA

Fol ag_002 GGAAAATAT GGCACAGGCT GCCGAGCGACTAGT GGGTCGT GTAAGG: - - - - - - - GCCGGCAG - - AGGACTATCTTGTGT GGGGT GCCTGGTATCACTA
Fonom 001 GGAAAATAT GGCACAGGCT GECGAGCGACTAGT GGGTCGIGTAAGG: - - - - - - GCCGGCAG- - - AGGACTATCT TGT GTGGGGTGCCTGGTATCACTA
Fol ag_004 GGAAAATAT GGCACAGGCTGECGAGCGACTAGT GGGTCGIGTAAGG: - - - - - - - GCCGGCAG- - - AGGACTATCTTGT GT GGGGTGCCTGGTATCACTA
Fol ag_005 GGAAAATAT GGCACAGGCTGECGAGCGACTAGT GBGTCGIGTAAGG: - - - - - - GCCGGCAG - - AGGACTATCT TGT GTGGGGTGCCTGGTATCACTA
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Foni c_001 GGTCCTCGAGACAAGT TTACAGAGCT TGCCCAGACAGCCAGGAGT GCACCACT TTCCAGGCGATCAACTTTG - - - - - - - - GTCGCC- - - - === ===~
Foni c_003 GGTCCTCGAGACAAGT T TACAGAGCT TGCCCAGACAGCCAGGAGT GCACCACT TTCCAGGCGATCAACTTTG - - - - - - - - GTCGCC- - - - === === =~
Foni ¢c_010 GGTCCTCGAGACAAGT T TACAGAGCT TGCCCAGACAGCCAGGAGT GCACCACT TTCCAGGCGATCAACTTTG - - - - - - - - GTCGCC- -~ == === === -
Foni c_012 GGTCCTCGAGACAAGT TTACAGAGCT TGCCCAGACAGCCAGGAGT GCACCACT TTCCAGGCGATCAACTTTC - - - - - - - - GICGCC- -~ === m ===~
Focub_B2_2 GGTCCGGGAGGCGAACGT CCAGAAAT TGCCCAGAGCACT GGGAGT GCACCACT TTCCAGGCGGTCAACTTTC - - - - - - - - GCGACC- - ------==-~
Focub_I15_2 GGT CCGGGAGGCGAACGT CCAGAAAT TGCCCAGAGCACT GGGAGT GCACCACT TTCCAGECGGTCAACTTTC - - - - - - - - GCGACC- - - -------=--
Fonel —001_0 GGT CCTACCGGAGAACGT CCAAGGCT TGCCCAGAGGECCAGGAGT GCACCACT TTCCAGGCGTACAACTATG: - - - - - - - - ATAACA- - - - - - - - - AAAA
Fonel —001_1 CGCTCGAGCGGAGT GCGAGCACACCT TGCCCACCGCGOGAGGAGT GCTCCACT TTCCAAGCGTACAGCT TTATTACTACCGGTAACG - - - - - ATGGCAA
Fophy_KOD886 GGCTAGAGCGGOGT GCGAACAAAGCT TGCCCACCGCGCGAGGAGT GCTCCACT TTCCAAGCGTACAACT TTATTACTACCGGTCAAT - - - - - - ATGGCCG
Fophy_KOD887 GGCTAGAGCGGOGT GCGAACAAAGCT TGCCCACCGCGCGAGGAGT GCTCCACT TTCCAAGCGTACAACT TTATTACTACCGGTCAAT - - - - - - ATGGCCG
Fophy_KOD888 GGCTAGAGCGGECGT GCGAACAAAGCT TGCCCACCGCGCGAGGAGT GCTCCACT TTCCAAGCGTACAACT TTATTACTACCGGTCAAT - - - - - - ATGGCCG
Fol yc_4287 AGAGAGACAGAT CAGT GACCAGAGCT TGCCCAGAGGGCCAGGAGT GCACCACT TTCAATGCGTACAACTTTC - - - - - - - - GTAACG - ------- GICA
Fol yc_002 AGAGAGACAGATCAGT GACCAGAGCT TGCCCAAAGGGCCAGGAGT GCACCACT TTCAATGCGTACAACTTTC - - - - - - - - GTAACG- - ------- GICA
Fol yc_026 AGAGAGACAGAT CAGT GACCAGAGCT TGCCCAAAGGGCCAGGAGT GCACCACT TTCAATGCGTACAACTTTC- - - - - - - - - GTAACG- - ------- GICA
Fol yc_038 AGAGAGACAGAT CAGT GACCAGAGCT TGCCCAAAGGGCCAGGAGT GCACCACT TTCAATGCGTACAACTTTC- - - - - - - - - GTAACC- - ------- GICA
Fol yc_004 AGAGAGACAGAT CAGT GACCAGAGCT TGCCCAAAGGGCCAGGAGT GCACCACT TTCAATGCGTACAACTTTC- - - - - - - - - GTAACC- - ------- GICA
Fol yc_029 AGAGAGACAGAT CAGT GACCAGAGCT TGCCCAAAGGGCCAGGAGT GCACCACT TTCAATGCGTACAACTTTC - - - - - - - - GTAACG - ------- GICA
Fol yc_074 AGAGAGACAGAT CAGT GACCAGAGCT TGCCCAAAGGGCCAGGAGT GCACCACT TTCAATGCGTACAACTTTG - - - - - - - - GTAACG - ------- GICA
Fol yc_M\25 AGAGAGACAGATCAGT GACCAGAGCT TGCCCAAAGGGCCAGGAGT GCACCACT TTCAATGCGTACAACTTTC - - - - - - - - GTAACG- - ------- GICA
Fol yc_007 AGAGAGACAGAT CAGT GACCAGAGCT TGCCCAGAGGGCCAGGAGT GCACCACT TTCAATGCGTACAACTTTG- - - - - - - - - GTAACG- - ------- GICA
Fol yc_014 AGAGAGACAGAT CAGT GACCAGAGCT TGCCCAGAGGGCCAGGAGT GCACCACT TTCAATGCGTACAACTTTC- - - - - - - - - GTAACC- - ------- GICA
Fol yc_016 AGAGAGACAGAT CAGT GACCAGAGCT TGOCCAGAGGGCCAGGAGT GCACCACT TTCAATGCGTACAACTTTC- - - - - - - - - GTAACC- - ------- GICA
Fol yc_018 AGAGAGACAGAT CAGT GACCAGAGCT TGCCCAGAGGGCCAGGAGT GCACCACT TTCAATGCGTACAACTTTC - - - - - - - - GTAACG - ------- GICA
Fol yc_069 AGAGAGACAGAT CAGT GACCAGAGCT TGCCCAGAGGGCCAGGAGT GCACCACT TTCAATGCGTACAACTTTG - - - - - - - - GTAACG - ------- GICA
Fol yc_072 AGAGAGACAGATCAGT GACCAGAGCT TGCCCAGAGGGECCAGGAGT GCACCACT TTCAATGCGTACAACTTTC - - - - - - - - GTAACG- - ------- GICA
Fol yc_073 AGAGAGACAGAT CAGT GACCAGAGCT TGCCCAGAGGGCCAGGAGT GCACCACT TTCAATGCGTACAACTTTC- - - - - - - - - GTAACG- - ------- GICA
Fol yc_075 AGAGAGACAGAT CAGT GACCAGAGCT TGCCCAGAGGGCCAGGAGT GCACCACT TTCAATGCGTACAACTTTC- - - - - - - - - GTAACC- - ------- GICA
Focon_5176 GGAGAT CGGGCACAGT CACCAGGGCT TGCCCAGACCACCAGATAT GCCAGACT TTCGAGGCGTATAACTTTG - - - - - - - - GICGAT- - - - - - CTGITCA
Focon_PHW808 GGAGATCGGGCACAGT CACCAGGGCT TGCCCAGACCACCAGATAT GCCAGACT TTCGAGGCGTATAACTTTG - - - - - - - - GICGAT- - - - - - CTGITCA
Fopi s_HDV247_1 GCGCCCGGAGGGATATAAGAAGACCT TGCCCAAACAACT GGGAGT GCACCACT TTCCAGGCAATCAACTTTC - - - - - - - - GTAGCG- - === =-=====-
Focub_B2_1 GGTCCCGGCGGAT GACGACCAGAGCT TGCCCAAGCGGECCAGCAGT GCACCACT TTCGAGGCGGT CAATTATG - - - - - - - - GTAGCG -~ - === -=-==-
Focub_I15_1 GGTCCCGEOGGAT GACGACCAGAGCT TGCCCAAGCGRCCAGCAGT GCACCACT TTCGAGGCGGTCAATTATG- - - - - - - - - GTAGCG ---------=--
Focub_N2 GGTCAG - - GCTCAAT GACCAGAGCT TGCCCAAAGAACCAGGAAT GCACCACT TTCGT GGCGCACAACTTTG - - - - - - - - GTAGCCAGTCGCGTACCAG
Focub_B2_0 GGGCAG - - GCTCAGT GACCAGAACT TGCCCACAGAACCAGGAAT GCACCACT TTCGT GGCGCACAACTTTC - - - - - - - - GTAGCCAGTCGCCTACCAC
Focub_I15_0 GGGCAG - - GCTCAGT GACCAGAACT TGCCCACAGAACCAGGAAT GCACCACT TTCGT GGCGCACAACTTTG - - - - - - - - GTAGCCAGTCGCCTACCAC
Fom n_010_0 GGTCCCAGCTCCCTAT GAGCAGGGAT TGCCCAGAGGGCCAGGAGT GCACCACT TTCCAGGCGGTCAACTTTG - - - - - - - - GTAACG- - - - - === mm = -
Fom n_009_0 GGTCCCAGCT CCCTAT GAGCAGGGAT TGCCCAGAGGEGECCAGGAGT GCACCACT TTCCAGGCGGTCAACTTTC- - - - - - - - - GTAACG- - ------=-=--
Fom n_011_0 GGTCCCAGCT CCCTAT GAGCAGGGAT TGCCCAGAGGEGECCAGGAGT GCACCACT TTCCAGGCGGTCAACTTTC- - - - - - - - - GTAACG- - -~ ----=-=--
Fopi s_HDV247_0 TGTCCGAGGGGAGAAT GAGAAAAGCT TGCCCACAGGGCCAGGAGT GCACCACT TTCCAGGCGGTCAACTTTG - - - - - - - - GTAACC- - - ----------
Fom n_001 GGACCGT GGGGAAGGCGAACGCGCCT TGOGGAGAACAT GAGGAGT GCACCACT TTCGAGGCGGTGAACTTTG - - - - - - - - GTCGCC- - === === === -
Form n_004 GGACCGT GGGGAAGGCGAACGCGCCT TGCGGAGAACAT GAGGAGT GCACCACT TTCGAGGCGGTGAACT TTG- - - - - - - - - GITCGCG - - ----------
Form n_005 GGACCGT GGGGAAGGCGAACGCGCCT TGCGGAGAACAT GAGGAGT GCACCACT TTCGAGGCGGTGAACTTTG - - - - - - - - [€1 (0. ¢ o N
Fom n_009_1 GGACCGT GGGGAAGGCGAACGCGCCT TGCGGAGAACAT GAGGAGT GCACCACT TTCGAGECGGTGAACT TTC- - - - - - - - - [C1]0'c o
Fom n_011_1 GGACCGT GGGGAAGGCGAACGCGCCT TGCGGAGAACAT GAGGAGT GCACCACT TTCGAGGCGGTGAACT TTG - - - - - - - - GTCGCC - -----------
Fom n_012 GGACCGT GGGGAAGGCGAACGCGECCT TGCGRAGAACAT GAGGAGT GCACCACT TTCGAGECGGTGAACT TTC- - - - - - - - - GICGCC - --------=--
Fom n_006 GGACCGT GGGGAAGGCGAACGCGCCT TGCGGAGAACAT GAGGAGT GCACCACT TTCGAGGCGGTGAACTTTC- - - - - - - - - GICGCC----------=--
Fom n_010_1 GGACCGT GGGGAAGGCGAACGCGCCT TGCGGAGAACAT GAGGAGT GCACCACT TTCGAGGCGGTGAACT TG - - - - - - - - GITCGCG - - ----------
Fom n_013 GGACCGT GGGGAAGGCGAACGCGCCT TGCGGAGAACAT GAGGAGT GCACCACT TTCGAGGCGGTGAACT TTC- - - - - - - - - [C1](0'c o
Form n_016 GGACCGT GGGGAAGGCGAACGCGCCT TGCGGAGAACAT GAGGAGT GCACCACT TTCGAGGCGGTGAACT TTC- - - - - - - - - [C1{0'c o
Fol ag_001 TGT CCGAGGGGAGACT CAGAAAAGCT TGCCCACAGAGCACGGAGI GTACCACT T TICGAGGCGGTCAACTTTC- - - - - - - - - GTAACC- - - == === === = -
Fol ag_002 TGT CCGAGGGGAGACT CAGAAAAGCT TGCCCACAGAGCACGGAGT GTACCACT TTICGAGGCGGTCAACTTTC- - - - - - - - - GTAACC- - - === === = -
Formom 001 TGTCCGAGGGGAGACT CAGAAAAGCT TGCCCACAGAGCACGGAGT GTACCACT TTEGAGGCGGTCAACTTTG - - - - - - - - GTAACC- - - - === ===~
Fol ag_004 TGTCCGAGGGGAGACT CAGAAAAGCT TGCCCACAGAGCACGGAGT GTACCACT TTGAGGCGGTCAACTTTC- - - - - - - - - GTAACG- - - -----mmm=-
Fol ag_005 TGT CCGAGGGGAGACT CAGAAAAGCT TGCCCACAGAGCACGGAGT GTACCACT TTICGAGGCGGTCAACTTTC- - - - - - - - - GTAACC- - - --=--==-=-
Fonom 004 TGTCCGAGGGGAGACT CA@MAGCTTGCCCACAW ........ GTAACG- ---------=--
801
Foni c_001 - - GTCGGACTACTTTTCCTGGCT GT GAGCCCCGAAT TGAGGT GAAGGATAGACAT GAGGT AGGGAGGCACGT GGAGT AGGAGGGAGGCT GGTACCCGGAA
Foni ¢_003 - - GTCGGACTACTTTTCCTGGCT GTGAGCCCCGAAT TGAGGT GAAGGATAGACAT GAGGT AGGGAGGCACGT GGAGT AGGAGGGAGGCT GGTACCCGGAA
Foni ¢c_010 - - GTCGGACTACTTTTCCTGGCT GTGAGCCCCGAAT TGAGGT GAAGGATAGACAT GAGGT AGGGAGGCACGT GGAGT AGGAGGGAGGCT GGTACCCGGAA
Foni ¢c_012 - - GTCGGACTACTTTTCCTGGCT GTGAGCCCCGAAT TGAGGT GAAGGATAGACAT GAGGT AGGGAGGCACGT GGAGT AGGAGGGAGGCT GGTACCCGGAA
Focub_B2_2 - - GTCGGGCTACT TTCCCT GT CT GT GGGCCCCGAAT TGAGGT GAAGGAAAGACAT GAT CAAGGGAGACAT ACGGAGT GGGAGGGAGT CTGGTACCCCGAA
Focub_115_2 - - GTCGGGCTACTTTCCCTGT CT GT GGGCCCCGAAT TGAGGT GAAGGAAAGACAT GAT CAAGGGAGACAT ACGGAGT GGGAGGGAGT CTGGTACCCCGAA
Formel —001_0 GTATGCGACTACTTTTCCT GT CTGT GGGCCCCGAAT T GAGGT GAATCACAGACAT GATATAGGGAT AGACACGGAGT GGCAGGGAACCT GGTACACCGAA
Forel _001_1 AAAGTCGAACACT TTTCCTGTCT GT GGGCCCCGAAT TGAGGT GAAGGACAGACAT GAT CAAGGGAGT CACACGGAGT GGGAT GGAACCT GGTACCCGGAA

Fophy_KOD886 TACGCCGCACAATTTTCCT GTCTGT GGGCACAAAAT TGAGGT GAAT GACAGACAGGAT CAAGGGAGT CACACGGAGT GGGATGGAACCT GGTACCCCGAA
Fophy_KOD887 TACGCCGCACAATTTTCCT GT CTGI GGGCACAAAAT TGAGGT GAAT GACAGACAGGAT CAAGGGAGT CACACGGAGT GGGAT GGAACCT GGTACCCCGAA
Fophy_KOD888 TACGCCGCACAATTT TCCTGT CTGT GGGCACAAAAT TGAGGT GAAT GACAGACAGGAT CAAGGGAGT CACACGGAGT GGGATGGAACCT GGTACCCCGAA

Fol yc_4287 CCATCAGGTTACTTTTCCTGT CTGT' GGGCCCCGAAT TGAGGT GAAGGACAGACAT GATAT AGCGAT ACACACGGAGT GGCAGGGAACCT GGTACCCCGAA
Fol yc_002 CCATCAGGTTACTTTTCCTGT CTGI GGGCCCCGAAT TGAGGT GAAGGACAGACAT GATAT AGCGAT ACACACGGAGT GGCAGGGAACCT GGTACCCCGAA
Fol yc_026 CCATCAGGITACTTTTCCTGI CTGT GGGCCCCGAAT TGAGGT GAAGGACAGACAT GATATAGGGATACACACGGAGT GGCAGGGAACCT GGTACCCCGAA
Fol yc_038 CCATCAGGITACTTTTCCTGI CTGT GGGCCCCGAAT TGAGGT GAAGGACAGACAT GATATAGGGATACACACGGAGT GGCAGGGAACCT GGTACCCCGAA
Fol yc_004 CCATCAGGTTACTTTTCCTGT CTGI GGGCCCCGAAT TGAGGT GAAGGACAGACAT GATAT AGGGAT ACACACGGAGT GGCAGGGAACCT GGTACCCCGAA
Fol yc_029 CCATCAGGTTACTTTTCCTGT CTGI' GGGCCCCGAAT TGAGGT GAAGGACAGACAT GATAT AGGGAT ACACACGGAGT GGCAGGGAACCT GGTACCCCGAA
Fol yc_074 CCATCAGGTTACTTTTCCTGT CTGT' GGGCCCCGAAT TGAGGT GAAGGACAGACAT GATAT AGGGAT ACACACGGAGT GGCAGGGAACCT GGTACCCCGAA
Fol yc_M\25 CCATCAGGTTACTTTTCCTGT CTGI GGGCCCCGAAT TGAGGT GAAGGACAGACAT GATAT AGCGAT ACACACGGAGT GGCAGGGAACCT GGTACCCCGAA
Fol yc_007 CCATCAGGITACTTTTCCTGI CTGT GGGCCCCGAAT TGAGGT GAAGGACAGACAT GATATAGGGATACACACGGAGT GGCAGGGAACCT GGTACCCCGAA
Fol yc_014 CCATCAGGITACTTTTCCTGI CTGT GGGCCCCGAAT TGAGGT GAAGGACAGACAT GATATAGGGATACACACGGAGT GGCAGGGAACCT GGTACCCCGAA
Fol yc_016 CCATCAGGTTACTTTTCCTGT CTGI GGGCCCCGAAT TGAGGT GAAGGACAGACAT GATAT AGGGAT ACACACGGAGT GGCAGGGAACCT GGTACCCCGAA
Fol yc_018 CCATCAGGTTACTTTTCCTGT CTGI' GGGCCCCGAAT TGAGGT GAAGGACAGACAT GATAT AGGGAT ACACACGGAGT GGCAGGGAACCT GGTACCCCGAA
Fol yc_069 CCATCAGGTTACTTTTCCTGT CTGT' GGGCCCCGAAT TGAGGT GAAGGACAGACAT GATAT AGGGAT ACACACGGAGT GGCAGGGAACCT GGTACCCCGAA
Fol yc_072 CCATCAGGTTACTTTTCCTGT CTGI GGGCCCCGAAT TGAGGT GAAGGACAGACAT GATAT AGCGAT ACACACGGAGT GGCAGGGAACCT GGTACCCCGAA
Fol yc_073 CCATCAGGITACTTTTCCTGI CTGT GGGCCCCGAAT TGAGGT GAAGGACAGACAT GATATAGGGATACACACGGAGT GGCAGGGAACCT GGTACCCCGAA
Fol yc_075 CCATCAGGITACTTTTCCTGI CTGT GGGCCCCGAAT TGAGGT GAAGGACAGACAT GATATAGGGATACACACGGAGT GGCAGGGAACCT GGTACCCCGAA
Focon_5176 TCAAAAGGT TAATTTTTGTACCT GT GGGCCCAAAAT TGAGGT GAAGGAAAGACAT GATATAGGGAGGCAT ACGGAGT GGGAGGGAACCT GGTACCCCGAA

Focon_PHW808 TCAAAAGGT TAATTTTTGTACCT GT GGGCCCAAAAT TGAGGT GAAGGAAAGACAT GATATAGGGAGGCATACGGAGT GGGAGGGAACCT GGTACCCCGAA
Fopi s_HDV247_1 - - GTCGGGCTACTTTTCCTGTCTGI GGGCCCCGAATTAAGGT GGAGGAAAGACAT GATATAGGGAGGCACACGGAGT ATGAGGGAACCT GGTACCCCGAA

Focub_B2_1 - - TCCGGAATATTTTTCCTGT CTGT GGGCCCCGAAT TGAGGT GACGGAGAGACAT GATATAGGGAT TCACACGGAAT GGGACGGAATCT GGTACCCTGAA
Focub_l15_1 - - TCCGGAATATTTTTCCT GT CTGI GGGCCCCGAAT TGAGGT GACGGAGAGACAT GATATAGGGAT TCACACGGAAT GGGACGGAATCTGGTACCCTGAA
Focub_N2 TGACAAGTCTACTTTCCCT GT CTGT GGGCCCCGAAT TGAGGT GACGGAGAGACAT GATAT AGGGAT CCACACGGAGT GGGATGGAATCT GGTACCCCGAA
Focub_B2_0 GGACAAGI CTACT T TCCCTGT CTGTI GGGCCCCGAAT TGAGGT GAAGGAAAGACAT GATAT AGGGAT CCACACGGAGT GGGAT GGAATCTGGTACCCCGAA
Focub_I15_0 GGACAAGT CTACT T TCCCTGT CTGT GGGCCCCGAAT TGAGGT GAAGGAAAGACAT GATAT AGGGAT CCACACGGAGT GGGAT GGAATCTGGTACCCCGAA
Fom n_010_0 - - GTCGGGCTACTTTTCCTGT CTGT GGGCCCCGAAT TGAGGT GAAGGACAGGCAT GACGT AGGGAGGCACACGGAGT GGGAAGGAACCT GGTACCCCGAA
Fom n_009_0 - - GTCGGGCTACTTTTCCT GT CTGT GGGCCCCGAAT TGAGGT GAAGGACAGGCAT GACGT AGGGAGBCACACGGAGT GGGAAGGAACCT GGTACCCCGAA
Fom n_011_0 - - GTCGGGCTACTTTTCCT GT CTGI GGGCCCCGAAT TGAGGT GAAGGACAGGCAT GACGT AGGGAGGCACACGGAGT GGGAAGGAACCT GGTACCCCGAA
Fopi s_HDV247_0 - - GTCGGGCTACCTTTCCTGT CT GT GGGCCCCGAAT TGAGGT GGAGGAAAGACAT GATATAGGGAGGCACACGGAGT GGGAGGGAACCT GGTACCCCGAG
Fom n_001 - - TCGCGGCTAAATTTCCT GT CTGT GGGGCCCGAAT TGAGGT GACGGAAAGACAT GAT AT AGGGAGGCACACGGAGT GGGACGGAGT CTGGTACCCCGAA
Fom n_004 - - TCGCGGCTAAATT TCCT GT CTGT GGGGCCCGAAT TGAGGT GACGGAAAGACAT GAT AT AGGGAGGCACACGGAGT GGGACGGAGT CTGGTACCCCGAA
Fom n_005 - - TCGCGGCTAAATTTCCT GT CTGT GGGGCCCGAAT TGAGGT GACGGAAAGACAT GAT ATAGGGAGGECACACGGAGT GGGACGGAGT CTGGTACCCCGAA
Fom n_009_1 - - TCGCGGCTAAATTTCCT GT CTGT GGGGCCCGAAT TGAGGT GACGGAAAGACAT GATATAGGGAGBCACACGGAGT GGGACGGAGT CTGGTACCCCGAA
Fom n_011_1 - - TCGCGGCTAAATTTCCT GT CTGT GGGGCCCGAAT TGAGGT GACGGAAAGACAT GATAT AGGGAGGCACACGGAGT GGGACGGAGT CTGGTACCCCGAA
Fom n_012 - - TCGCGGCTAAATTTCCT GT CT GT GGGGCCCGAAT TGAGGT GACGGAAAGACAT GATAT AGGGAGGCACACGGAGT GGGACGGAGT CTGGTACCCCGAA
Fom n_006 - - TCGCGGCTAAATTTCCT GT CTGI GGGGCCCGAAT TGAGGT GACGGAAAGACAT GAT AT AGGGAGGECACACGGAGT GGGACGGAGT CTGGTACCCCGAA
Fom n_010_1 - - TCGCGGCTAAATT TCCT GT CTGT GGGGCCCGAAT TGAGGT GACGGAAAGACAT GAT AT AGGGAGGECACACGGAGT GGGACGGAGT CTGGTACCCCGAA
Fom n_013" - - TCGCGGCTAAATTTCCT GT CTGT GGGGCCCGAAT TGAGGT GACGGAAAGACAT GAT AT AGGGAGGECACACGGAGT GGGACGGAGT CTGGTACCCCGAA
Fom n_016 - - TCGCGGCTAAATTTCCT GT CTGT GGGGCCCGAAT TGAGGT GACGGAAAGACAT GAT AT AGGGAGBCACACGGAGT GGGACGGAGT CTGGTACCCCGAA
Fol ag_001 - - GTCGGGCTAAGI TTCCT GT CTGT GGGCCCCGAAT TGAGGT GACGGAAAGACAT GATAT AGGGAGGCACACGGAGT GGGACGGAGT CTGGTACCCCGAA
Fol ag_002 - - GTCGGGCTAAGI TTCCT GT CTGT GGGCCCCGAAT TGAGGT GACGGAAAGACAT GATAT AGGGAGGCACACGGAGT GGGACGGAGT CTGGTACCCCGAA
Fonom 001 - - GTCGGGCTAAGT TTCCTGI CTGI GGGCCCCGAAT TGAGGT GACGGAAAGACAT GAT AT AGGGAGGECACACGGAGT GGGACGGAGT CTGGTACCCCGAA
Fol ag_004 - - GTCGGGCTAAGT TTCCTGT CTGT GGGCCCCGAAT TGAGGT GACGGAAAGACAT GAT AT AGGGAGGECACACGGAGT GGGACGGAGT CTGGTACCCCGAA
Fol ag_005 - GTCGGGCTAAGT TTCCT GTCT GT GGGCCCCGAAT TGAGGT GACGGAAAGACAT GATAT AGGGAGGCACACGGAGT GGGACGGAGT CTGGTACCCCGAA
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Foni c_001 GCGCCTAAATCGCCT GGGACCTACGCT TCT TGCGCCCAGAT GECAGGCAGT CTCAATGCGTACT TCGACT TTTCTGGTGCTTATTTGAAT GGAGAGGGGT

Foni c_003 GCGCCTAAATCGCCT GGGACCTACGCT TCT TGCGCCCAGAT GGCAGGCAGT CTCAATGCGTACT TCGACT TTTCTGGTGCTTATT TGAAT GGAGAGGGGT
Foni ¢c_010 GCGCCTAAATCGCCT GGGACCTACGCT TCT TGCGCCCAGAT GECAGGCAGT CTCAATGCGTACT TCGACT TTTCTGGTGCTTATT TGAATGGAGAGGGGT
Foni c_012 GCGCCTAAATCGCCT GBGACCTACGCT TCT TGCGOCCAGAT GGCAGGCAGT CTCAATGCGTACT TCGACT TTTCTGGTGCTTATT TGAAT GGAGAGGGGT
Focub_B2_2 TCGCCTAAATCGCCTGGGACATATGATTCT TTCGCCCAGAT GGCGGGECAGT CTCAATGGATACT TCGACT TTAGT GGT GCTTAT CAGAGT GGAGAGGEGECT
Focub_l15_2 TCGCCTAAATCGCCTGGGACATATGATTCT TTCGCCCAGAT GGCGGGECAGT CTCAATGGATACT TCGACT TTAGT GGT GCTTAT CAGAGT GGAGAGGGCT
Forrel _001_0 TCGCCTAAAT CGCCTGGGACCTACGACT TT T TCGCCCAGAT GGCGEGECGGT GTCAAGGCGTACT TCGACT TTGATGGT GT TTATTCTGATGGAGGGACGA
Forel _001_1 TCTCCTAAATCGCCTGGGACCTACGATTCT T TCGT CCAGATGGCGGGCAGT CTCGATGCGTACT TCAACT TTGATGGT GT TTATTCTGATGGAAGGACGA

Fophy_KOD886 GAGCCTAAAT CGCCTGGGACCTACGAT TCT TTCGT CCAGAT GGCGGGCAGT CTCAATGCGTACT TCAACT TTGATGGT GT TTATTCT GATGGAGAGACGA
Fophy_KQD887 GAGCCTAAAT CGCCTGGGACCTACGATTCTTTCGT CCAGAT GGCGGGCAGT CTCAATGCGTACTTCAACT TTGATGGT GT TTATTCTGATGGAGAGACGA
Fophy_KOD888 GAGCCTAAAT CGCCTGGGACCTACGATTCTTTCGT CCAGAT GGCGGGCAGT CTCAATGCGTACT TCAACTTTGATGGT GT TTATTCT GATGGAGAGACGA

Fol yc_4287 TCGCCTAAATCGCCTGGGACCTACGATTAT TTCGCCCAGAT GGCGGEGECACT CTCAATGGGTACT TCGGGTATGACGGT GTTTATTCGGAT GGATATAAGA
Fol yc_002 TCGCCTAAAT CGCCTGGGACCTACGAT TAT T TCGCCCAGAT GGCGGEGCACT CTCAATGGEGT ACT TCGGGTATGACGGT GT TTATTCGGATGGATATAAGA
Fol yc_026 TCGCCTAAAT CGCCT GGGACCTACGAT TAT T TCGCCCAGAT GECGGEGCACTCTCAATGGEGT ACT TCGGGTATGACGGT GT TTATTCGGATGGATATAAGA
Fol yc_038 TCGCCTAAATCGCCTGGGACCTACGAT TAT T TCGCCCAGATGGCGGGCACTCTCAATGGEGT ACT TCGGGTATGACGGT GT TTATTCGGATGGATATAAGA
Fol yc_004 TCGCCTAAAT CGCCTGGGACCTACGAT TAT T TCGCCCAGAT GGCGGGCACTCTCAATGGGT ACT TCGGGTATGACGGT GT TTATTCGGATGGATATAAGA
Fol yc_029 TCGCCTAAATCGCCTGGGACCTACGATTAT TTCGCCCAGAT GGCGGGECACT CTCAATGGGTACT TCGGGTATGACGGT GTTTATTCGGAT GGATATAAGA
Fol yc_074 TCGCCTAAATCGCCTGGGACCTACGATTAT TTCGCCCAGAT GGCGGGECACT CTCAATGGGTACT TCGGGTATGACGGT GTTTATTCGGAT GGATATAAGA
Fol yc_M\25 TCGCCTAAAT CGCCTGGGACCTACGAT TAT T TCGCCCAGAT GGCGGEGCACT CTCAATGGEGT ACT TCGGGTATGACGGT GT TTATTCGGATGGATATAAGA
Fol yc_007 TCGCCTAAAT CGCCTGGGACCTACGAT TAT T TCGCCCAGAT GGCGGEGCACTCTCAATGGEGT ACT TCGGGTATGACGGT GT TTATTCGGATGGATATAAGA
Fol yc_014 TCGCCTAAATCGCCT GGGACCTACGAT TAT T TCGCCCAGAT GGCGGGCACTCTCAATGGEGT ACT TCGGGTATGACGGT GT TTATTCGGATGGATATAAGA
Fol yc_016 TCGCCTAAAT CGCCTGGGACCTACGAT TAT T TCGCCCAGAT GGCGGGCACTCTCAATGGGTACT TCGGGTATGACGGT GT TTATTCGGATGGATATAAGA
Fol yc_018 TCGCCTAAATCGCCTGGGACCTACGATTAT TTCGCCCAGAT GGCGGEGECACT CTCAATGGGTACT TCGGGTATGACGGT GTTTATTCGGAT GGATATAAGA
Fol yc_069 TCGCCTAAATCGCCTGGGACCTACGATTAT TTCGCCCAGAT GGCGGEGECACT CTCAATGGGTACT TCGGGTATGACGGT GTTTATTCGGAT GGATATAAGA
Fol yc_072 TCGCCTAAAT CGCCTGGGACCTACGAT TAT T TCGCCCAGAT GGCGGEGCACT CTCAATGGEGT ACT TCGGGTATGACGGT GT TTATTCGGATGGATATAAGA
Fol yc_073 TCGCCTAAAT CGCCTGGGACCTACGAT TAT T TCGCCCAGAT GGCGGEGCACTCTCAATGGEGT ACT TCGGGTATGACGGT GT TTATTCGGATGGATATAAGA
Fol yc_075 TCGCCTAAATCGCCT GGGACCTACGAT TAT T TCGCCCAGAT GGCGGGECACTCTCAATGGEGT ACT TCGGGTATGACGGT GT TTATTCGGATGGATATAAGA
Focon_5176 TCGCCTAAAT CGCCTGGGACCTACGATTCT T TTGCCCAGATGGCGGGCAGT CTCAATGGGTACT TCGACT TTCATGGT GT TTATTCGAGT GGAGAGGGGA

Focon_PHW\808 TCGCCTAAATCGCCTGGGACCTACGATTCT TTTGCCCAGAT GGCGGEGECAGT CTCAATGGGTACTTCGACT TTCATGGT GT TTATTCGAGT GGAGAGGGGA
Fopi s_HDV247_1 TCGCCTAAAACGCCTGGATATTACAATGATTTTGCCGCGCT GTCGEGECACACAGAATGCAAACT TCGACT TTACT GGT GT TTAT TCGGAT GGACAAACGA

Focub_B2_1 TCGCCTAAAT CGCCTGGGACCTACGAT TCT T TCGCCCAGAT GGCGGGCAGT CTCAATGGEGT ACT TCAACT TTGATGGT GCTTATTCGAAT GGAGAGGGGA
Focub_I15_1 TCGCCTAAAT CGCCTGGGACCTACGAT TCT T TCGCCCAGAT GGCGGEECAGT CTCAATGGEGTACT TCAACT TTGATGGT GCTTATTCGAAT GGAGAGGGGA
Focub_N2 TCGCCTAAATCGCCTGGGACCTACGATTCT T TCGCCCAGAT GGCGGECAGT CTCAATGGGTACT TCGACT T TAGT GGT GCT TAT CAGAGT GGAGAGGEGGT
Focub_B2_0 TCGCCTAAAT CGCCTGGGACCTACGATTCT T TCGCCCAGAT GGCGGECAGT CT TAATGGGTACT TCGACT TTGAT GGT GCT TAT CAAAGT GGAGAGGECT
Focub_l15_0 TCGCCTAAATCGCCTGGGACCTACGATTCT TTCGCCCAGAT GGCGGECAGT CTTAATGGGTACT TCGACT TTGATGGT GCTTAT CAAAGT GGAGAGGGECT
Fom n_010_0 TCGCCTAAATCGCCTGGCACTTACGATTCT TTCGCACAGAT GGCGGECAGT CTCAATGGGTACTTCGACT TTAATGGT GTTTAT TCGAAT GGAGAGGGGA
Fom n_009_0 TCGCCTAAATCGCCTGGCACT TACGAT TCT T TCGCACAGAT GGCGGGCAGT CTCAATGGGTACT TCGACT TTAATGGT GT TTATTCGAAT GGAGAGGGGA
Fom n_011_0 TCGCCTAAATCGCCTGGCACT TACGAT TCT T TCGCACAGATGGCGGGCAGT CTCAATGGGTACT TCGACT TTAATGGT GT TTATTCGAAT GGAGAGGGGA
Fopi s_HDV247_0 TCGCCTAAATCGCCTGGAACCTACGATTCTTTCGCCCAGAT GGCGGECAGI CTCAATGGGTACTTCGACTTTAATGGT GT TTAT TCGAGT GGAGAGGGGA
Fom n_001 TCGCCTAAATCGCCTGGGACCTACGAT TCT T TCGCCCAGATGGCGGGCAGT CTCAATGGGT TCTTCGACT TTAATGGT GT TTATTCGAGT GGAGAGGGGA
Fom n_004 TCGCCTAAATCGCCTGGGACCTACGATTCT TTCGCCCAGAT GGCGGEGECAGT CTCAATGGGT TCTTCGACT TTAATGGT GT TTATTCGAGT GGAGAGGGGA
Fom n_005 TCGCCTAAATCGCCTGGGACCTACGATTCT TTCGCCCAGAT GGCGGEECAGT CTCAATGGGT TCTTCGACT TTAATGGT GT TTAT TCGAGT GGAGAGGGGA
Fom n_009_1 TCGCCTAAAT CGCCTGGGACCTACGAT TCT T TCGCCCAGAT GGCGGGCAGT CTCAATGGEGT TCTTCGACT TTAATGGT GT TTATTCGAGT GGAGAGGGGA
Fom n_011_1 TCGCCTAAATCGCCTGGGACCTACGAT TCT T TCGCCCAGAT GECGGEGCAGT CTCAATGGEGT TCTTCGACT TTAATGGT GT TTATTCGAGT GGAGAGGGGA
Fom n_012 TCGCCTAAATCGCCTGGGACCTACGAT TCT T TCGCCCAGATGGCGGGECAGT CTCAATGGGT TCTTCGACT TTAATGGT GT TTATTCGAGT GGAGAGGGGA
Fom n_006 TCGCCTAAAT CGCCTGGGACCTACGAT TCT T TCGCCCAGATGGCGGGCAGT CTCAATGGGT TCTTCGACT TTAATGGT GT TTATTCGAGT GGAGAGGGGA
Fom n_010_1 TCGCCTAAATCGCCTGGGACCTACGATTCT TTCGCCCAGAT GGCGGECAGT CTCAATGGGT TCTTCGACT TTAATGGT GT TTATTCGAGT GGAGAGGGGA
Fom n_013 TCGCCTAAATCGCCTGGGACCTACGATTCT TTCGCCCAGAT GGCGGEECAGT CTCAATGGGT TCTTCGACT TTAATGGT GT TTAT TCGAGT GGAGAGGGGA
Form n_016 TCGCCTAAAT CGCCTGGGACCTACGAT TCT T TCGCCCAGAT GGCGEGCAGT CTCAATGGEGT TCTTCGACT TTAATGGT GT TTATTCGAGT GGAGAGGGGA
Fol ag_001 TCGCCTAAAT CGCCTGGGACCTACGAT TCT T TCGCCCAGATGECGEECAGT CTCAATGGEGT TCTTCGACT TTAATGGT GT TTATTCGAGT GGAGAGGGGA
Fol ag_002 TCGCCTAAATCGCCTGGGACCTACGAT TCT T TCGCCCAGAT GGCGGGECAGT CTCAATGGGT TCTTCGACT TTAATGGT GT TTATTCGAGT GGAGAGGGGA
Fonom 001 TCGCCTAAAT CGCCTGGGACCTACGAT TCT T TCGCCCAGATGGCGGGCAGT CTCAATGGGT TCTTCGACT TTAATGGT GT TTATTCGAGT GGAGAGGGGA
Fol ag_004 TCGCCTAAATCGCCTGGGACCTACGATTCT TTCGCCCAGAT GGCGGEGECAGT CTCAATGGGT TCTTCGACT TTAATGGT GT TTATTCGAGT GGAGAGGGGA
Fol ag_005 TCGCCTAAATCGCCTGGGACCTACGATTCT TTCGCCCAGAT GGCGGEECAGT CTCAATGGGT TCTTCGACT TTAATGGT GT TTAT TCGAGT GGAGAGGGGA
Fonom 004 TCGCCTAAATCGCCTGGGACCTACGAT TCT T TCGCCCAGATGECGGECAGT CTCAATGGEGT TCTTCGACT TTAATGGT GT TTATTCGAGT GGAGAGGGGA
1001
Foni c_001 TCAG- - CTAGGGGAAATGGACACT CATGAT CATGCAT TGATTGCCCGGGAGGECAAGCT GACTAT CACT AGCACAGAACGCGCGACT TGGGCGATTGGATA
Foni c_003 TCAG- - CTAGGGGAAAT GGACACT CATGAT CATGCAT TGAT TGCCCGGGAGGCAAGCT GACTATCACTAGCACAGAACGCGCGACT TGGGCGATTGGATA
Foni c_010 TCAG- - CTAGGGGAAAT GGACACT CATGAT CATGCAT TGAT TGCCCGGGAGGCAAGCT GACT AT CACT AGCACAGAACGCGCGACT TGGGCGATTGGATA
Foni c_012 TCAG- - CTAGGGGAAATGGACACT CATGAT CATGCAT TGAT TGCCCGGGAGGECAAGCT GACT AT CACT AGCACAGAACGCGCGACT TGGGCGATTGGATA
Focub_B2_2 TCAGCT CTCGGGGAAGT GGACACT CGT GGT CATGCAT TGGCT GCCCGGEEEGEECAAGT TGACT AT CACT AGCACGGAT CGT GCAACT TGGGCGGT TGGATA
Focub_l15_2 TCAGCT CTCGGGGAAGT GGACACT CGT GGT CATGCAT TGGCT GCCCGGEGGEGEECAAGT TGACT AT CACT AGCACGGAT CGT GCAACT TGGGCGGT TGGATA
Fonel _001_0 TGAACT CTCGGGGACATGGAGCCT CATGGT CATGCAT TGCT TGCCCGGEGAGBCAAGCT GAT TAT CACAAGCCCATAT CGCCCTACT TGGGCGT TTGGATA
Fonel _001_1 TGAACT CTCGGGGACATGGAGCCT CATGGT CATGCCTTTTTTGCCCGGGAGGECAAGCT GACCAT CACTAGCACGT AT CGCCCAACT TGGGCGGT TGGATA

Fophy_KOD886 TGAACT CTCGGGGACATGCAGT CTCATGGT CATGCCT TAAT TGCCCGGGAGGCAAGCT GACTATCACTAACACGT AT CGCCGAACT TGGGCGGT TGGATA
Fophy_KOD887 TGAACT CTCGGGGACATGCAGT CTCATGGT CATGCCT TAAT TGCCCGGGAGGECAAGCT GACTATCACTAACACGT AT CGCCGAACT TGGGCGGT TGGATA
Fophy_KOD888 TGAACT CTCGGGGACATGCAGT CTCATGGT CATGCCT TAAT TGCCCGGGAGGECAAGCT GACTAT CACTAACACGT AT CGCCGAACT TGGGCGGT TGGATA

Fol yc_4287 CGAGCTCTCACGGATAT GGACAT TCAT GGT CAT GCATTAAT T GCCCGAGAGGCAAGGT GACTAT CACAAACACATATCGCGCAACT TGGECGT TTGGATA
Fol yc_002 CGAGCT CTCACGGATAT GGACAT TCAT GGT CAT GCATTAAT T GCCCGAGAGGCAAGGT GACTAT CACAAACACATATCGCGCAACT TGGECGT TTGGATA
Fol yc_026 CGAGCTCTCACGGATATGGACATTCATGGT CATGCATTAAT TGCCCGAGAGGCAAGGT GACTAT CACAAACACATAT CGCGCAACTTGGGCGT TTGGATA
Fol yc_038 CGAGCTCTCACGGATATGGACATTCATGGT CATGCATTAAT TGCCCGAGAGGCAAGGT GACTAT CACAAACACATAT CGCGCAACT TGGGCGT TTGGATA
Fol yc_004 CGAGCTCTCACGGATAT GGACAT TCAT GGT CAT GCATTAAT TGCCCGAGAGGCAAGGT GACTAT CACAAACACATATCGCGCAACT TGGGECGT TTGGATA
Fol yc_029 CGAGCTCTCACGGATAT GGACAT TCAT GGT CAT GCATTAAT T GCCCGAGAGGCAAGGT GACTAT CACAAACACATATCGCGCAACT TGGGECGT TTGGATA
Fol yc_074 CGAGCTCTCACGGATAT GGACAT TCAT GGT CAT GCATTAAT T GCCCGAGAGGCAAGGT GACTAT CACAAACACATATCGCGCAACT TGGECGT TTGGATA
Fol yc_M\25 CGAGCT CTCACGGATAT GGACAT TCAT GGT CAT GCATTAAT T GCCCGAGAGGCAAGGT GACTAT CACAAACACATATCGCGCAACT TGGECGT TTGGATA
Fol yc_007 CGAGCTCTCACGGATATGGACATTCATGGT CATGCATTAAT TGCCCGAGAGGCAAGGT GACTAT CACAAACACATAT CGCGCAACTTGGGCGT TTGGATA
Fol yc_014 CGAGCTCTCACGGATATGGACATTCATGGT CATGCATTAAT TGCCCGAGAGGCAAGGT GACTAT CACAAACACATAT CGCGCAACT TGGGCGT TTGGATA
Fol yc_016 CGAGCT CTCACGGATAT GGACAT TCAT GGT CAT GCATTAAT T GCCCGAGAGGCAAGGT GACTAT CACAAACACATATCGCGCAACT TGGGECGT TTGGATA
Fol yc_018 CGAGCTCTCACGGATAT GGACAT TCAT GGT CAT GCATTAAT T GCCCGAGAGGCAAGGT GACTAT CACAAACACATATCGCGCAACT TGGGECGT TTGGATA
Fol yc_069 CGAGCTCTCACGGATAT GGACAT TCAT GGT CAT GCATTAAT T GCCCGAGAGGCAAGGT GACTAT CACAAACACATATCGCGCAACT TGGECGT TTGGATA
Fol yc_072 CGAGCTCTCACGGATAT GGACAT TCAT GGT CAT GCATTAAT T GCCCGAGAGGCAAGGT GACTAT CACAAACACATATCGCGCAACT TGGECGT TTGGATA
Fol yc_073 CGAGCTCTCACGGATATGGACATTCATGGT CATGCATTAAT TGCCCGAGAGGCAAGGT GACTAT CACAAACACATAT CGCGCAACTTGGGCGT TTGGATA
Fol yc_075 CGAGCTCTCACGGATATGGACATTCATGGT CATGCATTAAT TGCCCGAGAGGCAAGGT GACTAT CACAAACACATAT CGCGCAACT TGGGCGT TTGGATA
Focon_5176 TGAGCT CTCGGGGAAAT GGACACT CAT GGGCAT GCAT TAAT TGCCCGGGAGGECAAGCT GACT AT CACCAACACATAT CGCCCAACT TGGGCGT TAGGATA

Focon_PHW808 TGAGCT CTCGGGGAAATGGACACT CATGGGCAT GCAT TAAT TGCCCGGGAGGECAAGCT GACT AT CACCAACACATAT CGCCCAACT TGGGCGT TAGGATA
Fopi s_HDV247_1 TGCATTCTAGGGGATATGCACGCT CATGGT CATGCAT TGAATGCCCGGGAGGECAAGCT GACT ATCACT AGCACAGCT GGCAGAACT TGGGCGATTGGATA

Focub_B2_1 TGAGCT CTCGGCGAAGT GGACACT CGT GGT CATGCAT TGCT TGCCCGGEGAGGECAAGCT GACT AT CACTAGCACAGAT CGCGCAACT TGGGCGATTGGATA
Focub_l15_1 TGAGCT CTCGGGGAAGT GGACACT CGT GGT CATGCAT TGCT TGCCCGGGAGGCAAGCT GACTATCACTAGCACAGAT CGCGCAACT TGGGCGATTGGATA
Focub_N2 TCAGCT CTCGGGGAAGT GGACACT CGT GGT CATGCAT TGCT TGCCCGGECGECAAGCT GACTAT TACTAGCACCAAT CGCCCAACT TGGGCGATTGGATA
Focub_B2_0 TCAGCT CTCGGGGAAGT GGACACT CGT GGT CATGCAT TAAT TGCCCGGGAGGECAAGCT GACT AT CACT AGCACGGT TCGCGCAACT TGGGCAATTGGATA
Focub_I15_0 TCAGCT CTCGGGGAAGT GGACACT CGT GGT CATGCAT TAAT TGCCCGGGAGGECAAGCT GACT AT CACT AGCACGGT TCGCGCAACT TGGGCAATTGGATA
Fom n_010_0 TGAGCT CTCGAGGAAATGGACACT CATGGT CATGCAT TGGT TGCCCGGGAGGECAAGCT GACT AT CACT AGCACACAACGCGCAACT TGGGCGATTGGATA
Fom n_009_0 TGAGCT CTCGAGGAAATGGACACT CATGGT CATGCAT TGGT TGCCCGGGAGGECAAGCT GACT AT CACTAGCACACAACGCGCAACT TGGGCGATTGGATA
Fom n_011_0 TGAGCT CTCGAGGAAAT GGACACT CATGGT CATGCAT TGGT TGCCCGGGAGGECAAGCT GACT AT CACTAGCACACAACGCGCAACT TGGGCGATTGGATA
Fopi s_HDV247_0 TGAGCTCTCGGGGAAATGGACACT CATGGT CATGCAT TGAT TGCCCGGGAGGBCAAGCT GACT ATCACT AGCACAGAT CGOGCAACT TGBGCGGT TGGATA
Form n_001 TGAGCT CTCGGGGAAAT GGACACT CAT GGT CATGCAT TAAT TGCCCGGGAGGECAAGCT GACT AT CACT AGCACCAAT CGCGCAACT TGGGCGATTGGATA
Fom n_004 TGAGCT CTCGGGGAAATGGACACT CATGGT CATGCAT TAAT TGCCCGGGAGGCAAGCT GACT AT CACTAGCACCAAT CGCGCAACT TGGGCGATTGGATA
Fom n_005 TGAGCT CTCGGGGAAATGGACACT CATGGT CATGCAT TAAT TGCCCGGGAGBCAAGCT GACT AT CACT AGCACCAAT CGCGCAACT TGGGCGATTGGATA
Fom n_009_1 TGAGCT CTCGGGGAAATGGACACT CATGGT CATGCAT TAAT TGCCCGGGAGBCAAGCT GACT AT CACTAGCACCAAT CGCGCAACT TGGGCGATTGGATA
Fom n_011_1 TGAGCT CTCGGGGAAAT GGACACT CATGGT CATGCATTAAT TGCCCGGGAGGCAAGCT GACTATCACTAGCACCAAT CGCGCAACT TGGGCGATTGGATA
Fom n_012 TGAGCT CTCGGGGAAAT GGACACT CATGGT CATGCAT TAAT TGCCCGGGAGGCAAGCT GACTATCACT AGCACCAAT CGCGCAACT TGGGCGATTGGATA
Fom n_006 TGAGCT CTCGGGGAAAT GGACACT CAT GGT CATGCAT TAAT TGCCCGGGAGGECAAGCT GACT AT CACT AGCACCAAT CGCGCAACT TGGGCGATTGGATA
Fom n_010_1 TGAGCT CTCGGGGAAATGGACACT CATGGT CATGCAT TAAT TGCCCGGGAGGCAAGCT GACT AT CACT AGCACCAAT CGCGCAACT TGGGCGATTGGATA
Fom n_013 TGAGCT CTCGGGGAAATGGACACT CATGGT CATGCAT TAAT TGCCCGGGAGBCAAGCT GACT AT CACT AGCACCAAT CGCGCAACT TGGGCGATTGGATA
Fom n_016 TGAGCT CTCGGGGAAATGGACACT CATGGT CATGCAT TAAT TGCCCGGGAGBCAAGCT GACT AT CACTAGCACCAAT CGCGCAACT TGGGCGATTGGATA
Fol ag_001 TGAGCT CTCGGGGAAAT GGACACT CATGGT CATGCATTAAT TGCCCGGEGEGEGECAAGCT GACTATCACT AGCACCGAT CGCGCAACT TGGGCGATTGGATA
Fol ag_002 TGAGCT CTCGGGGAAAT GGACACT CATGGT CATGCAT TAAT TGCCCGGGGEGEECAAGCT GACT AT CACT AGCACCGAT CGCGCAACT TGGGCGATTGGATA
Fonom 001 TGAGCT CTCGGGGAAAT GGACACT CAT GGT CATGCAT TAAT TGCCCGGGEEGEECAAGCT GACT AT CACT AGCACCGAT CGCGCAACT TGGGCGATTGGATA
Fol ag_004 TGAGCT CTCGGGGAAATGGACACT CATGGT CATGCAT TAAT TGCCCGGGEGEECAAGCT GACT AT CACT AGCACCGAT CGCGCAACT TGGGCGATTGGATA
Fol ag_005 TGAGCT CTCGGGGAAAT GGACACT CATGGT CATGCAT TAAT TGCCCGGGGEGEECAAGCT GACT AT CACT AGCACCGAT CGCGCAACT TGGGCGATTGGATA
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Foni ¢_001 TACCAGCC- - - - - - - - - COCACTAAGTTACGATCTAAAGCCCTCCTAAACACTAA: - - - - - - - - - - TTTCTCTATTTCGATTCACAGCCATTCATT- - C
Foni c_003 TACCAGCC- - - - - - - - - COCACTAAGTTACGATCTAAAGOCCTCCTAAACACTAA: - - - = - - < -« - - TTTCTCTATTTCGATTCACAGCCATTCATT- - C
Foni ¢_010 TACCAGCC- - - - - - - - - COCACTAAGT TACGATCTAAAGOCCT CCTAAACACTAA: - - - = - - - -« - - TTTCTCTATTTCGATTCACAGCCATTCATT- - C
Foni ¢_012 TACCAGCC- - - - - - - - - COCACTAAGT TACGATCTAAAGOCCTCCTAAACACTAA: - - - = - - - - < - - TTTCTCTATTTCGATTCACAGCOCATTCATT- - C
Focub_B2_2 TACCAGCC- - - - - - - - - CCCACTAAGTCGCGATCCAAAGOCCTCC- AAACACTAG: - - - - - = - - - - - GCTCCCTATTTCTATTCACAGCCATTCATTCAC
Focub_I 15_2 TACCAGCC- - - - - - - - - COCACTAAGT CGCGATCCAAAGOCCTCC- AAACACTAG: - - - - - - - - - - - GCTCCCTATTTCTATTCACAGCCATTCATTCAC
Forrel —001-0 TACCAGCC- - - - - - - - - COCACTAAGT T GCGATCCAAAGOCCTCC- AAGCACTACAGACATTTTCAGGTTCACT TTCOCAATAAATGTTTGTAACTT- - T
Forrel —001_1 TACCCACC- - - - - - - - - CCATCTAAGTTGCGATCOCAAATCCCTCC: AAACATTAT- - - - - - - - - - - - TTTCTCTATTTCGATTCACAGCCATTCATT- - T
Fophy_KODB86 ~ TTOCCACA--------- COGTCTAAGTTGCGATOCAAAGOCCTCC- GAACATTAT- - - - = - - - - - - - CTTCTCTATTTCGATTCACAGCCATTCATT- - T
Fophy_KODB87  TTOCCACA--------- COGTCTAAGTTGCGATCOCAAAGOCCTCC- GAACATTAT- - - - = - - - - = - = CTTCTCTATTTCGATTCACAGCCATTCATT- - T
Fophy_KODB88  TTCCCACA--------- CCGTCTAAGTTGCGATCCAAAGOCCTCC- GAACATTAT- - - - - - - - - - - - CTTCTCTATTTCGATTCACAGCCATTCATT- - T
Fol yc_4287 TACCAGCC- - - - - - - - - CACACTAAGTTGCGATCCAAAGOCCTCC- AAACACTAG: - - - - - - - - - - - TTTCTCTATTTCAATTCACAGCCATTCATT- - T
Fol yc_002 TACCAGCC- - - - - - - - - CACACTAAGTTGCGATCCAAAGOCCTCC- AAACACTAC: - - - - - - - - - - - TTTCTCTATTTCAATTCACAGCCATTCATT- - T
Fol yc_026 TACCAGCC- - - - - - - - - CACACTAAGT T GCGATCOCAAAGOCCTCC: AAACACTAC: - - - = - - - - - - - TTTCTCTATTTCAATTCACAGCCATTCATT- - T
Fol yc_038 TACCAGCC- - - - - - - - - CACACTAAGTTGCGATCOCAAAGOCCTCC- AAACACTAC: - - - = - - - - - - = TTTCTCTATTTCAATTCACAGCCATTCATT- - T
Fol yc_004 TACCAGCC- - - - - - - - - CACACTAAGT TGCGATCCAAAGOCCTCC- AAACACTAC: - - - = - - - - = - = TTTCTCTATTTCAATTCACAGCCATTCATT- - T
Fol yc_029 TACCAGCC- - - - - - - - - CACACTAAGTTGCGATCCAAAGOCCTCC- AAACACTAG: - - - - - = - - - - - TTTCTCTATTTCAATTCACAGCCATTCATT- - T
Fol yc_074 TACCAGCC- - - - - - - - - CACACTAAGTTGCGATCCAAAGOCCTCC- AAACACTAG: - - - - - - - - - - - TTTCTCTATTTCAATTCACAGCCATTCATT- - T
Fol yc_M\25 TACCAGCC- - - - - - - - - CACACTAAGT T GCGATCCAAAGOCCTCC- AAACACTAC: - - - - - - - - - - - TTTCTCTATTTCAATTCACAGCCATTCATT- - T
Fol yc_007 TACCAGCC- - - - - - - - - CACACTAAGT T GCGATCOCAAAGOCCTCC- AAACACTAC: - - - = - - - - - - - TTTCTCTATTTCAATTCACAGCCATTCATT- - T
Fol yc_014 TACCAGCC- - - - - - - - - CACACTAAGTTGCGATCOCAAAGOCCTCC- AAACACTAC: - - - = - - - - - - - TTTCTCTATTTCAATTCACAGCCATTCATT- - T
Fol yc_016 TACCAGCC- - - - - - - - - CACACTAAGT TGCGATCOCAAAGOCCTCC- AAACACTAC: - - - = - - - - = - = TTTCTCTATTTCAATTCACAGCCATTCATT- - T
Fol yc_018 TACCAGCC- - - - - - - - - CACACTAAGTTGCGATCCAAAGOCCTCC- AAACACTAG: - - - - - = - - - - - TTTCTCTATTTCAATTCACAGCCATTCATT- - T
Fol yc_069 TACCAGCC- - - - - - - - - CACACTAAGTTGCGATCCAAAGOCCTCC- AAACACTAG: - - - - - - - - - - - TTTCTCTATTTCAATTCACAGCCATTCATT- - T
Fol yc_072 TACCAGCC- - - - - - - - - CACACTAAGTTGCGATCCAAAGOCCTCC- AAACACTAC: - - - - - - - - - - - TTTCTCTATTTCAATTCACAGCCATTCATT- - T
Fol yc_073 TACCAGCC- - - - - - - - - CACACTAAGTTGCGATCOCAAAGOCCTCC- AAACACTAC: - - - = - - - - - - - TTTCTCTATTTCAATTCACAGCCATTCATT- - T
Fol yc_075 TACCAGCC- - - - - - - - - CACACTAAGTTGCGATCOCAAAGOCCTCC- AAACACTAC: - - - = - - - - - - - TTTCTCTATTTCAATTCACAGCCATTCATT- - T
Focon_5176 TACCAGCOCCTATGTCCOCTACTAAGT TGCGATCCAAAGOCCTCC- AAACACTAG: - - - = - = - - = - = TTTTTCTATTTCGATTCACAGCCATTCATT- - T
Focon_PHV808  TACCAGCOCCTATGTCCCCTACTAAGTTGCGATCCAAAGOCCTCC: AAACACTAG: - - - = - - - - - - = TTTTTCTATTTCGATTCACAGCCATTCATT- - T
Fopi s_HDV247_1 TACCAGCC--------- CCAACTAAGTTGCGATCCAAAGOCCTCC- AAACACTAG: - - - - - - - - - - CTTCTCTTTTTCGATTCACAGCCATTCATT- - C
Focub_B2_1 TACCAGCC- - - - - - - - - COCACTAAGTTGCGCTCTAAAGOCCTCC: AAATACTAC: - - - - - - - - - - - TTTCTGTATTTCGATTCAAAGTCATTCATT- - T
Focub_I 15_1 TACCAGCC- - - - - - - - - COCACTAAGTTGCGCTCTAAAGOCCTCC: AAATACTAC: - - - = - - < - - - - TTTCTGTATTTCGATTCAAAGTCATTCATT- - T
Focub_N2 TACCAGCC- - - - - - - - - COCACTGAGT TGCGGTOCAAAGCOCTCCT - - AACACTAT- - - - = - - - - < - = TTTCTCTATTTCGATTCGCAGCCATTCATT- - T
Focub_B2_0 TACCAGCC- - - - - - - - - COCACTAAGTCGCGGTCTAAAGOCCTCC: AAACACTAG: - - - = - = - - - - = TTTCTCTATTTCGATTCACGGCCATTCATT- - T
Focub_I 15_0 TACCAGCC- - - - - - - - - CCCACTAAGTCGCGGTCTAAAGOCCTCC- AAACACTAG: - - - - - = - - - - - TTTCTCTATTTCGATTCACGGCCATTCATT- - T
Forl n_010_0 TACCAGCC- - - - - - - - - COCACTAAGT T GCGATCCAAAGOCCTCC- AAACACTAG: - - - - - - - - - - TTTCTCTATTTCGATTCACAGCCATTCATT- - T
Forl n_009_0 TACCAGCC- - - - - - - - - COCACTAAGT T GCGATCCAAAGOCCTCC- AAACACTAG: - - - - - - - - - - - TTTCTCTATTTCGATTCACAGCCATTCATT- - T
Forl n_011-0 TACCAGCC- - - - - - - - - COCACTAAGT T GCGATCOCAAAGOCCTCC- AAACACTAC: - - - = - - - - - - - TTTCTCTATTTCGATTCACAGCCATTCATT- - T
Fopi s_HDV247_0 TACCAGCC--------- COCACTAAGT T GCGATCOCAAAGOCCTCC- AAACACTAC: - - - = - - - - - - = TTTCTCTGITTCGATTCACAGCCATTCATT- - T
Foml n_001 TACCAGCOCCTTCGTOGOCTACTAAGT TGCGATCCAAAGOCCTCC- AATCACTAC: - - - = - = - - < - TTTCTCTATTTCGATTCACAGCCATTCATT- - T
Forl n_004 TACCAGCOCCTTCGTCGCCTACTAAGT TGCGATCCAAAGOCCTCC- AATCACTAC: - - - - < - < - - - - TTTCTCTATTTCGATTCACAGCCATTCATT- - T
Fom n_005 TACCAGCCCCTTCGTOGOCTACTAAGT TGCGATCCAAAGOCCTCC- AATCACTAC: - - - - - - - - - - - TTTCTCTATTTCGATTCACAGCCATTCATT- - T
Forl n_009_1 TACCAGCCCCTTCGTOGOCTACTAAGT TGCGATCCAAAGOCCTCC: AATCACTAC: - - - - - - < - - - TTTCTCTATTTCGATTCACAGCCATTCATT- - T
Fom n_011_1 TACCAGCCCCTTCGTOGOCTACTAAGT TGCGATCCAAAGOCCTCC- AATCACTAC: - - - = - - < - < - TTTCTCTATTTCGATTCACAGCCATTCATT- - T
Fom n_012 TACCAGCOCCTTCGTOGOCTACTAAGT TGCGATCCAAAGOCCTCC- AATCACTAC: - - - = - - - - < - - TTTCTCTATTTCGATTCACAGCCATTCATT- - T
Fom n_006 TACCAGCOCCTTCGTOGOCTACTAAGT TGCGATCCAAAGOCCTCC- AATCACTAC: - - - = - = - - = - = TTTCTCTATTTCGATTCACAGCCATTCATT- - T
Forl n_010_1 TACCAGCOCCTTCGTCGCCTACTAAGT TGCGATCCAAAGOCCTCC- AATCACTAC: - - - - < - - - - - - TTTCTCTATTTCGATTCACAGCCATTCATT- - T
Fom n_013 TACCAGCCCCTTCGTOGOCTACTAAGT TGCGATCCAAAGOCCTCC- AATCACTAC: - - - - - - - - - - - TTTCTCTATTTCGATTCACAGCCATTCATT- - T
Fom n_016 TACCAGCCCCTTCGTOGOCTACTAAGT TGCGATCCAAAGOCCTCC: AATCACTAC: - - - - - - < - - - TTTCTCTATTTCGATTCACAGCCATTCATT- - T
Fol ag_001 TACCAGCCCCTTCGTOGOCTACTAAGT TGCGATCCAAAGOCCTCC- AATCACTAC: - - - = - - < - < - TTTCTCTATTTCGATTCACAGCCATTCATT- - T
Fol ag_002 TACCAGCOCCTTCGTOGOCTACTAAGT TGCGATCCAAAGOCCTCC- AATCACTAC: - - - = - - - - < - TTTCTCTATTTCGATTCACAGCCATTCATT- - T
Fompom 001 TACCAGCOCCTTCGTOGOCTACTAAGT TGCGATCCAAAGOCCTCC- AATCACTAG: - - - = - = - - < - = TTTCTCTATTTCGATTCACAGCCATTCATT- - T
Fol ag_004 TACCAGCOCCTTCGTCGCCTACTAAGT TGCGATCCAAAGOCCTCC- AATCACTAC: - - - - < - - - - - - TTTCTCTATTTCGATTCACAGCCATTCATT- - T
Fol ag_005 TACCAGCCCCTTCGTOGOCTACTAAGT TGCGATCCAAAGOCCTCC- AATCACTAC: - - - - - - - - - - - TTTCTCTATTTCGATTCACAGCCATTCATT- - T
Forom 004 TACCAGCOCCTTCGTOGOCTACTAAGT TGCGATCCAAAGOCCTCC: AATCACTAG: - - - - - - < - - - TTTCTCTATTTCGATTCACAGCCATTCATT- - T
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Foni ¢_001 TCTAT------- CAGGGTTGGGTA- - TATTCACCAATGCT GGAT CGT GCOGOCGACGT GTCTGT GGTTGATTGACT TTTCTTGTTCTAGGTATAAAAT- -

Foni c_003 TCTAT------- CAGGGTTGGGTA- - TATTCACCAATGCTGGAT CGT GCOGOCGACGT GTCTGT GGTTGATTGACT TTTCTTGTTCTAGGTATAAAA: - -

Foni ¢_010 TCTAT-- - - - - - CAGGGTTGGGTA- - TATTCACCAATGCT GGAT CGT GCOGOCGACGT GTCTGT GGTTGATTGACTTTTCTTGTTCTAGGTATAAAA: - -

Foni c_012 TCTAT------- CAGGGTTGGGTA- - TATTCACCAATGCT GGAT CGT GCOGOCGACGT GTCTGT GGTTGATTGACT TTTCTTGTTCTAGGTATAAAA: - -

Focub_B2_2 ACTAT- - - - - - - CAGOCTAGAGGCAGTATTCAAC- ATACT- - - - = - = = - = - =« === e e e e - = TAACTTGAAAGCTCTA- - TTTAAGAATAACAATA
Focub_I 15_2 ACTAT--- - - - CAGOCTAGAGGCAGTATTCAAC- ATACT- - - - = == == == === = x—cmc e oo TAACTTGAAAGCTCTA- - TTTAAGAATAACAATA
Forel —001-0 ACTGTTTTAGC- AGGCATAAGAGAAAAATTAAAC- TT- - T - < == == == == == xmcmm e o GCACGTGGAAACTGAA- CCTGAA: - - - - - - ATTG
Forel —001_1 ACTAT- - - - - - - CAGOCTAGAGGAAGTATTCAAC- ATACT- - = - = == == === c o e me e e o TTACTTGAAAGCACTATTTTTAAGAATAACAACA
Fophy_KODB86  ACTAT------- CAGOCTAGAGGAAGTATTCAAC- ATACT- - - - = = = - = =« = xme e e oo TTACTTGAAAGCTCTATTTTTAAGAATAACAACA
Fophy_KODB87 ~ ACTAT------- CAGOCTAGAGGAAGTATTCAAC- ATACT- - - - = = = = =« = xme e e oo TTACTTGAAAGCTCTATTTTTAAGAATAACAACA
Fophy_KCDB88 ~ ACTAT------- CAGOCTAGAGGAAGTATTCAAC- ATACT- - - - < == == == =< = cm e me e e o TTACTTGAAAGCTCTATTTTTAAGAATAACAACA
Fol yc_4287 ACCCT- - - - - - - CAGCCTCGAGGAAGCATTCAAC- ATGCT- - - - < == == == == <= x—cm e o e oo TTGC- - - - AGGCTCTA- TTTTAAGAATAACAAAA
Fol yc_002 ACCCT- - - - - - - CAGOCT CGAGGAAGCATTCAAC- ATGCT- - - - = == == = = - = x = x o e e e - TTGC- - - - AGGCTCTA- TTTTAAGAATAACAAAA
Fol yc_026 ACCCT- - - - - - - CAGOCCTCGAGGAAGCATTCAAC- ATGCT- - - - = == == == = c = x = cme e e o TTGC- - - - AGGCTCTA- TTTTAAGAATAACAAAA
Fol yc_038 ACCCT- - - - - - - CAGOCTCGAGGAAGCATTCAAC- ATGCT- - - - = - = = - = = w o e me e e oo TTGC- - - - AGGCTCTA- TTTTAAGAATAACAAAA
Fol yc_004 ACCCT- - - - - - - CAGOCTCGAGGAAGCATTCAAC- ATGCT- - - - = - = = - = = < = x o e e e oo TTGC: - - - AGGCTCTA- TTTTAAGAATAACAAAA
Fol yc_029 ACCCT- - - - - - - CAGOCTCGAGGAAGCATTCAAC- ATGCT- - - - < == <= = =< = c o e e e e o TTGC: - - - AGGCTCTA- TTTTAAGAATAACAAAA
Fol yc_074 ACCCT- - - - - - - CAGCCTCGAGGAAGCATTCAAC- ATGCT- - - - < == == == === = x—c o e o e oo TTGC- - - - AGGCTCTA- TTTTAAGAATAACAAAA
Fol yc_M\25 ACCCT- - - - - - - CAGOCT CGAGGAAGCATTCAAC- ATGCT- - - - = == == == = <= xmc o e e e - TTGC- - - - AGGCTCTA- TTTTAAGAATAACAAAA
Fol yc_007 ACCCT- - - - - - - CAGOCTCGAGGAAGCATTCAAC- ATGCT- - - - = == == == = c = x = c o e e e o TTGC: - - - AGGCTCTA- TTTTAAGAATAACAAAA
Fol yc_014 ACCCT- - - - - - - CAGOCTCGAGGAAGCATTCAAC- ATGCT- - - - = - = = - = - =« = e me e e oo TTGC- - - - AGGCTCTA- TTTTAAGAATAACAAAA
Fol yc_016 ACCCT- - - - - - - CAGOCTCGAGGAAGCATTCAAC- ATGCT- - - - = = = - = = <o x o e e e oo TTGC: - - - AGGCTCTA- TTTTAAGAATAACAAAA
Fol yc_018 ACCCT- - - - - - - CAGOCTCGAGGAAGCATTCAAC- ATGCT- - - - < == <= = =< = c o e me e e o TTGC: - - - AGGCTCTA- TTTTAAGAATAACAAAA
Fol yc_069 ACCCT- - - - - - - CAGCCTCGAGGAAGCATTCAAC- ATGCT- - - - < == == == == <= xmc o e e e o TTGC- - - - AGGCTCTA- TTTTAAGAATAACAAAA
Fol yc_072 ACCCT- - - - - - - CAGOCT CGAGGAAGCATTCAAC- ATGCT- - - - = == == == === xmc o e e e o TTGC- - - - AGGCTCTA- TTTTAAGAATAACAAAA
Fol yc_073 ACCCT- - - - - - - CAGOCTCGAGGAAGCATTCAAC- ATGCT- - - - = == == == = c = x = c o e e e o TTGC- - - - AGGCTCTA- TTTTAAGAATAACAAAA
Fol yc_075 ACCCT- - - - - - - CAGOCTCGAGGAAGCATTCAAC- ATGCT- - - - = - = - = - = =« o e e e e oo TTGC: - - - AGGCTCTA- TTTTAAGAATAACAAAA
Focon_5176 ACTAT------ - CAGOCTAGAGGACGTATTCAAC- ATACT- - - - = == == = = < = xm e e e oo TTACTTGAAAGCTCTA- TTTTAGGAATAACAACA
Focon_PHW08  ACTAT------- CAGOCTAGAGGACGTATTCAAC- ATACT- - - - = == <= == = <= cc e me e e o TTACTTGAAAGCTCTA- TTTTAGGAATAACAACA
Fopi s_HDV247_1 TCTAT------- CAGCCTAGAGGAAGTATTCAAC- ATGCT- - - - < == == == === = x—c o e mc e o TTCCTTGAAAGCTCTA- TTTTAAGAATAACAACA
Focub_B2_1 ACTAT--- - - - CAGOCTAGAGAAAGCATTCAAC- ATGCT- - - - = == == == == x = cme e e o TTACTTGAAAGCTCTA- TTTTAAGAATAACAACA
Focub_I15_1 ACTAT- - - - - - - CAGCCTAGAGAAAGCATTCAAC- ATGCT- - - - = == == == = c = x = cme e e o TTACTTGAAAGCTCTA- TTTTAAGAATAACAACA
Focub_N2 ACTATTACGGAGTAGOCTAGAGGAAGTATTCAAC- ATGCT- - - - = - = == == = - = x = e mm e oo TTCCTTGAAAGCTC - - TTTTAAGAATAACAACA
Focub_B2_0 ACTAT- - - - - - - TAGOCTAGAGGAAGTATTCAAC- ATACT- - - - = - = == == = = x = e me e oo TTACTTGAAAGCTC - - TTTTAAGAATAACAACA
Focub_I 15_0 ACTAT- - - - - - - TAGOCTAGAGGAAGTATTCAAC- ATACT- - - - < = < == <= == = c o cme e e o TTACTTGAAAGCTC - - TTTTAAGAATAACAACA
Forl n_010_0 ACTAT- - - - - - TAGOCTAGAGGAAGTATTCAAC ATACT- - - - < = < == == == === x—c o e e - ATACTTGAAAGCTCTA- TTTTAAGAATAACAACA
Forl n_009_0 ACTAT- - - - - - - TAGOCTAGAGGAAGTATTCAAC- ATACT- - - - = = < == == == == c = x o e mc e - ATACTTGAAAGCTCTA- TTTTAAGAATAACAACA
Forml n_011_0 ACTAT- - - - - - TAGOCTAGAGGAAGTATTCAAC- ATACT- - - - < = = == == == == xocmc e o ATACTTGAAAGCTCTA- TTTTAAGAATAACAACA
Fopi s_HDV247_0 ACTAT------- CAGOCTAGAGGAAGTATTCAAC- ATGCT- - - - = = = - = =« = e me e e oo TTACTTGAAAGCTCTA- TTTTAAGAATAACAACA
Fom n_001 ACTAT------ - CAGOCCAGAGGAAGTATTCAAC- ATGCT- - - - = = = - = = <= xm e e e oo TTACTTGAAGGCTCTA- TTTTAAGAAAAACAACA
Forl n_004 ACTAT- - - - - - - CAGOCCAGAGGAAGTATTCAAC- ATGCT- - - - < == <= = =< = xm e me e e o TTACTTGAAGGCTCTA- TTTTAAGAAAAACAACA
Fom n_005 ACTAT- - - - - - CAGOCCAGAGGAAGTATTCAAC- ATGCT- - - - = == == == ==« = x = c o e o e oo TTACTTGAAGGCTCTA- TTTTAAGAAAAACAACA
Forl n_009_1 ACTAT- - - - - - - CAGOCCAGAGGAAGTATTCAAC- ATGCT- - - - = == == == = c = xmcm e e e o TTACTTGAAGGCTCTA- TTTTAAGAAAAACAACA
Foml n_011_1 ACTAT- - - - - - CAGOCCAGAGGAAGTATTCAAC- ATGCT- - - - = == == = == x = c o e me e o TTACTTGAAGGCTCTA- TTTTAAGAAAAACAACA
Fom n_012 ACTAT- - - - - - - CAGOCCAGAGGAAGTATTCAAC- ATGCT- - - - = - = - = - = =« = e m e e e oo TTACTTGAAGGCTCTA- TTTTAAGAAAAACAACA
Fom n_006 ACTAT------ - CAGOCCAGAGGAAGTATTCAAC- ATGCT- - - - = = = - = =« = xm e e e oo TTACTTGAAGGCTCTA- TTTTAAGAAAAACAACA
Forl n_010_1 ACTAT- - - - - - - CAGOCCAGAGGAAGTATTCAAC- ATGCT- - - - < == <= = =< = xm e me e e o TTACTTGAAGGCTCTA- TTTTAAGAAAAACAACA
Fom n_013 ACTAT- - - - - - CAGOCCAGAGGAAGTATTCAAC- ATGCT- - < - = == == == === = c = cm e o e oo TTACTTGAAGGCTCTA- TTTTAAGAAAAACAACA
Fom n_016 ACTAT- - - - - - - CAGOCCAGAGGAAGTATTCAAC- ATGCT- - - - = == == == = c = xmcm e e e o TTACTTGAAGGCTCTA- TTTTAAGAAAAACAACA
Fol ag_001 ACTAT- - - - - - CAGOCCAGAGGAAGTATTCAAC- ATGCT- - - - = == == = == x = c o e me e o TTACTTGAAAGCTCTA- TTTTAAGAAAAACAACA
Fol ag_002 ACTAT- - - - - - - CAGOCCAGAGGAAGTATTCAAC- ATGCT- - - - = = = - = =« = xm e e e oo TTACTTGAAAGCTCTA- TTTTAAGAAAAACAACA
Forpm 001 ACTAT------ - CAGOCCAGAGGAAGTATTCAAC- ATGCT- - - - = = = - = =« = xm e e e oo TTACTTGAAAGCTCTA- TTTTAAGAAAAACAACA
Fol ag_004 ACTAT- - - - - - - CAGOCCAGAGGAAGTATTCAAC- ATGCT- - - - < <= == = =< = c o e me e e o TTACTTGAAAGCTCTA- TTTTAAGAAAAACAACA
Fol ag_005 CTAT- - - - - - - CAGOCCAGAGGAAGTATTCAAC- ATGCT- - - - < == == == === = c = c— e o e e o TTACTTGAAAGCTCTA- TTTTAAGAAAAACAACA

A
{okter # AT--- - -- CAGCOCAGAGGAAGTATTCAAC- ATGCT- - - - = - < = = = w e o e e e e e o TTACTTGAAAGCTCTA- TTTTAAGAAAAACAACA



Foni ¢c_001
Foni c_003
Foni c_010
Foni c_012
Focub_B2_2
Focub_I15_2
Fonel _001_0
Fonel _001_1
Fophy_KOD886
Fophy_KOD887
Fophy_KOD888
Fol yc_4287
Fol yc_002
Fol yc_026
Fol yc_038
Fol yc_004
Fol yc_029
Fol yc_074
Fol yc_M\25
Fol yc_007
Fol yc_014
Fol yc_016
Fol yc_018
Fol yc_069
Fol yc_072
Fol yc_073
Fol yc_075
Focon 5176
Focon_PHW808
Fopi s_HDV247_1
Focub_B2_1
Focub_I15_1
Focub_N2
Focub_B2_0
Focub_I115_0
Foml n_010_0
Fom n_009_0
Fomi n_011_0
Fopi s_HDV247_0
Fom n_001
Fom n_004
Form n_005
Fom n_009_1
Fomi n_011_1
Fom n_012
Fom n_006
Fomi n_010_1
Fom n_013
Fom n_016
Fol ag_001
Fol ag_002
Formom 001

Fol ag_004
Fol ag_005
Fonom 004

TTTGCGCAGCCGCTAGT- ATCCTG - - - - -
TTTGCGCAGCCCCTAGT- ATCCTG - - - - -
TTTGCGCAGCCGCTAGT - ATGCTG: - - - - -
TTTGCGCAACCGCTAAT- ATACTGI TGAGT
TTTGCGCAACCGCTAAT- ATACTGI TGAGT
TTTGCGCAACCGCTAAT- ATACTGT TGAGT
TTTGCGCAACCGCTAAT- ATACTGI TGAGT
TTTGCGCAACCGCTAAT- ATACTGTTGAG
TTTGCGCAACCGCTAAT- ATACTGITGAG
TTTGCGCAACCGCTAAT- ATACTGIT TGAG
TTTGCGCAACCGCTAAT- ATACTGT TGAG
TTTGCGCAACCGCTAAT- ATACTGT TGAGT
TTTGCGCAACCGCTAAT- ATACTGI TGAGT
TTTGCGCAACCGCTAAT- ATACTGT TGAGT
TTTGCGCAACCGCTAAT- ATACTGITGAGT
TTTGCGCAACCGCTAAT- ATACTGI TGAGT
TTTGCGCAACCGCTAAT- ATACTGI TGAGT
TTTGCGCAACCGCTAAT- ATACTGTTGAG
TTTGCGCAACCGCTAAT- ATACTGT TGAG
TTTGOGCCACCCCTA- - -------------
TTTGCGCCACCCCTA- - -------------
TTTTCGCAACCGCTAGT- ATACTGIT- - - -

TTTGCGCAACCGCTAAT- ATACTGICGG- -
TTTGCGCAACCGCTAAT- ATACTGICG- - -
TTTGCGCAACCGCTAAT- ATACCGIT- - - -
TTTGCGCAACCGCTAAT- ATACCGIT- - - -
TTTGCGCAACCGCTAAT- ATACCGT - - - - -
TTTGCGCAACCGCTCATAATACTG - - - - -

Marker #1
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Fom n_009_1 - - GATAAATGCT- TAAAGCTGGCTTCCTTAAAATCTATAAAGCTTACC:- - - - TTCCTA- TCCCCC- CTTAAATACTACCTAAGCTTAAGCCTCTATTTAT
Fom n_011_1 - AGATAAATGCT- TAAAGCTGGCTTCCTTAAAATCTATAAAGCTTACC: - - - TTCCTA- TCCCCC- CTTAAATACTACCTAAGCTTAAGCCTCTATTTAT
Fol yc_069 AGGACAAATGCT- TGAAGCTGGCTTCCTCAAAATCTATAAAGCTCACC- - - - TTCCT- - CTCCCC- CTTCAATGCTGCTCAAGCT CAAGCCTCTGCTCAT
Fol yc_002 AGGACAAATCCT- TGAAGCT GGCTTCCTCAAAATCTATAAAGCTCACC- - - - TTCCT- - CTCCCC- CTTCAATGCTGCTCAAGCTCAAGCCTCTGCTCAT
Fol yc_016 AGGACAAATGCT- TGAAGCTGGCTTCCTCAAAATCTATAAAGCTCACC- - - - TTCCT- - CTCCCC- CTTCAATGCTGCTCAAGCTCAAGCCTCTGCTCAT
Fol yc_038 AGGACAAATGCT- TGAAGCTGGCTTCCTCAAAATCTATAAAGCTCACC- - - - TTCCT- - CTCCCC- CTTCAATGCTGCTCAAGCTCAAGCCTCTGCTCAT
Fol yc_072 AGGACAAATCCT- TGAAGCTGGCTTCCTCAAAATCTATAAAGCTCACC- - - - TTCCT- - CTCCCC- CTTCAATGCTGCTCAAGCTCAAGCCTCTGCTCAT
Fol yc_073 AGGACAAATGCT- TGAAGCTGGCTTCCTCAAAATCTATAAAGCTCACC- - - - TTCCT- - CTCCCC- CTTCAATGCTGCTCAAGCTCAAGCCTCTGCTCAT
Fol yc_074 AGGACAAATGCT- TGAAGCTGGCTTCCTCAAAATCTATAAAGCTCACC- - - - TTCCT- - CTCCCC- CTTCAATGCTGCTCAAGCT CAAGCCTCTGCTCAT
Fol yc_075 AGGACAAATCCT- TGAAGCTGGCTTCCTCAAAATCTATAAAGCTCACC- - - - TTCCT- - CTCCCC- CTTCAATGCTGCTCAAGCTCAAGCCTCTGCTCAT
Fol yc_4287 AGGACAAATGCT- TGAAGCTGGCTTCCTCAAAATCTATAAAGCTCACC- - - - TTCCT- - CTCCCC- CTTCAATGCTGCTCAAGCTCAAGCCTCTGCTCAT
Fol yc_M\25 AGGACAAATGCT- TGAAGCTGGCTTCCTCAAAATCTATAAAGCTCACC- - - - TTCCT- - CTCCCC- CTTCAATGCTGCTCAAGCTCAAGCCTCTGCTCAT
Fol yc_004 - GGACAAAT GCT- TGAAGCTGGCTTCCTCAAAAT CTATAAAGCTCACC- - - - TTCCT- - CTCCCC- CTTCAATGCTGCTCAAGCTCAAGCCTCTGCTCAT
Fol yc_007 - GGACAAATGCT- TGAAGCTGGCTTCCTCAAAATCTATAAAGCTCACC- - - - TTCCT- - CTCCCC- CTTCAATGCTGCTCAAGCT CAAGCCTCTGCTCAT
Fol yc_014 - GGACAAATGCT- TGAAGCTGGCTTCCTCAAAATCTATAAAGCTCACC- - - - TTCCT- - CTCCCC- CTTCAATGCTGCTCAAGCT CAAGCCTCTGCTCAT
Fol yc_018 - GGACAAAT GCT- TGAAGCTGGCTTCCTCAAAATCTATAAAGCTCACC- - - - TTCCT- - CTCCCC- CTTCAATGCTGCTCAAGCTCAAGCCTCTGCTCAT
Fol yc_026 - GGACAAATGCT- TGAAGCTGGCTTCCTCAAAAT CTATAAAGCTCACC- - - - TTCCT- - CTCCCC- CTTCAATGCTGCTCAAGCTCAAGCCTCTGCTCAT
Fol yc_029 - GGACAAAT GCT- TGAAGCTGGCT TCCTCAAAATCTATAAAGCTCACC- - - - TTCCT- - CTCCCC- CTTCAATGCTGCTCAAGCTCAAGCCTCTGCTCAT
Focub_B2 ~  -------- CCCTATGAGGT TCGT TCTCCCGGGCGTAATAAATACTACTACTACTACTACTCCTCC- CTTGAATACTGCCCAAGCTCAAGCCTCTGCTCAT
Focub_II5 -------- CCCTATGAGGT TCGI TCTCCCGGGCGTAATAAATACTACTACTACTACTACT CCTCC- CTTGAATACT GCCCAAGCT CAAGCCTCTGCTCAT
Forap_PHWB15_1 - --- CAAATGCT- TGAAGCT GGCTTCCCCAAAAT CCAAAAAGCT CACA- - - - TTCCTATCCCCCCTTTTGAATACCGCCCAAACT CAAGCCTGT GCTCAT
Focon_5176 - GGACAAAT GCT- CGAAGCTGGCT TCCCCAAAAT CTATAAAGCT CACC- - - - TTCCTA- TCCCCC- CTTGGATACTGCCCAAGCTCAAGCCTCTGCTCAT
Focon_PHW808 AGGACAAATGCT- CGACGCTGGCTTCCCC- AAATATATAAAGCT CACC- - - - TTCCTA- TCCCCC- CTTGAATACTGCCCAAGCTCAGGECCTCTGCTCAT
Forap_PHW15 0 -------- TGCT- CTAAGCT GGCTTCCCCAAAATCTATAAAACTCACC- - - - TTCCTA- TCCCCC- CTTGAATACT GCCCAAGCT CAGGCCTCTGCTCAT
Fopi s_HDV247 - - GACAAATGCT- CGAAGCTGGCTTCCCCAAAAT CTATATAGCTCACC:- - - - TTCCTA- TCCCCC- CTTGAATACTGCCCAAGCTCAAGCCTCTGCTCAT
Fol ag_001_0 - - GACAAATGCT- CGAAGCTGGCTTCCCCAAAATCTATAAAGCTCACC- - - - TCTCTA- TCCCCC- CTTAGATACTGCCCAAGCT CAAGCCTCTGCTCAT
Fol ag_005_0 - - GACAAATGCT- CGAAGCT GGCTTCCCCAAAATCTATAAAGCTCACC- - - - TCTCTA- TCCCCC- CTTAGATACT GCCCAAGCT CAAGCCTCTGCTCAT
Fol ag_002_0 - GGACAAAT GCT- CGAAGCTGGCT TCCCCAAAAT CTATAAAGCT CACC- - - - TCTCTA- TCCCCC- CTTAGATACTGCCCAAGCTCAAGCCTCTGCTCAT
Fol ag_004_0 - GGACAAAT GCT- CGAAGCTGGCTTCCCCAAAAT CTATAAAGCTCACC- - - - TCTCTA- TCCCCC- CTTAGATACTGCCCAAGCTCAAGCCTCTGCTCAT
Fonom 001_0 - GGACAAAT GCT- CGAAGCTGGCT TCCCCAAAAT CTATAAAGCTCACC- - - - TCTCTA- TCCCCC- CTTAGATACTGCCCAAGCTCAAGCCTCTGCTCAT
Fonom 004_0 - GGACAAAT GCT- CGAAGCTGGCTTCCCCAAAAT CTATAAAGCT CACC- - - - TCTCTA- TCCCCC- CTTAGATACTGCCCAAGCTCAAGCCTCTGCTCAT
Fogl a_G76 - GGCCAAATGCT- AGAAGCTGGCTTCCCCAAAATCTATAAATCTCACC- - - - TTCCTA- TCCCCC- CTTGAATACTGCCCAAGCTCAAGCCTCTGCTCAC
Formom 001_2 - - GATAAATACT- TGAAGCTGGCTTCTCTAAAATCTATAAAGCTTACC- - - - TTCCTA- TCCCTC- CTTAAATACTGCCTAAGCTTAAGCCTCTGI TTAT
Fonom 004_3 - - GATAAATACT- TGAAGCTGGCTTCTCTAAAATCTATAAAGCTTACC- - - - TTCCTA- TCCCTC- CTTAAATACTGCCTAAGCTTAAGCCTCTGITTAT
Fonom 001_1 - - GCCAAATGCT- CGAAGCTGGCTTCCCCAAAAT CTATAAATCTCACC- - - - TTCCTA- TCCCCC- CTTGAATAATGCTCAAGCTCAAGCCTCTGCTCAT
Fonom 004_1 - GGCCAAATGCT- CGAAGCTGGCT TCCCCAAAAT CTATAAATCTCACC:- - - - TTCCTA- TCCCCC- CTTGAATAATGCTCAAGCTCAAGCCTCTGCTCAT
Folil_39 - - GACAAATGCT- CGAAGCTAACTTCCCCAAAAT CTATAAAGATCACC:- - - - TTTCTATTCCCCC- CTTGAATACTGCCCAAGCTCAAGCCTCTGCTCAT
Fol ag_001_1 - - - ACAAATGCT- CGAAGCTGGCTTCCCCAAAATCTATAAAGATCACC: - - - TTTCTATTCCCCC- CTTGAATACTGCCCAAGCT CAAGCCTCTGCTCAT
Fol ag_002_1 - - - ACAAATGCT- CGAAGCT GGCTTCCCCAAAATCTATAAAGATCACC- - - - TTTCTATTCCCCC- CTTGAATACT GCCCAAGCT CAAGCCTCTGCTCAT
Fol ag_004_1 - - - ACAAATGCT- CGAAGCTGGCTTCCCCAAAAT CTATAAAGATCACC- - - - TTTCTATTCCCCC- CTTGAATACTGCCCAAGCT CAAGCCTCTGCTCAT
Fol ag_005_1 - - - ACAAATGCT- CGAAGCTGGCTTCCCCAAAAT CTATAAAGATCACC- - - - TTTCTATTCCCCC- CTTGAATACTGCCCAAGCTCAAGCCTCTGCTCAT
Fonom 001_3 - - - ACAAATGCT- CGAAGCTGGCT TCCCCAAAAT CTATAAAGATCACC:- - - - TTTCTATTCCCCC- CTTGAATACTGCCCAAGCTCAAGCCTCTGCTCAT
Fonom 004_2 - - - ACAAATGCT- CGAAGCTGGCTTCCCCAAAAT CTATAAAGATCACC:- - - - TTTCTATTCCCCC- CTTGAATACTGCCCAAGCTCAAGCCTCTGCTCAT
Fom n_006 - - - ACAAATGCT- CGAAGCTGGCTTCCCCAAAATCTATAAAGATCACC: - - - TTTCTATTCCCCC- CTTGAATACTGCCCAAGCT CAAGCCTCTGCTCAT
Fom n_012 - - - ACAAATGCT- CGAAGCT GGCTTCCCCAAAATCTATAAAGATCACC- - - - TTTCTATTCCCCC- CTTGAATACT GCCCAAGCT CAAGCCTCTGCTCAT
Fom n_013 - - GACAAATGCT- CGAAGCTGGCTTCCCCAAAAT CTATAAAGATCACC- - - - TTTCTATTCCCCC- CTTGAATACTGCCCAAGCTCAAGCCTCTGCTCAT
Fom n_001 - - GACAAATGCT- CGAAGCTGGCTTCCCCAAAAT CTATAAAGATCACC- - - - TTTCTATTCCCCC- CTTGAATACTGCCCAAGCTCAAGCCTCTGCTCAT
Fom n_004 - - GACAAATGCT- CGAAGCTGGCT TCCCCAAAAT CTATAAAGATCACC:- - - - TTTCTATTCCCCC- CTTGAATACTGCCCAAGCTCAAGCCTCTGCTCAT
Fom n_010 - - GACAAATGCT- CGAAGCTGGCTTCCCCAAAAT CTATAAAGATCACC:- - - - TTTCTATTCCCCC- CTTGAATACTGCCCAAGCTCAAGCCTCTGCTCAT
Fom n_005 - - - ACAAATGCT- CGAAGCTGGCTTCCCCAAAATCTATAAAGATCACC: - - - TTTCTATTCCCCC- CTTGAATACTGCCCAAGCT CAAGCCTCTGCTCAT
Fom n_016 - - - ACAAATGCT- CGAAGCT GGCTTCCCCAAAATCTATAAAGATCACC- - - - TTTCTATTCCCCC- CTTGAATACT GCCCAAGCT CAAGCCTCTGCTCAT
Fom n_009_0 - - - ACAAATGCT- CGAAGCTGGCTTCCCCAAAAT CTATAAAGATCACC- - - - TTTCTATTCCCCC- CTTGAATACTGCCCAAGCT CAAGCCTCTGCTCAT
Fom n_011_0 - - GACAAATGCT- CGAAGCTGGCTTCCCCAAAAT CTATAAAGATCACC:- - - - TTTCTATTCCCCC- CTTGAATACTGCCCAAGCTCAAGCCTCTGCTCAT
Foni c_001 - TAATAACTAT- - AGACTTTAGC- - - - - - - AAATATATAAG ---------- TTAGTA-------- TGTAATTGT TGAAAAGGACCAT GCTGAT TGAGGG
Foni c_003 - GAACAAAT GCT- CGAAACTAGT TTCCTCAAAATCTATAAAGCTCACC- - - - TTCCTA- TCCCCC- CTTCAATGCCGCTCAAGCT CAAGCCTCGGCTCAT
Foni c_012 - GAACAAATGCT- CGAAACTAGT TTCCTCAAAATCTATAAAGCTCACC- - - - TTCCTA- TCCCCC- CTTCAATGCCGCT CAAGCT CAAGCCTCGGCTCAT
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Fom n_009_1 ATATACAAGT- - - - - - CA----- TATCTATACTTTTCAAAATAGICTCCCAGTC- - - - - - - - - - - - - TACCAACCTATCACCATGGITAATATCA- - CTC
Fom n_011_1 ATATACAAGT- - - - - - CA----- TATCTATACTTTTCAAAATAGICTCCCAGTC- - - - - -------- TACCAACCTATCACCATGGTTAATATCA- - CTC
Fol yc_069 TCATACAGGT- - - - - - TA----- CATTTACACTTTTCAAAATACTCTCCAAGCC- ------------ TACCAGCCTGICATCATGGTCGCCATCACTCTC
Fol yc_002 TCATACAGGT- - - - - - TA----- CATTTACACTTTTCAAAATACTCTCCAAGCC- ------------ TACCAGCCTGICATCATGGTCGCCATCACTCTC
Fol yc_016 TCATACAGGT- - - - - - TA----- CATTTACACTTTTCAAAATACTCTCCAAGCC- - --------- -~ TACCAGCCTGTCATCATGGTCGCCATCACTCTC
Fol yc_038 TCATACAGGT- - - - - - TA----- CATTTACACTTTTCAAAATACTCTCCAAGCG- - - - - - - == - - -~ TACCAGCCTGICATCATGGTCGCCATCACTCTC
Fol yc_072 TCATACAGGT- - - - - - TA----- CATTTACACTTTTCAAAATACTCTCCAAGCG- - - - - - - -~ -~ -~ TACCAGCCTGICATCATGGTCGCCATCACTCTC
Fol yc_073 TCATACAGGT- - - - - - TA----- CATTTACACTTTTCAAAATACTCTCCAAGCC- - - ---------- TACCAGCCTGICATCATGGTCGCCATCACTCTC
Fol yc_074 TCATACAGGT- - - - - - TA----- CATTTACACTTTTCAAAATACTCTCCAAGCC- ------------ TACCAGCCTGICATCATGGTCGCCATCACTCTC
Fol yc_075 TCATACAGGT- - - - - - TA----- CATTTACACTTTTCAAAATACTCTCCAAGCC- ------------ TACCAGCCTGICATCATGGTCGCCATCACTCTC
Fol yc_4287 TCATACAGGT- - - - - - TA----- CATTTACACTTTTCAAAATACTCTCCAAGCC- - --------- -~ TACCAGCCTGTCATCATGGTCGCCATCACTCTC
Fol yc_M\25 TCATACAGGT- - - - - - TA----- CATTTACACTTTTCAAAATACTCTCCAAGCG- - - - - - - - - - - -~ TACCAGCCTGICATCATGGTCGCCATCACTCTC
Fol yc_004 TCATACAGGT- - - - - - TA----- CATTTACACTTTTCAAAATACTCTCCAAGCC- - - - - - - -~ -~ -~ TACCAGCCTGICATCATGGTCGCCATCACTCTC
Fol yc_007 TCATACAGGT- - - - - - TA----- CATTTACACTTTTCAAAATACTCTCCAAGCC- - - ---------- TACCAGCCTGICATCATGGTCGCCATCACTCTC
Fol yc_014 TCATACAGGT- - - - - - TA----- CATTTACACTTTTCAAAATACTCTCCAAGCC- ------------ TACCAGCCTGICATCATGGTCGCCATCACTCTC
Fol yc_018 TCATACAGGT- - - - - - TA----- CATTTACACTTTTCAAAATACTCTCCAAGCC- ------------ TACCAGCCTGICATCATGGTCGCCATCACTCTC
Fol yc_026 TCATACAGGT- - - - - - TA----- CATTTACACTTTTCAAAATACTCTCCAAGCC- - --------- -~ TACCAGCCTGTCATCATGGTCGCCATCACTCTC
Fol yc_029 TCATACAGGT- - - - - - TA----- CATTTACACTTTTCAAAATACTCTCCAAGCG- - - - - - - - - - - -~ TACCAGCCTGICATCATGGTCGCCATCACTCTC
Focub_B2 CCATACGGGT- - - - - - TA----- CATCTACACTTTTCAAAATACTCTCCCAGCC- - - - - - - == - - -~ TACCAGCCTGICATTATGGTCACCATCA- - CTC
Focub_I 15 CCATACGGGT- - - - - - TA----- CATCTACACTTTTCAAAATACTCTCCCAGCC- - - ---------- TACCAGCCTGICATTATGGTCACCATCA- - CTC
Forap_PHW15_1 TCATACGAGT------ TG - - - - CATCTACACTTTTCAAAATAGICTCCCAGIC- - - - - - - ------ TACCGGCCTGICACCATGGTCAACATCA- - CTC
Focon_5176 TCATACGCGT- - - - - - TA----- CACCTACACTTTTCAAAATAGICTCCCAGCC- - - ---------- TACCAGCCTGICATCATGGTCGCCATCA- - CTC
Focon_PHWB08 TCATACGCGT- - - - - - TA----- CATCTACACTTTTCAAAATAGICTCCCAGIC- - - - - - ----- -~ TACCAGCCTGCCATCATGGTCAACATCA- - CTT
Forap_PHW15_0 TCATACGGGITACCGGTA- - - - - CATCTACACTTTTCAAAATAGICTCCCAGI T- - - - == == - - - - - TACCAGCCTGITACCATGGICAACATCA- - CTC
Fopi s_HDV247 TCATACGGGT- - - - - - TA----- CATCTACACTTTTCAAAATACTCTCCCAGIC- - - - - - - - - - - - - TACCAGCCTGICACCATGGTCAACATCA- - CTC
Fol ag_001_0 TCATACGGGT- - - - - - TA----- CAACAACACTTTTCAAAATAGICTCCCAGCC- - - - - - ------- TACCAGCCTGICATCATGGTCACCATCA- - CTC
Fol ag_005_0 TCATACGGGT- - - - - - TA----- CAACAACACTTTTCAAAATAGICTCCCAGCC- - - ---------- TACCAGCCTGICATCATGGTCACCATCA- - CTC
Fol ag_002_0 TCATACGCGT- - - - - - TA----- CAACAACACTTTTCAAAATAGICTCCCAGCC- - - - --------- TACCAGCCTGICATCATGGTCACCATCA- - CTC
Fol ag_004_0 TCATACGCGT- - - - - - TA----- CAACAACACTTTTCAAAATAGICTCCCAGCC- - - - - - - - - - - - - TACCAGCCTGTCATCATGGTCACCATCA- - CTC
Fonom 001_0 TCATACGGGT- - - - - - TA----- CAACAACACTTTTCAAAATAGICTCCCAGCG- - - - - - - == - - - - TACCAGCCTGICATCATGGICACCATCA- - CTC
Fonom 004_0 TCATACGGGT- - - - - - TA----- CAACAACACTTTTCAAAATAGTCTCCCAGCC- - - - - - - == - - - - TACCAGCCTGICATCATGGTCACCATCA- - CTC
Fogl a_G76 TTATACGGGT- - - - - - TA----- CAACTACACTTTTCAAAATAGACTCCCAGTIC- - - - - - - ------ TACCAGCCTGCCACCATGGTCAACATCA- - CTC
Fonom 001_2 TTATACAGGT- - - - - - CA----- CGTCTATACTTTTCAAAATAGICTCCCAGIC- - - - --------- TGCCAACCTATCACCATGGTITAACATCA- - CTC
Fonom 004_3 TTATACAGGT- - - - - - CA----- CGTCTATACTTTTCAAAATAGICTCCCAGIC- - - - --------- TGCCAACCTATCACCATGGTTAACATCA- - CTC
Fonom 001_1 TAATACGCGT- - - - - - TA----- CATCTACACTTTTCAAAATAGICTCCCAGCC- - - - - - - ---- -~ TACCAGCCTGITACCATGGTCAACATCA- - CTC
Fonom 004_1 TAATACGGGT- - - - - - TA----- CATCTACACTTTTCAAAATAGICTCCCAGCG- - - - - - == - - - - - TACCAGCCTGITACCATGGTCAACATCA- - CTC
Fol il _39 TCATACGAGT- - - - - - TA----- CATCTACACTTTTCAAAATAGICTCCCAGIC- - - - - - - - - - - - - TACCAGCCTGICATAATGGTCAACATCA- - CTC
Fol ag_001_1 TCATACGGGT- - - - - - TA----- CATCTACACTTTTCAAAATAGICTCCCAGIC- - - - --------- TACCAGCCTGITACCATGGTCAACATCA- - CTC
Fol ag_002_1 TCATACGGGT- - - - - - TA----- CATCTACACTTTTCAAAATAGICTCCCAGIC- - - ---------- TACCAGCCTGITACCATGGTCAACATCA- - CTC
Fol ag_004_1 TCATACGCGT- - - - - - TA----- CATCTACACTTTTCAAAATAGICTCCCAGIC- - - ---------- TACCAGCCTGITACCATGGTCAACATCA- - CTC
Fol ag_005_1 TCATACGCGT- - - - - - TA----- CATCTACACTTTTCAAAATAGICTCCCAGIC- - - - - ------ -~ TACCAGCCTGITACCATGGTCAACATCA- - CTC
Fonom 001_3 TCATACGGGT- - - - - - TA----- CATCTACACTTTTCAAAATAGICTCCCAGIC- - - - - - - == - - - - TACCAGCCTGITACCATGGICAACATCA- - CTC
Fonom 004_2 TCATACGGGT- - - - - - TA----- CATCTACACTTTTCAAAATAGICTCCCAGIC- - - - - - - - - - - - - TACCAGCCTGITACCATGGTCAACATCA- - CTC
Form n_006 TCATACGGGT- - - - - - TA----- CATCTACACTTTTCAAAATAGICTCCCAGIC- - - - --------- TACCAGCCTGITACCATGGTCAACATCA- - CTC
Fom n_012 TCATACGGGT- - - - - - TA----- CATCTACACTTTTCAAAATAGICTCCCAGIC- - - ---------- TACCAGCCTGITACCATGGTCAACATCA- - CTC
Fom n_013 TCATACGCGT- - - - - - TA----- CATCTACACTTTTCAAAATAGICTCCCAGIC- - - - --------- TACCAGCCTGITACCATGGTCAACATCA- - CTC
Fom n_001 TCATACGCGT- - - - - - TA----- CATCTACACTTTTCAAAATAGICTCCCAGIC- - - - - ------ -~ TACCAGCCTGITACCATGGTCAACATCA- - CTC
Formi n_004 TCATACGGGT- - - - - - TA----- CATCTACACTTTTCAAAATAGICTCCCAGIC- - - - - - - = - - - - - TACCAGCCTGITACCATGGTCAACATCA- - CTC
Fom n_010 TCATACGGGT- - - - - - TA----- CATCTACACTTTTCAAAATAGICTCCCAGIC- - - - - - - - - - - - - TACCAGCCTGITACCATGGTCAACATCA- - CTC
Fom n_005 TCATACGGGT- - - - - - TA----- CATCTACACTTTTCAAAATAGICTCCCAGIC- - - - --------- TACCAGCCTGITACCATGGTCAACATCA- - CTC
Fom n_016 TCATACGGGT- - - - - - TA----- CATCTACACTTTTCAAAATAGICTCCCAGIC- - - ---------- TACCAGCCTGITACCATGGTCAACATCA- - CTC
Fom n_009_0 TCATACGCGT- - - - - - TA----- CATCTACACTTTTCAAAATAGICTCCCAGIC- - - ---------- TACCAGCCTGITACCATGGTCAACATCA- - CTC
Fom n_011_0 TCATACGCGT- - - - - - TA----- CATCTACACTTTTCAAAATAGICTCCCAGIC- - - - - - - - - - - - - TACCAGCCTGITACCATGGTCAACATCA- - CTC
Foni c_001 TCGGAAAAGTATCAGCTAAACCCCATCTATA- - - TTAGGAAGT TTCTCCCAATTGAGAAAAGAGGGGTAACTCACTGACTACATCATCAACATCA- - ATG
Foni c_003 TCAGAAAGGT- - - - - - TA----- CATTTACACTTTTCAAAATAGICTCCCAGIC- - - - - - - == - - - - TACCAGCCTCACATCATGGGCAACTTCA- - ATA
Foni c_012 TCAGAAAGGT- - - - - - TA----- CATTTACACTTTTCAAAATAGICTCCCAGTC- - - - --------- TACCAGCCTCACATCATGGGCAACTTCA- - ATA
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TGAAAGACTTAGCAGGTATTATCGCCTTTCTGGCCATTGCTAATGCATTACCTACCGAAGT TATACCTTC- - - TGAAAGCGAT TCCATTCCACAGGAATT
TGAAAGACTTAGCAGGTATTATCGCCT TTCTGGCCATTGCTAATGCATTACCTACCGAAGT TATACCT TC- - - TGAAAGCGAT TCCATTCCACAGGAATT
TGAAAGT CT TGGCGGGT GT CGCCGCCT T TCTGGCCAT TGT CAAT GCATCGCCT GCCAAAATCGTACCT TCTGAT GAAAGCGAT TCCATTCCACAAGAAT T
TGAAAGT CT TGGCGGGTGT CGCCGCCT T TCT GECCAT TGT CAAT GCATCGCCT GCCAAAATCGTACCT TCT GAT GAAAGCGAT TCCATTCCACAAGAAT T
TGAAAGT CTTGGCGGGT GT CGCCGCCTTTCTGGCCAT TGT CAATGCAT CGCCT GCCAAAAT CGTACCT TCTGATGAAAGCGATTCCATTCCACAAGAATT
TGAAAGT CTTGGCGGGT GT CGCCGCCT TTCTGGCCAT TGT CAAT GCATCGCCT GCCAAAAT CGTACCT TCT GAT GAAAGCGAT TCCATTCCACAAGAAT T
TGAAAGT CT TGGCGGGT GT CGCCGCCT TTCTGGCCAT TGT CAAT GCATCGCCT GCCAAAAT CGTACCT TCT GAT GAAAGCGAT TCCATTCCACAAGAAT T
TGAAAGT CT TGGCGGGT GT CGCCGCCT TTCTGGCCAT TGT CAAT GCATCGCCT GCCAAAAT CGTACCT TCT GAT GAAAGCGAT TCCATTCCACAAGAAT T
TGAAAGT CT TGGCGGGT GT CGCCGCCT T TCTGGCCAT TGT CAAT GCATCGCCT GCCAAAATCGTACCT TCT GAT GAAAGCGAT TCCATTCCACAAGAAT T
TGAAAGT CT TGGCGGGTGT CGCCGCCT T TCTGBCCAT TGT CAAT GCATCGCCT GCCAAAATCGTACCT TCT GAT GAAAGCGAT TCCATTCCACAAGAAT T
TGAAAGT CTTGGCGGGT GT CGCCGCCTTTCTGGCCAT TGT CAATGCAT CGCCT GCCAAAAT CGTACCT TCTGATGAAAGCGATTCCATTCCACAAGAATT
TGAAAGT CTTGGCGGGT GT CGCCGCCT TTCTGGCCAT TGT CAAT GCATCGCCT GCCAAAAT CGTACCT TCTGAT GAAAGCGAT TCCATTCCACAAGAAT T
TGAAAGT CT TGGCGGGT GT CGCCGCCT TTCTGGCCAT TGT CAAT GCATCGCCT GCCAAAAT CGTACCT TCTGAT GAAAGCGAT TCCATTCCACAAGAAT T
TGAAAGT CT TGGCGGGT GT CGCCGCCT TTCTGGCCAT TGT CAAT GCATCGCCT GCCAAAAT CGTACCT TCT GAT GAAAGCGAT TCCATTCCACAAGAAT T
TGAAAGT CT TGGCGGGT GT CGCCGCCT T TCTGGECCAT TGT CAAT GCATCGCCT GCCAAAATCGTACCT TCT GAT GAAAGCGAT TCCATTCCACAAGAAT T
TGAAAGT CT TGGCGGGTGT CGCCGCCT T TCTGECCAT TGT CAAT GCATCGCCT GCCAAAATCGTACCT TCT GAT GAAAGCGAT TCCATTCCACAAGAAT T
TGAAAGT CTTGGCGGGT GT CGCCGCCTTTCTGGCCAT TGT CAATGCAT CGCCT GCCAAAAT CGTACCT TCTGATGAAAGCGATTCCATTCCACAAGAATT
TGAAAGT CTTGGCGGGT GT CGCCGCCT TTCTGGCCAT TGT CAAT GCATCGCCT GCCAAAAT CGTACCT TCTGAT GAAAGCGAT TCCATTCCACAAGAAT T
TGAAAGT CT TGGCGGGT GT CGCCGCCT TTCTGGCTAT TGCCAAT GCATCGCCT GCCGAGGT TGTACCT TCTGAT GAAAGCCAT CCCATTCCACAGGAAT T
TGAAAGT CT TGGCGGGT GT CGCCGCCT TTCTGGCTAT TGCCAAT GCATCGCCT GCCGAGGT TGTACCT TCTGAT GAAAGCCAT CCCATTCCACAGGAAT T
TGAAAATCT TGGCGGGT GT CACCGCCT T TCTGGCCAT TGCCAAT GCATCGCCT GCCGAAGTCGTACCT TC- - - TGAAAGCGAT TCCATTCCACAGGAATT
TGAAAGT CT TGGCGGGTGT CGCCGCCT T TCTGECCAT TGT CAAT GCATCGCCT GCCGAAGT CGTACCT TCTGAT GAAAGCGAT TCCATTCCACAGGAAT T
TGAAAGT CGT GGCGGGT GT CGCCGCCTTTCTGGCCAT TGCAAACGCAT CGCCT GCCGAAGT TGTACCT TCCGATGAAAGCGAT TCCATTCCACAGGAATT
TGAAAGT CTTGGCGGGT GT CGCTGCCT TTGT GGCCAT TGCCAAT GCATCGCCT GCCGAAGT CGTACCT TCTGAT GAAAGCGAT TCCATTCCACAGGAAT T
TGAAAGT CTTGGCGGGT GT CGCTGCCT T TCTGGCCAT TGCCAAT GCATCGCCT GCCGAAGT CGTACCT TCTGT TGAAAGCGAT TCCATTCCACAGGAATT
TGAAAGT CT TGGCGGGT GT CGCCGCCT T TCTGGCCAT TGCCAAT GCATCGCCT GCCGAAGT CGTACCT TCT GAT GAAAGCGAT CCCATTCCACAGGAATT
TGAAAGT CT TGGCGGGT GT CGCCGCCT T TCTGGECCAT TGCCAAT GCATCGCCT GCCGAAGT CGTACCT TCT GAT GAAAGCGAT CCCATTCCACAGGAAT T
TGAAAGT CT TGGCGGGTGT CGCCGCCT T TCTGBCCAT TGCCAAT GCATCGCCT GCCGAAGT CGTACCT TCT GAT GAAAGCGAT CCCATTCCACAGGAAT T
TGAAAGT CTTGGCGGGT GT CGCCGCCTTTCTGGCCAT TGCCAAT GCAT CGCCT GCCGAAGT CGTACCT TCT GATGAAAGCGAT CCCATTCCACAGGAATT
TGAAAGT CTTGGCGGGT GT CGCCGCCT TTCTGGCCAT TGCCAAT GCATCGCCT GCCGAAGT CGTACCT TCTGAT GAAAGCGAT CCCATTCCACAGGAAT T
TGAAAGT CT TGGCGGGT GT CGCCGCCT TTCTGGCCAT TGCCAAT GCATCGCCT GCCGAAGT CGTACCT TCT GAT GAAAGCGAT CCCATTCCACAGGAAT T
TGAAAGT CT TGGCGGGT GT CGCCGCCT TTCTGGCTAT TGCCAAT GCATCGCCT GCCGAAGT TGTACCT TCTAAT GAAAGCGAT CCCATTCCACAGGAAT T
TGAAAGTCTTAGCAGGTATTATTGCTTT TCTGGCCAT TGCCAAT GCATCGCCT GCCGAAGT CGTACCT TCTGAT GAAAGCGAT CCCATTCCACAGGAAT T
TGAAAGTCTTAGCAGGTATTATTGCTTT TCTGGCCAT TGCCAAT GCATCGCCT GCCGAAGT CGTACCT TCT GAT GAAAGCGAT CCCATTCCACAGGAATT
TGAAAGT CTTGGCGGGT GT CGCCGCCTTTCTGGCCAT TGCAAAT GCAT CGCCT GCCCAAGT TGCTCCTTCCGATGAAAGCGATTCCATTTCATAGGAATT
TGAAAGT CTTGGCGGGT GT CGCCGCCT TTCTGGCCAT TGCAAAT GCATCGCCT GCCCAAGT TGCTCCT TCCGAT GAAAGCGAT TCCATTTCATAGGAATT
TGAAAGT CTTGGCGGGT GT CGCCGCCT TTCTGGCTAT TGCCAAT GCATCGCCT GCCGAAGT TGTACCT TCTGAT GAAAGCGAT CCCATTCCACAGGAAT T
TGAAAGT CT TGGCGGGT GT CGCCGCCT T TCTGGCCAT TGCCAAT GCATCGCCT GCCGAAGT CGT GCCT TCT GAT GAAAGCGATCTCATTCCACAGGAATT
TGAAAGT CT TGGCGGGT GT CGCCGCCT T TCTGGCCAT TGCCAAT GCATCGCCT GCCGAAGT CGT GCCT TCT GAT GAAAGCGATCTCATTCCACAGGAAT T
TGAAAGT CT TGGCGGGTGT CGCCGCCT T TCT GECCAT TGCCAAT GCATCGCCT GCCGAAGT CGT GCCT TCT GAT GAAAGCGATCTCATTCCACAGGAATT
TGAAAGT CTTGGCGGGT GT CGCCGCCTTTCTGGCCAT TGCCAAT GCAT CGCCT GCCGAAGT CGT GCCTTCT GATGAAAGCGAT CTCATTCCACAGGAATT
TGAAAGT CTTGGCGGGT GT CGCCGCCT TTCTGGCCAT TGCCAAT GCATCGCCT GCCGAAGT CGT GCCT TCT GATGAAAGCGAT CTCATTCCACAGGAAT T
TGAAAGT CT TGGCGGGT GT CGCCGCCT TTCTGGCCAT TGCCAAT GCATCGCCT GCCGAAGT CGT GCCT TCT GAT GAAAGCGATCTCATTCCACAGGAATT
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CGCCGCCTTTCTGGCCATTGCCAAT GCAT CGCCT GCCGAAGT CGT GCCTTCTGATGAAAGCGATCT CATTCCACAGGAATT
CGCCGCCTTTCTGGCCATTGCCAAT GCAT CGCCT GCCGAAGT CGT GCCTTCTGATGAAAGCGATCT CATTCCACAGGAATT
CGCCGCCTTTCTGGCCATTGCCAAT GCAT CGCCT GCCGAAGT CGT GCCTTCTGATGAAAGCGATCT CATTCCACAGGAATT
CGCCGCCTTTCTGGCCATTGCCAAT GCAT CGCCTGCCGAAGT CGTGCCTTCTGAT GAAAGCGATCTCATTCCACAGGAATT
CGCCGCCTTTCTGGCCATTGCCAAT GCAT CGCCT GCCGAAGT CGT GCCTTCTGATGAAAGCGATCT CATTCCACAGGAAT T
CGCCGCCTTTCTGGCCATTGCCAAT GCAT CGCCT GCCGAAGT CGT GCCTTCTGATGAAAGCGATCT CATTCCACAGGAATT
CGCCGCCTTTCTGGCCATTGCCAAT GCAT CGCCT GCCGAAGT CGT GCCT TCTGATGAAAGCGATCTCATTCCACAGGAATT
CGCCGCCTTTCTGGCCATTGCCAAT GCAT CGCCT GCCGAAGT CGT GCCTTCTGATGAAAGCGATCT CATTCCACAGGAATT
CGCCGCCTTTCTGGCCATTGCCAAT GCAT CGCCT GCCGAAGT CGT GCCTTCTGATGAAAGCGATCT CATTCCACAGGAATT
CGCCGCCTTTCTGGCCATTGCCAAT GCATCGCCTGCCGAAGT CGTGCCTTCTGAT GAAAGCGATCTCATTCCACAGGAATT

TGAAAGT CTTGGCGGGI Gl
“TCARAG

I'TELGI GI GICACCACCT TTCTGECCATTGCCAAT GCAT CGCTTGCCGAAGT CGTACT TTCTGATGAAAGCGATTTCATACCACAAGAAT T
TGGCGT GI'GT CGCCGCCTTTCTGGCCAT TGT CAAT GCATCACCT - CCGAAGT CCTACCT TCTGATGAAAAT GATTCCATTCCACAGGAATT
CTTGGCGTGI'GT CGCCGCCT T TCTGGCCAT TGT CAAT GCATCACCT - CCGAAGTCCTACCT TCTGATGAAAATGATTCCATTCCACAGGAATT
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CATCGATGAGGTTCTTGCTTATTTTAAAACT CATCCTATAGATGGAAT AT CTAAGCGAGACGT GGGAAACGCT CTCCT TAAGCGAGT TCCAGCCGACCAC
CATCGATGAGGT TCTTGCTTATTTTAAAACT CATCCTATAGATGGAAT AT CTAAGCGAGACGT GGGAAACGCT CTCCT TAAGCGAGT TCCAGCCGACCAC
CATCGACGGAGT TCTTGCTTATT TCAAAGCT CAGCCT GTAAAT GGAACGT CCAAGCGAGACGT GGAAAACGCT CTCCATAAGCGAGT TCCAGCCGAACAC
CATCGACGGAGT TCTTGCTTATT TCAAAGCT CAGCCT GTAAAT GGAACGT CCAAGCGAGACGT GGAAAACGCT CTCCATAAGCGAGT TCCAGCCGAACAC
CATCGACGGAGITCTTGCTTATTTCAAAGCT CAGCCT GT AAAT GGAACGT CCAAGCGAGACGT GGAAAACGCT CTCCATAAGCGAGT TCCAGCCGAACAC
CATCGACGGAGTI TCTTGCTTATTTCAAAGCT CAGCCT GT AAAT GGAACGT CCAAGCGAGACGT GGAAAACGCT CTCCATAAGCGAGT TCCAGCCGAACAC
CATCGACGGAGT TCTTGCTTATTTCAAAGCT CAGCCT GT AAAT GGAACGT CCAAGCGAGACGT GGAAAACGCT CTCCATAAGCGAGT TCCAGCCGAACAC
CATCGACGGAGT TCTTGCTTATT TCAAAGCT CAGCCT GTAAAT GGAACGT CCAAGCGAGACGT GGAAAACGCT CTCCATAAGCGAGT TCCAGCCGAACAC
CATCGACGGAGT TCTTGCTTATT TCAAAGCT CAGCCT GTAAAT GGAACGT CCAAGCGAGACGT GGAAAACGCT CTCCATAAGCGAGT TCCAGCCGAACAC
CATCGACGGAGT TCTTGCTTATT TCAAAGCT CAGCCT GTAAAT GGAACGT CCAAGCGAGACGT GGAAAACGCT CTCCATAAGCGAGT TCCAGCCGAACAC
CATCGACGGAGITCTTGCTTATTTCAAAGCT CAGCCT GT AAAT GGAACGT CCAAGCGAGACGT GGAAAACGCT CTCCATAAGCGAGT TCCAGCCGAACAC
CATCGACGGAGTI TCTTGCTTATTTCAAAGCT CAGCCT GT AAAT GGAACGT CCAAGCGAGACGT GGAAAACGCT CTCCATAAGCGAGT TCCAGCCGAACAC
CATCGACGGAGT TCTTGCTTATTTCAAAGCT CAGCCT GT AAAT GGAACGT CCAAGCGAGACGT GGAAAACGCT CTCCATAAGCGAGT TCCAGCCGAACAC
CATCGACGGAGT TCTTGCTTATT TCAAAGCT CAGCCT GTAAAT GGAACGT CCAAGCGAGACGT GGAAAACGCT CTCCATAAGCGAGT TCCAGCCGAACAC
CATCGACGGAGT TCTTGCTTATT TCAAAGCT CAGCCT GTAAAT GGAACGT CCAAGCGAGACGT GGAAAACGCT CTCCATAAGCGAGT TCCAGCCGAACAC
CATCGACGGAGT TCTTGCTTATT TCAAAGCT CAGCCT GTAAAT GGAACGT CCAAGCGAGACGT GGAAAACGCT CTCCATAAGCGAGT TCCAGCCGAACAC
CATCGACGGAGITCTTGCTTATTTCAAAGCT CAGCCT GT AAAT GGAACGT CCAAGCGAGACGT GGAAAACGCT CTCCATAAGCGAGT TCCAGCCGAACAC
CATCGACGGAGI TCTTGCTTATTTCAAAGCT CAGCCT GT AAAT GGAACGT CCAAGCGAGACGT GGAAAACGCT CTCCATAAGCGAGT TCCAGCCGAACAC
CATCGATGGAGT TCTTGCTTATTTCAAAGCT CACCCT T TAAAT GGAACGGECCAAGAGAGACAT GGGAAACGCT CTCCATAAGCGAGT TCCAGGCGAGCAC
CATCGATGGAGT TCTTGCTTATT TCAAAGCT CACCCT T TAAAT GGAACGGECCAAGAGAGACAT GGGAAACGCT CTCCATAAGCGAGT TCCAGGBCGAGCAC
CATCGACGGAGT CCTTGCTTACT TCAAAGCT CATCCT GT AAAT GGAACGT CCAAGCGAGACGT GGGAAAT GCT CTCCATAAGCGAGT TCCAGCCGACCAC
CATCGACGGAGT TCTTGCATATTTCAAAGCT CATCCTGTAAAT GGAAT GT CCAAGCGAGACGT GGGAAACGCT CTCCATAAGCGAGT CCCAGCCGACCAC
CATCGACGGAGITCTTGCTTATTTCAAAGCT CATCCTGT AAATGGAAT GT CCAAGCGAGACGT GGGAAACGCT CTCCATAAGCGAGT CCCAGCCGACCAC
CATCGACGGAGI TCTTGCTTATTTCAAAGCT CATCCTGT AAAT GGAACGT CCAAGCGAGACGT GGGAAACGCT CTCCATAAGCGAGT TCCAGCCGAACAC
CATCGACGGAGT TCTTGCTTATTTCAAAACT CATCCT GT AAAT GGAACGT CCAAGCGAGACGT TGGAAACGCT CTCCATAAGCGAGT TCCAGCCGACCAC
CATCGACGGAGT TCTTGCTTATT TCAAAGCT CACCCT T TAAAT GGAACGGCT AAGCGAGAT GT AGGAAACGCT CTCCATAAGCGAGT TCCAGCCGAACAC
CATCGACGGAGT TCTTGCTTATT TCAAAGCT CACCCT T TAAAT GGAACGGCTAAGCGAGAT GTAGGAAACGCT CTCCATAAGCGAGT TCCAGCCGAACAC
CATCGACGGAGT TCTTGCTTATTTCAAAGCT CACCCTTTAAATGGAACGGCTAAGCGAGAT GTAGGAAACGCT CTCCATAAGCGAGT TCCAGCCGAACAC
CATCGACGGAGITCTTGCTTATTTCAAAGCT CACCCTTTAAAT GGAACGGCT AAGCGAGAT GT AGGAAACGCT CTCCATAAGCGAGT TCCAGCCGAACAC
CATCGACGGAGTI TCTTGCTTATTTCAAAGCT CACCCTTTAAAT GGAACGGCT AAGCGAGAT GT AGGAAACGCT CTCCATAAGCGAGT TCCAGCCGAACAC
CATCGACGGAGT TCTTGCTTATTTCAAAGCT CACCCT T TAAAT GGAACGGCT AAGCGAGAT GT AGGAAACGCT CTCCATAAGCGAGT TCCAGCCGAACAC
CATCGACGGAGT TCTTGCTTATT TCAAAGCT CATCCT T TAAAT GGAACGT CCAAGCGAGACGT GGGAAACGCT CTCCATAAGCGAGT TCCAGCCGACCAC
CATCGACGGAGT TCTTGCTTATT TCAAAGCT CATCCT GT AAAT GGAACGT CCAAGCGAGACGT GGGAAACGCCCT CCATAAGCGAGT TCCAACCAACCAC
CATCGACGGAGT TCTTGCTTATT TCAAAGCT CATCCTGTAAAT GGAACGT CCAAGCGAGACGT GGGAAACGCCCT CCATAAGCGAGT TCCAACCAACCAC
CATCGACGGAGITCTTGCTTATTTCAAAGCT CATCCTGT AAAT GGAACGT CCAAGCGAGACGT GGGAAACGCT CTCCATAAGCGAGT TCCAGCCGACCAC
CATCGACGGAGI TCTTGCTTATTTCAAAGCT CATCCTGT AAAT GGAACGT CCAAGCGAGACGT GGGAAACGCT CTCCATAAGCGAGT TCCAGCCGACCAC
CATCGACGGAGT TCTTGCTTATTTCAAAGCT CACCCT TTAAAT GGAACGGCCAAGCGAGACGT GGGAAACGCT CTCCATAAGCGAGT TCCAGCCGACCAC
CATCGACGGAGT TCTTGCTTATT TCAAAGCT CATCCT GT AAAT GGAACGT CCAAGCGAGACGT GGGAAACGCCCT CCATAAGCGAGT TCCAACCAACCAC
CATCGACGGAGT TCTTGCTTATT TCAAAGCT CATCCT GT AAAT GGAACGT CCAAGCGAGACGT GGGAAACGCCCT CCATAAGCGAGT TCCAACCAACCAC
CATCGACGGAGT TCTTGCTTATTTCAAAGCT CATCCTGTAAAT GGAACGT CCAAGCGAGACGT GGGAAACGCCCT CCATAAGCGAGT TCCAACCAACCAC
CATCGACGGAGITCTTGCTTATTTCAAAGCT CATCCTGT AAAT GGAACGT CCAAGCGAGACGT GGGAAACGCCCT CCATAAGCGAGT TCCAACCAACCAC
CATCGACGGAGI TCTTGCTTATTTCAAAGCT CATCCTGT AAAT GGAACGT CCAAGCGAGACGT GGGAAACGCCCT CCATAAGCGAGT TCCAACCAACCAC
CATCGACGGAGT TCTTGCTTATTTCAAAGCT CATCCT GT AAAT GGAACGT CCAAGCGAGACGT GGGAAACGCCCT CCATAAGCGAGT TCCAACCAACCAC
CATCGACGGAGT TCTTGCTTATT TCCAAGCT CATCCT GT AAAT GGAACGT CCAAGCGAGACGT GGGAAACGCCCT CCATAAGCGAGT TCCAACCAACCAC
CATCGACGGAGT TCTTGCTTATT TCCAAGCT CATCCTGT AAAT GGAACGT CCAAGCGAGACGT GGGAAACGCCCT CCATAAGCGAGT TCCAACCAACCAC
CATCGACGGAGT TCTTGCTTATT TCCAAGCT CATCCT GT AAAT GGAACGT CCAAGCGAGACGT GGGAAACGCCCT CCATAAGCGAGT TCCAACCAACCAC
CATCGACGGAGITCTTGCTTATTTCCAAGCT CATCCTGT AAGT GGAACGT CCAAGCGAGACGT GGGAAACGCCCT CCATAAGCGAGT TCCAACCAACCAC
CATCGACGGAGI TCTTGCTTATTTCCAAGCT CATCCTGT AAGT GGAACGT CCAAGCGAGACGT GGGAAACGCCCT CCATAAGCGAGT TCCAACCAACCAC
CATCGACGGAGT TCTTGCTTATTTCCAAGCT CATCCT GT AAGT GGAACGT CCAAGCGAGACGT GGGAAACGCCCT CCATAAGCGAGT TCCAACCAACCAC
CATCGACGGAGT TCTTGCTTATT TCCAAGCT CATCCT GT AAGT GGAACGT CCAAGCGAGACGT GGGAAACGCCCT CCATAAGCGAGT TCCAACCAACCAC
CATCGACGGAGT TCTTGCTTATT TCCAAGCT CATCCT GT AAGT GGAACGT CCAAGCGAGACGT GGGAAACGCCCT CCATAAGCGAGT TCCAACCAACCAC
CATCGACGGAGT TCTTGCTTATT TCCAAGCT CATCCT GT AAGT GGAACGT CCAAGCGAGACGT GGGAAACGCCCT CCATAAGCGAGT TCCAACCAACCAC
CATCGACGGAGI TCTTGCTTATTTCCAAGCT CATCCTGT AAGT GGAACGT CCAAGCGAGACGT GGGAAACGCCCT CCATAAGCGAGT TCCAACCAACCAC
CATCGATGAAATCATTGCTTACT TCAAAGCCCAT CCTGT AAAT GGAACGT CAAAGCAAGACGT ACGAAACGCT CTCCATAAGCGAGT TCCAGCT GACCAT
TATTGACGGAGI TCT- - - - TATTTAAAAGCT CAT CCTGT GAAT GGAACGT CCAAGCGAGGT GTAGGAAACGT TCCCCATAAGCGAAT TCCCGGECGACCAT
TATTGACGGAGT TCT- - - - TATTTAAAAGCT CATCCTGT GAAT GGAACGT CCAAGCGAGGT GTAGGAAACGT TCCCCATAAGCGAAT TCCCGGCGACCAT
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Fom n_009_1 - GGCTGCGACCATGATGATCATTGGT TCTGGECGT TCT TGT CTGAGCGAT GTAGGT CCGAGGCAATTCCAAGACCAGT GTCAGAA- - - - - - TGAGC- - ATG
Fom n_011_1 - GGCTGCGACCATGATGATCATTGGT TCTGGECGT TCT TGT CTGAGCGAT GTAGGT CCGAGGCAATTCCAAGACCAGT GTCAGAA- - - - - - TGAGC- - ATG
Fol yc_069 - GGCTGCAACCATGACGAT CATTGGT TCATGCGT TCT TGT CTGAGCGAT GTAGGT CCGAGGCAAT TCCAAGACCGGT GTCAGGA- - - - - - TGAGC- - ATG
Fol yc_002 - GGCTGCAACCATGACGATCATTGGT TCATGCGT TCT TGT CTGAGCGAT GTAGGT CCGAGGCAAT TCCAAGACCGGT GTCAGGA- - - - - - TGAGC- - ATG
Fol yc_016 - GGCTGCAACCATGACGATCATTGGI TCATGCGT TCTTGT CTGAGCGAT GTAGGT CCGAGGCAATTCCAAGACCGGT GTCAGGA- - - - - - TGAGC - ATG
Fol yc_038 - GGCTGCAACCAT GACGAT CATTGGT TCATGCGT TCT TGT CTGAGCGAT GTAGGT CCGAGGCAAT TCCAAGACCGGT GTCAGGA- - - - - - TGAGC- - ATG
Fol yc_072 - GGCTGCAACCAT GACGAT CATTGGT TCATGCGT TCT TGT CTGAGCGAT GTAGGT CCGAGGCAAT TCCAAGACCGGT GTCAGGA- - - - - - TGAGC- - ATG
Fol yc_073 - GGCTGCAACCAT GACGAT CATTGGT TCATGCGT TCT TGT CTGAGCGAT GTAGGT CCGAGGCAAT TCCAAGACCGGT GTCAGGA- - - - - - TGAGC- - ATG
Fol yc_074 - GGCTGCAACCATGACGATCATTGGT TCATGCGT TCT TGT CTGAGCGAT GTAGGT CCGAGGCAAT TCCAAGACCGGT GTCAGGA- - - - - - TGAGC- - ATG
Fol yc_075 - GGCTGCAACCATGACGAT CATTGGT TCATGCGT TCT TGT CTGAGCGAT GTAGGT CCGAGGCAAT TCCAAGACCGGT GTCAGGA- - - - - - TGAGC- - ATG
Fol yc_4287 - GGCTGCAACCATGACGATCATTGGI TCATGCGT TCTTGT CTGAGCGAT GTAGGT CCGAGGCAATTCCAAGACCGGT GTCAGGA- - - - - - TGAGC - ATG
Fol yc_M\25 - GGCTGCAACCAT GACGAT CATTGGT TCATGCGT TCT TGT CTGAGCGAT GTAGGT CCGAGGCAAT TCCAAGACCGGT GTCAGGA- - - - - - TGAGC- - ATG
Fol yc_004 - GGCTGCAACCAT GACGAT CATTGGT TCATGCGT TCT TGT CTGAGCGAT GTAGGT CCGAGGCAAT TCCAAGACCGGT GTCAGGA- - - - - - TGAGC- - ATG
Fol yc_007 - GGCTGCAACCATGACGAT CATTGGT TCATGCGT TCT TGT CTGAGCGAT GTAGGT CCGAGGCAAT TCCAAGACCGGT GTCAGGA- - - - - - TGAGC- - ATG
Fol yc_014 - GGCTGCAACCATGACGATCATTGGT TCATGCGT TCT TGT CTGAGCGAT GTAGGT COCGAGGCAAT TCCAAGACCGGT GTCAGGA- - - - - - TGAGC- - ATG
Fol yc_018 - GGCTGCAACCATGACGAT CATTGGT TCATGCGT TCT TGT CTGAGCGAT GTAGGT COGAGGCAAT TCCAAGACCGGT GTCAGGA- - - - - - TGAGC- - ATG
Fol yc_026 - GGCTGCAACCATGACGATCATTGGI TCATGCGT TCTTGT CTGAGCGAT GTAGGT CCGAGGCAATTCCAAGACCGGT GTCAGGA- - - - - - TGAGC - ATG
Fol yc_029 - GGCTGCAACCAT GACGAT CATTGGT TCATGCGT TCT TGT CTGAGCGAT GTAGGT CCGAGGCAAT TCCAAGACCGGT GTCAGGA- - - - - - TGAGC- - ATG
Focub_B2 - GGCTGCGACCAT GACGAT CAT TGGGT GT CGCGT ATGT GT CT GAGCGAT GTAGGT CCAAGGGAATACGAAGACGAGT GTCAGGA- - - - - - TGAGG - ATG
Focub_I |5 - GGCTGCGACCAT GACGAT CAT TGGGT GTCGCGT ATGT GT CT GAGCGAT GTAGGT CCAAGGGAATACGAAGACGAGT GTCAGGA- - - - - - TGAGG - ATG
Forap_PHW15_1 - GGCTGCGACCATGCAGATCAT TGGGT GGAGCGT TAT TGT CTGAGCGATGTAGGT CCGAGGCAAT TCGAAGACGAGTGI TA- - - - - - - - - TGATC- - ATG
Focon_5176 - GGCTGCGACCATGACGAT CATTGGT TCTGGCGT TCT TGCCT GAGCGAT GTAGGT COCGAGGGAAT TCCAAGACCAGT GTCAGAA- - - - - - TGAGC- - ATG
Focon_PHW\808 - GGCTGCGACCATGACGATCATTGGI TCTGGCGT TCTTGCCT GAGCGAT GTAGGT CCGAGGGAATTCCAAGACCAGT GTCAGAA- - - - - - TGAGC - ATG
Forap_PHW15_0 - GGCTGCGACCATGACAATCATTGGI TGT CGCGI TATTGI CTGAGCGATATTGGT CCAAGAGAAT TCGAAGATTGGT GTCAAAATCC- - - TGAGG - ATA
Fopi s_HDV247 - GGCTGCGACCCT GCCGAT CGT TGGEGT GGGT CGTACT TGT CGGAGCGAT GTAGGT CCGAGGGAAT TCGAAGACTATTGTCGCGA- - - - - - TGTAG - ATG
Fol ag_001_0 - GGCTGCGACCAT GACGAT CAT TGGGT GGAGCGT ACT TGT CTGAGCGAT GTAGGT CCGAGGCAAT TCGAAGACCAGT GTCTGGA- - - - - - TCCAC- - ATG
Fol ag_005_0 - GGCTGCGACCAT GACGAT CAT TGGGT GGAGCGT ACT TGT CTGAGCGAT GTAGGT COCGAGGCAAT TCGAAGACCAGT GTCTGGA- - - - - - TCCAC- - ATG
Fol ag_002_0 - GGCTGCGACCAT GACGAT CAT TGGGT GGAGCGT ACT TGT CTGAGCGAT GTAGGT COGAGGCAAT TCGAAGACCAGT GTCTCGA- - - - - - TCCAC- - ATG
Fol ag_004_0 - GGCTGCGACCAT GACGAT CATTGGGT GGAGCGTACT TGT CT GAGCGAT GTAGGT CCGAGGCAATTCGAAGACCAGT GTCTGGA- - - - - - TCCAGC- - ATG
Formom 001_0 - GGCTGCGACCAT GACGAT CAT TGGEGT GGAGCGT ACT TGT CTGAGCGAT GTAGGT CCGAGGCAAT TCGAAGACCAGT GTCTGGA- - - - - - TCCAG- - ATG
Fonom 004_0 - GGCTGCGACCAT GACGAT CAT TGGGT GGAGCGT ACT TGT CTGAGCGAT GTAGGT CCGAGGCAAT TCGAAGACCAGT GTCTGGA- - - - - - TCCAC- - ATG
Fogl a_G76 - GGCTGCGACCATGACGAT CATTGGT TCTGGECGT TCT TGT CTGACCGAT GTAGGT CCGAGGCAATTCCAAGACCAGT GTCAGAA- - - - - - TGAGG - ATG
Fonom 001_2 - GGCTGCGACCAT GCCGAT CAT TGGGT GCGGCGT TCT TGT CTGAGCGAT GAAGGT CCGAGGGAATACCAAGACGAGT GTGTGGATACTGATGAGG: - ATG
Fonom 004_3 - GGCTGCGACCAT GCCGAT CAT TGGGT GCGGCGT TCT TGT CTGAGCGAT GAAGGT COCGAGGGAATACCAAGACGAGT GTGTGGATACTGATGAGG: - ATG
Forom 001_1 - GGCTGTI GAGCAT GCCGGT CATTGGGT GCGECGT TCT TGT CTGAGCGAT GTAGGT CCTAGGGAATACGAAGACCAGT GTGTGGATAG:- - - TATGG: - ATG
Formom 004_1 - GGCTGT GAGCAT GCCGGT CAT TGGEGT GCGECGT TCT TGT CTGAGCGAT GTAGGT CCTAGGGAATACGAAGACCAGT GTGTGGATAC:- - - TATGG: - ATG
Fol il _39 - GGCTGCGAGCAT GCCGAT CAT TGGGT GCGECGT TCT TGT CTGAGCGAT GTAGGT CCGAGGGAATACGAAGACGAGT GTGTGGATAC:- - - TGAGG: - ATG
Fol ag_001_1 - GGCTGCGAT CATGCCGAT CAT TGGGT GCGECGT TCT TGT CTGAGCGAT GAAGGT CCGAGGGAATACGAAGACGAGT GTATGGATAC- - - TGAGG: - ATG
Fol ag_002_1 - GGCTGCGAT CATGCCGAT CAT TGGGT GCGGCGT TCT TGT CTGAGCGAT GAAGGT CCGAGGGAATACGAAGACGAGT GTATGGATAC- - - TGAGG: - ATG
Fol ag_004_1 - GGCTGCGAT CATGCCGAT CAT TGGGT GCGGCGT TCT TGT CTGAGCGAT GAAGGT COCGAGCGAATACGAAGACGAGT GTATGGATAC- - - TGAGG: - ATG
Fol ag_005_1 - GGCTGCGATCAT GCCGAT CATTGGGT GCGECGT TCT TGT CTGAGCGAT GAAGGT CCGAGGGAATACGAAGACGAGT GTATGGATAG:- - - TGAGG: - ATG
Formom 001_3 - GGCTGCGAT CAT GCCGAT CAT TGGGT GCGECGT TCT TGT CTGAGCGAT GAAGGT CCGAGGGAATACGAAGACGAGT GTATGGATAC- - - TGAGG: - ATG
Fonom 004_2 - GGCTGCGAT CATGCCGAT CAT TGGGT GCGECGT TCT TGT CTGAGCGAT GAAGGT CCGAGGGAATACGAAGACGAGT GTATGGATAC:- - - TGAGG: - ATG
Form n_006 - GGCTGCGAT CATGCCGAT CAT TGGGT GCGECGT TCT TGT CTGAGCGAT GAAGGT CCGAGGGAATACCAAGACGAGT GTGTGGATR

Fom n_012 - GGCTGCGAT CATGCCGAT CAT TGGGT GCGGCGT TCT TGT CTGAGCGAT GAAGGT CCGAGGGAAT ACCAAGACGAGT GTGT GGAT

Fom n_013 - GGCTGCGAT CAT GCCGAT CAT TGGGT GCGGCGT TCT TGT CTGAGCGAT GAAGGT CCGAGGGAAT ACCAAGACGAGT GTGT GGAT

Fom n_001 GGGCTGCGATCATGCCGATCAT TGGGT GCGGCGT TCTTGT CTGAGCGAT GAAGGT CCGAGGGAATACCAAGACGAGT GTGT GGAT

Fom n_004 GGGCTGCGATCATGCCGAT CATTGGGT GCGGCGT TCTTGT CTGAGCGAT GAAGGT CCGAGGGAATACCAAGACGAGT GT GTGGAT|

Fom n_010 GGGCTGCGATCATGCCGAT CATTGGGT GCGGCGT TCTTGT CTGAGCGAT GAAGGT CCGAGGGAATACCAAGACGAGT GT GTGGAT|

Fom n_005 GGGCTGCGATCATGCCGATCATTGGGT GCGGECGT TCTTGT CTGAGCGAT GAAGGT CCGAGGGAATACCAAGACGAGT GT GTGGAT|

Fom n_016 GGGCTGCGATCATGCCGATCATTGGGT GCGGECGT TCTTGT CTGAGCGAT GAAGGT CCGAGGGAATACCAAGACGAGT GT GTGGAT|

Fom n_009_0 - GGCTGCGAT CAT GCCGAT CAT TGGGT GCGGCGT TCT TGT CTGAGCGAT GAAGGT CCGAGGGAAT ACCAAGACGAGT GTGT GGAT

Fom n_011_0 - GGCTGCGATCAT GCCGAT CATTGGGT GCGECGT TCT TGT CTGAGCGAT GAAGGT CCGAGGGAAT ACCAAGACGAGT GT GT GGAT]

Foni c_001 - GGCTGCGAGCAT GCCGAT CAT TGGGT GAGECGT CAT TGT CTAGGT AAT GAAGGT CCGAGAGCATACGAAAACGAGT GCCAGGA:- - - - - - TGACG A%
Foni c_003 - GGCTGCGACCAT GCCGAT CAT TGAGT GGCGCGTACT TGT CTGAGCGATATAGGT CCGAGGGAATACGAGGACGAGTIGTCAG: - - - - - - -

Foni c_012 - GGCTGCGACCAT GCCGAT CAT TGAGT GGCGCGTACT TGT CTGAGCGATATAGGT CCGAGGGAATACGAGGACGAGT GTCAG: - - - - - - - CGACCCGATG
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GAGATC:- - - CCTATGAGGT GGATGGAATTTGCCCAGAGT TGACGT ACT GCTCCCCGGT CAT CGAACAAGAAAACGGGCACGAGGT TCACGACATAATTTG
GAGATC:- - - CCTATGAGGT GGATGGAATT TGCCCAGAGT TGACGT ACT GCT CCCCGGT CAT CGAACAAGAAAACGGGCACGAGGT TCACGACATAATTTG
GAAATC- - - CCTACGACGT GGATGGAATTTGT CTAGAGT TTACGTACT GCT CCGCGGT CAT CGAACAGGAAAACGGGCACGAGAT TCACGACATAATTTG
GAAATC- - - CCTACGACGT GGATGGAATTTGT CTAGAGT TTACGTACT GCT CCGCGGT CAT CGAACAGGAAAACGGGCACGAGATTCACGACATAATTTG
GAAATC- - - CCTACGACGT GGATGGAATTTGT CTAGAGI TTACGT ACT GCTCCGCGGT CATCGAACAGGAAAACGGGCACGAGATTCACGACATAATTTG
GAAATC- - - CCTACGACGT GGATGGAATTTGT CTAGAGT TTACGT ACT GCT CCGCGGT CAT CGAACAGGAAAACGGGCACGAGAT TCACGACATAATTTG
GAAATC- - - CCTACGACGT GGATGGAATTTGT CTAGAGT TTACGT ACT GCT CCGCGGT CAT CGAACAGGAAAACGGGCACGAGAT TCACGACATAATTTG
GAAATC- - - CCTACGACGT GGATGGAATTTGT CTAGAGT TTACGTACT GCT CCGCGGT CAT CGAACAGGAAAACGGGCACGAGAT TCACGACATAATTTG
GAAATC- - - CCTACGACGT GGATGGAATTTGT CTAGAGT TTACGTACT GCT CCGCGGT CAT CGAACAGGAAAACGGGCACGAGAT TCACGACATAATTTG
GAAATC- - - CCTACGACGT GGATGGAATTTGT CTAGAGT TTACGTACT GCT CCGCGGT CAT CGAACAGGAAAACGGGCACGAGAT TCACGACATAATTTG
GAAATC- - - CCTACGACGT GGATGGAATTTGT CTAGAGI TTACGT ACT GCTCCGCGGT CATCGAACAGGAAAACGGGCACGAGATTCACGACATAATTTG
GAAATC- - - CCTACGACGT GGATGGAATTTGT CTAGAGT TTACGT ACT GCT CCGCGGT CAT CGAACAGGAAAACGGGCACGAGAT TCACGACATAATTTG
GAAATC- - - CCTACGACGT GGATGGAATTTGT CTAGAGT TTACGT ACT GCT CCGCGGT CAT CGAACAGGAAAACGGGCACGAGAT TCACGACATAATTTG
GAAATC- - - CCTACGACGT GGATGGAATTTGT CTAGAGT TTACGTACT GCT CCGCGGT CAT CGAACAGGAAAACGGGCACGAGAT TCACGACATAATTTG
GAAATC- - - CCTACGACGT GGATGGAATTTGT CTAGAGT TTACGTACT GCT CCGCGGT CAT CGAACAGGAAAACGGGCACGAGAT TCACGACATAATTTG
GAAATC- - - CCTACGACGT GGATGGAATTTGT CTAGAGT TTACGTACT GCT CCGCGGT CAT CGAACAGGAAAACGGGCACGAGATTCACGACATAATTTG
GAAATC- - - CCTACGACGT GGATGGAATTTGT CTAGAGI TTACGT ACT GCTCCGCGGT CATCGAACAGGAAAACGGGCACGAGATTCACGACATAATTTG
GAAATC- - - CCTACGACGT GGATGGAATTTGT CTAGAGT TTACGT ACT GCT CCGCGGT CAT CGAACAGGAAAACGGGCACGAGAT TCACGACATAATTTG
GAGAGG - - AATACCAAGCGGATGGAATTTGT CCAGAGCT TACGT ACT GCT CCGAGGT CAT CGAACGGGGACATGAGCACCAGATTCACGACATAATTTG
GAGAGG- - - AATACCAAGCGGATGGAATTTGT CCAGAGCT TACGT ACT GCT CCGAGGT CAT CGAACGGGGACATGAGCACCAGAT TCACGACATAATTTG
GAGAAA- - - TGTACAATGCGGATGGAATTTGT CCAGAGTATACGTACT GCTCTGACGT CATCGAAGCGGBGCCATGCGCAC- - - - - - - - - GACATAATTTG
GAGATC:- - - CTTACGAGGCGGATGGAATTTGT CCAGAGCT TACCCACT GCCT CGAGGT CAT CAGACATGAAAAT GGGCACGATGT TAGAGACATAGCT TG
GAGATC- - - CTTACGAGGCGGATGGAAT TTGT CCAGAGCT TACCCACT GCCT CGAGGT CATCAGACAT GAAAAT GGGCACGATGTTAGAGACATAGCTTG
ATAACG- - - TTTATCTGGCGGAT GGAACT TGT CCAGAGCT TACGTACT GCTCCCCAACCGT CGAACAGGGACAT GGECACGCGATTCATGACATAATTTG
GAGAGG- - - TCTACGACGT GGATGGAATTTGT CCAGAGCATACATACT GCT CCCAGCT CAACGAACAGGAACATGGCCATCAGATTCTAGACATAATTTG
AAGAGGT CTTCTATCAAGT GGAT GGAAT T TGCCCAGAGT TGACGTACT GCTCCGAGGT CATCGAACAGATAAAT GGCGACGAGGT TCGCGACGTGATTTG
AAGAGGT CTTCTATCAAGT GGAT GGAAT T TGCCCAGAGT TGACGTACT GCTCCGAGGT CATCGAACAGATAAAT GGCGACGAGGT TCGCGACGTGATTTG
AAGAGGT CTTCTATCAAGT GGAT GGAAT T TGCCCAGAGT TGACGTACT GCTCCGAGGT CATCGAACAGATAAAT GGCGACGAGGT TCGCGACGTGATTTG
AAGAGGT CTTCTATCAAGT GGATGGAATTTGCCCAGAGT TGACGT ACT GCT CCGAGGT CATCGAACAGATAAAT GGGGACGAGGT TCGCGACGTGATTTG
AAGAGGT CTTCTATCAAGT GGAT GGAAT T TGCCCAGAGT TGACGTACT GCTCCGAGGT CATCGAACAGATAAAT GGCGACGAGGT TCGCGACGTGATTTG
AAGAGGT CTTCTATCAAGT GGAT GGAAT TTGCCCAGAGT TGACGT ACT GCTCCGAGGT CATCGAACAGATAAAT GGEGACGAGGT TCGCGACGTGATTTG
GAGATC:- - - CCTACGAGGT GGATGGAATTTGT CCAGAGT TGACGT ACT GCT CCGAGGT CAT CGAACAGGAGAATGGGCACCAGGT TCAAGACATAATTTG
GAGAGG- - - AGTACGAAGT GGATGGAATTTGT CCAGAGT TTACGTACT GCT CCGAGGT CGT CGAAGAGGGACATGAGCAAGAGACT CAGGACATAATTTG
GAGAGG- - - AGTACGAAGT GGATGGAATTTGT CCAGAGT TTACGTACT GCT CCGAGGT CGT CGAAGAGGGACATGAGCAAGAGACT CAGGACATAATTTG
GAGAGG - - AGTACGTAGT GGATGGAATTTGT CCAGAGT TTACGT ACT GCTCCGAGAT CGT CCAAGAGGGACCT GAGCATGAGACTCAGGACATAATTTG
GAGAGG - - AGTACGTAGT GGATGGAATTTGT CCAGAGT TTACGT ACT GCT CCGAGAT CGT CCAAGAGGGACCT GAGCATGAGACT CAGGACATAATTTG
GAGAGG - - AGTACGAAGT GGATGGAATTTGT CCAGAGT TTACGT ACT GCT CCGAGGT CGT CGAACAGGGACCT GAGCAAGAGACTCAGGACATAATTTG
GAGAGG- - - AGTACGAAGT GGATGGAATTTGT CCAGAGT TTACGT ACT GCT CCGAGGT CGT CGAAGAGGGACATGAGCATGAGACT CAGGACATAATTTG
GAGAGG- - - AGTACGAAGT GGATGGAATTTGT CCAGAGT TTACGTACT GCT CCGAGGT CGT CGAAGAGGGACATGAGCATGAGACT CAGGACATAATTTG
GAGAGG- - - AGTACGAAGT GGATGGAATTTGT CCAGAGT TTACGTACT GCT CCGAGGT CGT CGAAGAGGGACATGAGCATGAGACT CAGGACATAATTTG
GAGAGG - - AGTACGAAGT GGATGGAATTTGT CCAGAGT TTACGT ACT GCTCCGAGGT CGT CGAAGAGGGACAT GAGCATGAGACTCAGGACATAATTTG
GAGAGG -- AGTACGAAGI' GGATGGAATTTGICCAGAGT TTACGTACT GCTCCGAGGT CGT CGAAGAGGGACAT GAGCAT GAGACT CAGGACATAATTTG
ACGAAGT GGATGGAAT TTGT CCAGAGT TTACGT ACT GCTCCGAGGT CGT CGAAGAGGGACAT GAGCAT GAGACT CAGGACATAATT TG
ACGAAGT GGATGGAAT TTGT CCAGAGT TTACGTACT GCTCCGAGGT CGT CGAAGAGGGACAT GAGCAT GAGACTCAGGACATAATTTG
ACGAAGT GGATGGAAT TTGT CCAGAGT TTACGTACT GCTCCGAGGT CGT CGAAGAGGGACAT GAGCATGAGACT CAGGACATAATTTG
ACGAAGT GGATGGAAT TTGT CCAGAGT TTACGTACT GCTCCGAGGT CGTCGAAGAGGGACAT GAGCATGAGACT CAGGACATAATTTG
ACGAAGT GGATGGAATTTGI CCAGAGT TTACGT ACT GCT CCGAGGT CGT CGAAGAGGGACAT GAGCAT GAGACT CAGGACATAATTTG
ACGAAGT GGATGGAAT TTGT CCAGAGT TTACGTACT GCTCCGAGGT CGT CGAAGAGGGACAT GAGCAT GAGACTCAGGACATAATTTG
ACGAAGT GGATGGAAT TTGT CCAGAGT TTACGT ACT GCTCCGAGGT CGT CGAAGAGGGACAT GAGCAT GAGACT CAGGACATAATTTG
ACGAAGT GGATGGAAT TTGT CCAGAGT TTACGTACT GCTCCGAGGT CGT CGAAGAGGGACAT GAGCAT GAGACT CAGGACATAATTTG
ACGAAGT GGATGGAAT TTGT CCAGAGT TTACGTACT GCTCCGAGGT CGT CGAAGAGGGACAT GAGCATGAGACT CAGGACATAATTTG
ACGAAGT GGATGGAAT TTGT CCAGAGT TTACGTACT GCTCCGAGGT CGT CGAAGAGGGACAT GAGCATGAGACT CAGGACATAATTTG
ACGAAGT GGATGGAATTTGI CCAGAGT TTACGT ACT GCT CCGAGGT CGT CGAAGAGGGACAT GAGCAT GAGACT CAGGACATAATTTG
ACGAAG -- AATATGQGGI'AGGI'GEGI’ TGI GTCCAGAGCCTACGT ACT GCTCCAAGGT CTTCGAACAGGGAGAT GAGCACGAGGT TCACGACATAATTTG
GAGAAG- - - ATTATGAGGCGGATGGA- TTTATCCAGAGCTTACGTATTGCTCCGAGGT CATCGAACAGGGACATTGGCACGAGATTCACGACAAACTTTG
GAGAAG- - - ATTATGAGGCGGATGGA- TTTATCCAGAGCTTACGTATTGCTCCGAGGT CATCGAACAGGGACATTGGCACGAGAT TCACGACAAACTTTG
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TATGCCAGCCACGCCGCCCAGAGAGGACAATATAGGAACG- - - - - - - - - AAGGGT CAATATGGCTATAGGACT GT CCAGGCAGT CACGCAGCGAGGAGT G
TATGCCAGCCACGCCGCCCAGAGAGGACAATATAGGAACE- - - - - - - - - AAGGGT CAATATGGCTATAGGACT GT CCAGGCAGT CACGCAGCGAGGAGT G
TATACCAGCCACGCCT CCAAAGGAGGACAAT GT GCGAACCAAT GGT AAAAAGGGT CAATAT GGCTATAGGACT GTCGAGGCAGT CAGCCAGCGGGGAGT G
TATACCAGCCACGCCT CCAAAGGAGGACAAT GT GCGAACCAAT GGT AAAAAGGGT CAATAT GGCTATAGGACT GTCGAGGCAGT CAGCCAGCGGGGAGT G
TATACCAGCCACGCCT CCAAAGGAGGACAAT GT GCGAACCAAT GGTAAAAAGGGT CAATAT GGCTATAGGACT GT CGAGGCAGT CAGCCAGCGGEGAGT G
TATACCAGCCACGCCT CCAAAGGAGGACAAT GT GCGAACCAAT GGT AAAAAGGGT CAATAT GGCTAT AGGACT GT CGAGGCAGT CAGCCAGCGGGGAGT G
TATACCAGCCACGCCT CCAAAGGAGGACAAT GT GCGAACCAAT GGT AAAAAGGGT CAATAT GGCTAT AGGACT GT CGAGGCAGT CAGCCAGCGGGGAGT G
TATACCAGCCACGCCT CCAAAGGAGGACAAT GT GCGAACCAAT GGT AAAAAGGGT CAATAT GGCTATAGGACT GTCGAGGCAGT CAGCCAGCGGGGAGT G
TATACCAGCCACGCCT CCAAAGGAGGACAAT GT GCGAACCAAT GGT AAAAAGGGT CAATAT GGCTATAGGACT GTCGAGGCAGT CAGCCAGCGGGGAGT G
TATACCAGCCACGCCT CCAAAGGAGGACAAT GT GCGAACCAAT GGT AAAAAGGGT CAATAT GGCTATAGGACT GTCGAGGCAGT CAGCCAGCGGGGAGT G
TATACCAGCCACGCCT CCAAAGGAGGACAAT GT GCGAACCAAT GGTAAAAAGGGT CAATAT GGCTATAGGACT GT CGAGGCAGT CAGCCAGCGGEGAGT G
TATACCAGCCACGCCT CCAAAGGAGGACAAT GT GCGAACCAAT GGT AAAAAGGGT CAATAT GGCTAT AGGACT GT CGAGGCAGT CAGCCAGCGGGGAGT G
TATACCAGCCACGCCT CCAAAGGAGGACAAT GT GCGAACCAAT GGT AAAAAGGGT CAATAT GGCTATAGGACT GTCGAGGCAGT CAGCCAGCGGGGAGT G
TATACCAGCCACGCCT CCAAAGGAGGACAAT GT GCGAACCAAT GGT AAAAAGGGT CAATAT GGCTATAGGACT GTCGAGGCAGT CAGCCAGCGGGGAGT G
TATACCAGCCACGCCT CCAAAGGAGGACAAT GT GCGAACCAAT GGT AAAAAGGGT CAATAT GGCTATAGGACT GTCGAGGCAGT CAGCCAGCGGGGAGT G
TATACCAGCCACGCCT CCAAAGGAGGACAAT GT GCGAACCAAT GGT AAAAAGGGT CAATAT GGCTATAGGACT GTCGAGGCAGT CAGCCAGCGGGGAGT G
TATACCAGCCACGCCT CCAAAGGAGGACAAT GT GCGAACCAAT GGTAAAAAGGGT CAATAT GGCTATAGGACT GT CGAGGCAGT CAGCCAGCGGEGAGT G
TATACCAGCCACGCCT CCAAAGGAGGACAAT GT GCGAACCAAT GGT AAAAAGGGT CAATAT GGCTAT AGGACT GT CGAGGCAGT CAGCCAGCGGGGAGT G

TATGCCAGCCACGCCGCCAAGGGAAGACAATATAGGAACE- - - - - - - - - AAGGGT CAATATGGCTATAGGACAGT TCAGGCAGT CAACCAGCGGGGAGT G
TATGCCAGCCACGCCGCCAAGGGAAGACAATATAGGAACG- - - - - - - - - AAGGGT CAATATGGCTATAGGACAGT TCAGGCAGT CAACCAGCGGGGAGT G
TGCACCAGCCACGCCGCCAAGGGAGGACAATATAGGAACG- - - - - - - - - AAGGGT CAATATGGCTATAGGACGAT CCCGCGAGT CGGAAAACAGGEGAGT G
TGGGCCATCCACGCCACCAAGGGAGGACAATATAGGAACG- - - - - - - - - AAGGGT CAATATGGCTATAGGACT GT CGAGGCAGT CAGCCAGCGGGGAGT G
TGGGCCATCCACGCCACCAAGGGAGGACAATATAGGAACG- - - - - - - - - AAGGGT CAATAT GGCTATAGGACT GT CGAGGCAGT CAGCCAGCGGGGAGT G
TGTACCAGCCACGCCGCCAAGGGAGGACAATGTGGGAACE- - - - - - - - - AAGGGT CAATATGGCTATAGGGECT GT CCAGGECAGT CAACCAGCGGGGAGT G
TGTACCAGCCACGCCT CCAAGGGAGGACAATATAGGAACG- - - - - - - - - AAGGGT CAATATGGT TATAGGGCT GT CCAGGCAGT CAACCAGCGGGGAGT G
TGTACCAGCCACGCCGCCAAGGGAAGACAATATAGGAACG- - - - - - - - - AAGGGT CAATATGGCTATAGGAAAGT TCAGGCAGT CAACCAGCGGGGAGT G
TGTACCAGCCACGCCGCCAAGGGAAGACAATATAGGAACG- - - - - - - - - AAGGGT CAATATGGCTATAGGAAAGT TCAGGCAGT CAACCAGCGGGGAGT G
TGTACCAGCCACGCCGCCAAGGGAAGACAATATAGGAACG- - - - - - - - - AAGGGT CAATATGGCTATAGGAAAGT TCAGGCAGT CAACCAGCGGGGAGT G
TGTACCAGCCACGCCGCCAAGGGAAGACAATATAGGAACG- - - - - - - - - AAGGGT CAATAT GGCTATAGGAAAGT TCAGGCAGT CAACCAGCGGGGAGT G
TGTACCAGCCACGCCGCCAAGGGAAGACAATATAGGAACG- - - - - - - - - AAGGGT CAATATGGCTATAGGAAAGT TCAGGECAGT CAACCAGCGGGGAGT G
TGTACCAGCCACGCCGCCAAGGGAAGACAATATAGGAACG- - - - - - - - - AAGGGT CAATATGGCTATAGGAAAGT TCAGGCAGT CAACCAGCGGGGAGT G
TGT GCCAGCCACGCCGCCAAAGGAGGACAATATAGGAACG- - - - - - - - - AAGGGT CAATATGGCTATAGAACT GT GCAGGCAGT CAACCAGCGGGGAGT G
TGT GCCAGCCACGCCGCCAAGAGAGGACAATATAGGAACG- - - - - - - - - AAGGGT CAATATGGCTATAGGAAAGT TCAGGCAGT CAACCAGCGGGGAGT G
TGT GCCAGCCACGCCGCCAAGAGAGGACAATATAGGAACG- - - - - - - - - AAGGGT CAATATGGCTATAGGAAAGT TCAGGCAGT CAACCAGCGGGGAGT G
TGTACCAGCCACGCCGCCAAGAGAGGACAATATAGGAACG- - - - - - - - - AAGGGT CAATAT GGCTAT AGGAAAGT CCAGGCAGT CAGCCAGCGGGGAGT G
TGTACCAGCCACGCCGCCAAGAGAGGACAATATAGGAACG- - - - - - - - - AAGGGT CAATATGGCTATAGGAAAGT CCAGGECAGT CAGCCAGCGGGGAGT G
TGTACCAGCCACGCCGCCAAGAGAGGACAATATAGGAACG- - - - - - - - - AAGGGT CAATATGGCTATAGAACT GT CCAGGCAGT CACCCAGCGGGGAGT G
TGT GCCAGCCACGCCGCCAAGAGAGGACAATATAGGAACG- - - - - - - - - AAGGGT CAATATGGCTATAGGAAGGT CGACGCAGT CAT GCAGCGGGGAGT G
TGT GCCAGCCACGCCGCCAAGAGAGGACAATATAGGAACG- - - - - - - - - AAGGGT CAATATGGCTATAGGAAGGT CGACGCAGT CAT GCAGCGGEGGAGT G
TGT GCCAGCCACGCCGCCAAGAGAGGACAATATAGGAACG- - - - - - - - - AAGGGT CAATATGGCTATAGGAAGGT CGACGCAGT CAT GCAGCGGCGAGT G
TGTGCCAGCCACGCCGCCAAGAGAGGACAATATAGGAACG- - - - - - - - - AAGGGT CAATAT GGCTATAGGAAGGT CGACGCAGT CATGCAGCGGGGAGT G
TGT GCCAGCCACGCCGCCAAGAGAGGACAATATAGGAACG- - - - - - - - - AAGGGT CAATATGGCTATAGGAAGGT CGACGCAGT CAT GCAGCGGGGAGT G
TGT GCCAGCCACGCCGCCAAGAGAGGACAATATAGGAACG- - - - - - - - - AAGGGT CAATATGGCTATAGGAAGGT CGACGCAGT CAT GCAGCGGGGAGT G
TGT GCCAGCCACGCCGCCAAGAGAGGACAATATAGGAACG- - - - - - - - - AAGGGT CAATATGGCTATAGGAAGGT CGACGCAGT CAT GCAGCGGGCGAGT G
TGT GCCAGCCACGCCGCCAAGAGAGGACAATATAGGAACG- - - - - - - - - AAGGGT CAATATGGCTATAGGAAGGT CGACGCAGT CAT GCAGCGGEGGAGT G
TGT GCCAGCCACGCCGCCAAGAGAGGACAATATAGGAACG- - - - - - - - - AAGGGT CAATATGGCTATAGGAAGGT CGACGCAGT CAT GCAGCGGGGAGT G
TGTGCCAGCCACGCCGCCAAGAGAGGACAATATAGGAACG- - - - - - - - - AAGGGT CAATAT GGCTATAGGAAGGT CGACGCAGT CATGCAGCGGGGAGT G
TGT GCCAGCCACGCCGCCAAGAGAGGACAATATAGGAACG- - - - - - - - - AAGGGT CAATATGGCTATAGGAAGGT CGACGCAGT CAT GCAGCGGGGAGT G
TGT GCCAGCCACGCCGCCAAGAGAGGACAATATAGGAACG- - - - - - - - - AAGGGT CAATATGGCTATAGGAAGGT CGACGCAGT CAT GCAGCGGGGAGT G
TGT GCCAGCCACGCCGCCAAGAGAGGACAATATAGGAACG- - - - - - - - - AAGGGT CAATATGGCTATAGGAAGGT CGACGCAGT CAT GCAGCGGEGGAGT G
TGT GCCAGCCACGCCGCCAAGAGAGGACAATATAGGAACG- - - - - - - - - AAGGGT CAATATGGCTATAGGAAGGT CGACGCAGT CAT GCAGCGGEGGAGT G
TGT GCCAGCCACGCCGCCAAGAGAGGACAATATAGGAACG- - - - - - - - - AAGGGT CAATATGGCTATAGGAAGGT CGACGCAGT CAT GCAGCGGGGAGT G

TGT GCCAGCCACGCCGCCAAGAGAGGACAATATAGGAACE- - - AAGGGT CAATAT GGCTATAGGAAGGT CGACGCAGT CATGCAGCGGGGAGT G
TGTACCGGT CACGCCGCCAAGGGAGGACAATAT GGGAACE- - - AAGGGGT CAATATGGCTATAGGAT TGT CAAGGCAGT CAGCCAGCGGEGGAGT G
TGCACCAGCCACGCCGCCAAGAGAGGACAATATGGGAACE: - - - - - - - AAGGGGT CAATAT GGCTATAGGATTGT CAAGGCAGT CAGCCAGCGGGGAGT G
TGCACCAGCCACGCCGCCAAGAGAGGACAATATGGGAACE - - - - - - - AAGGGGT CAATATGGCTATAGGATTGT CAAGGCAGT CAGCCAGCGGGGAGT G
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ACCGAGT TAGAAGAGT CCATTCCTCT GCAAGAAGACAT TGCAGGCGCTAGT GT GTCT GGCCACAT CCGGAGTAAGCATATTCCGT TTCTCTGAAATTTAT
ACCGAGT TAGAAGAGT CCAT TCCTCT GCAAGAAGACAT TGCAGGCGCTAGT GT GTCT GGCCACAT CCGGAGTAAGCATATTCCGT TTCTCTGAAATTTAT
ACCGAGT TGGAAAAGT CCAT TCGT CT GCAGGAAGACAT CCCAGGCGCTAGT GT GTCTGGT CACGT CCGGAGT AAGT GT AT TCCGCCT CTATGGAAT CCAT
ACCGAGT TGGAAAAGT CCAT TCGT CT GCAGGAAGACAT CCCAGGCGCTAGT GT GTCT GGT CACGT CCGGAGTAAGT GT AT TCCGCCT CTATGGAAT CCAT
ACCGAGI TGGAAAAGT CCATTCGT CT GCAGGAAGACAT CCCAGGCGCTAGT GT GT CTGGT CACGT CCGGAGT AAGT GTATTCCGCCT CTATGGAATCCAT
ACCGAGIT TGGAAAAGT CCAT TCGT CT GCAGGAAGACAT CCCAGGCGCTAGT GT GT CT GGT CACGT CCGGAGT AAGT GTAT TCCGCCT CTATGGAATCCAT
ACCGAGT TGGAAAAGT CCAT TCGT CT GCAGGAAGACAT CCCAGGCGCTAGT GT GTCTGGT CACGT CCGGAGT AAGT GT AT TCCGCCT CTATGGAAT CCAT
ACCGAGT TGGAAAAGT CCAT TCGT CT GCAGGAAGACAT CCCAGGCGCTAGT GT GTCT GGT CACGT CCGGAGT AAGT GT AT TCCGCCT CTATGGAAT CCAT
ACCGAGT TGGAAAAGT CCAT TCGT CT GCAGGAAGACAT CCCAGGCGCTAGT GT GTCTGGT CACGT CCGGAGTAAGT GT AT TCCGCCT CTATGGAAT CCAT
ACCGAGT TGGAAAAGT CCAT TCGT CT GCAGGAAGACAT CCCAGGCGCTAGT GT GTCT GGT CACGT CCGGAGTAAGT GT AT TCCGCCT CTATGGAAT CCAT
ACCGAGI TGGAAAAGT CCATTCGT CT GCAGGAAGACAT CCCAGGCGCTAGT GT GT CTGGT CACGT CCGGAGT AAGT GTATTCCGCCTCTATGGAATCCAT
ACCGAGIT TGGAAAAGT CCAT TCGT CT GCAGGAAGACAT CCCAGGCGCTAGT GT GT CT GGT CACGT CCGGAGT AAGT GTAT TCCGCCT CTATGGAATCCAT
ACCGAGT TGGAAAAGT CCAT TCGT CT GCAGGAAGACAT CCCAGGCGCTAGT GT GTCTGGT CACGT CCGGAGT AAGT GT AT TCCGCCT CTATGGAAT CCAT
ACCGAGT TGGAAAAGT CCAT TCGT CT GCAGGAAGACAT CCCAGGCGCTAGT GT GTCT GGT CACGT CCGGAGT AAGT GT AT TCCGCCT CTATGGAAT CCAT
ACCGAGT TGGAAAAGT CCAT TCGT CT GCAGGAAGACAT CCCAGGCGCTAGT GT GTCTGGT CACGT CCGGAGTAAGT GT AT TCCGCCT CTATGGAAT CCAT
ACCGAGT TGGAAAAGT CCAT TCGT CT GCAGGAAGACAT CCCAGGCGCTAGT GT GTCT GGT CACGT CCGGAGTAAGT GT AT TCCGCCT CTATGGAAT CCAT
ACCGAGI TGGAAAAGT CCATTCGT CT GCAGGAAGACAT CCCAGGCGCTAGT GT GT CT GGT CACGT CCGGAGT AAGT GTATTCCGCCT CTATGGAATCCAT
ACCGAGIT TGGAAAAGT CCAT TCGT CT GCAGGAAGACAT CCCAGGCGCTAGT GT GT CT GGT CACGT CCGGAGT AAGT GTAT TCCGCCT CTATGGAATCCAT
ACCGAGT TGGAAAAGT CTATTTCTCT GCAAGAAGACAT CGCGGEECGCTAGT GT GTCT GGCCACGT CCGGAGT AAGT GTAT TCCACT TCTACGAAAT CCAT
ACCGAGT TGGAAAAGT CTAT TTCTCT GCAAGAAGACAT CGCGBGCGCTAGT GT GTCT GGCCACGT CCGGAGTAAGT GTAT TCCACT TCTACGAAAT CCAT
ACCGAGT TGGAAAAGT CCAT TCATCT GCAAGAAGACAT CGCGBGCGCCAGT GT GTCT GGCCACGT CCGGAGT AAGCGT AT TCCGGT TCTACGAAAT CCAT
ACCGAGT TGGAAAAGT CCAT TCGT CT GCAAGAAGACAT CGCGBGCGCTAGT GT CTCT GGCCACGT CCGGAGT AAGCGT AT TCCGCT TCTACGAAAT CCAT
ACCGAGIT TGGAAAAGT CCATTCGT CT GCAAGAAGACAT CGCGGGCGCTAGT GT CTCT GGCCACGT CCGGAGT AAGCGT AT TCCGCT TCTACGAAATCCAT
ACCGAATTGGAAAAGT CCAT TCGT CT GCAAGAAGACAT CGCAGGCGCTAGT GT GT CT GGT CACGT CCGGAGT AAGCGT AT TCCGCCTCT- - GAAATCCAT
ACCCAGT TGGAAAAGT CCAT TGGT CT GGAAGAAGACAT CGCGGEECGCTAGT GT GTCT GGCCACAT CCGGAGT AAGCGT AT TCCGCT TCTACGAAAT CCAT
ACCGAGT TGGAAAAGT CCATAT CTCT GCAAGAGGACAT CGCGGEECGCTAGT GT GTCT GGCCACGT CCGGAGTAAGT GTAT TCCACT TCTACGAAACCCAT
ACCGAGT TGGAAAAGT CCATAT CTCT GCAAGAGGACAT CGCGEGCGCTAGT GT GTCT GGCCACGT CCGGAGTAAGT GTAT TCCACT TCTACGAAACCCAT
ACCGAGT TGGAAAAGT CCATAT CTCT GCAAGAGGACAT CGCGBGCGCTAGT GT GTCT GGCCACGT CCGGAGTAAGT GTAT TCCACT TCTACGAAACCCAT
ACCGAGT TGGAAAAGT CCATATCTCT GCAAGAGGACAT CGCGGGCGCTAGT GT GT CTGGCCACGT CCGGAGT AAGT GTATTCCACT TCTACGAAACCCAT
ACCGAGT TGGAAAAGT CCATATCTCT GCAAGAGGACAT CGCGGGCGCTAGT GT GT CTGGCCACGT CCGGAGT AAGT GTATTCCACT TCTACGAAACCCAT
ACCGAGT TGGAAAAGT CCATAT CTCT GCAAGAGGACAT CGCGGEECGCTAGT GT GT CT GGCCACGT CCGGAGT AAGT GTAT TCCACT TCTACGAAACCCAT
ACCGAGT TGGGAAAGT CCATTGT TGT GCAAGAAGACAT TGCGGBGCGCTAGT GT GT CT GGCCACGT CCGGAGT AAGCGT AT TCCACT TCTACGAAAT CCAT
ACTCAGT TGGAAAAGT CCATTTCTCT GCAAGAAGACAT TGCGGEGCGCAAGCGT GTCT GGCCACGT CCGGAGT AAGCGT AT TCCACT TCTACGAAAT CCAT
ACTCAGT TGGAAAAGT CCATTTCTCT GCAAGAAGACAT TGCGGEECGCAAGCGT GTCTGBCCACGTCCCGAG - - - - === === === - == - = oo o - = - - -
ACCGAGT TGGAAAAGT CCATTTCTTTGCAAGAAGACAT CGCGGGCGCTAGT GT GT CTGGCCACGT CCGGAGTAAGT GTATTCCACT TCTACGAAATCCAT
ACCGAGT TGGAAAAGT CCATTTCT TTGCAAGAAGACAT CGCGGGCGCTAGT GT GT CTGGCCACGT CCGGAGT AAGT GTATTCCACT TCTACGAAATCCAT
ACCGAGT TGGGAAAGT CCATTGT TGT GCAAGAAGACAT TGCGGEGCGCTAGT GT GTCT GGCCACGT CCGGAGT AAGCGT AT TCCACT TCTACGAAAT CCAT
ACTCAGT TGGAAAAGT CCATTTCTCT GCAAGAAGACAT TGCGGBECGCTAGCGT GTCT GGCCACGT CCGGAGT AAGCGT AT TCCACT TCTACGAAAT CCAT
ACTCAGIT TGGAAAAGT CCATTTCTCT GCAAGAAGACAT TGCGGEGCGCTAGCGT GTCT GGCCACGT CCGGAGT AAGCGT AT TCCACT TCTACGAAAT CCAT
ACTCAGT TGGAAAAGT CCATTTCTCT GCAAGAAGACAT TGCGGEGCGCTAGCGT GTCT GGCCACGT CCGGAGT AAGCGT AT TCCACT TCTACGAAAT CCAT
ACTCAGT TGGAAAAGT CCATTTCTCT GCAAGAAGACAT TGCGGGCGCTAGCGT GT CTGGCCACGT CCGGAGTAAGCGT AT TCCACT TCTACGAAATCCAT
ACTCAGI TGGAAAAGT CCATTTCTCT GCAAGAAGACAT TGCGGECGCTAGCGT GTCTGECCACGTCCGGAG: - - - - === === === m s o m oo oo o oo o
ACTCAGI TGGAAAAGT CCATTTCTCT GCAAGAAGACAT TGCGGGECGCTAGCGT GTCTGBCCACGTCCGGAG: - - = - = = === === - oo - oo e m oo o - - -
ACTCAGT TGGAAAAGT CCATTTCTCT GCAAGAAGACAT TGCGGEECGCTAGCGT GTCT GGCCACGT CCGGAGTAAGCGT AT TCCACT TCTACGAAAT CCAT
ACTCAGIT TGGAAAAGT CCATTTCTCT GCAAGAAGACAT TGCGGBGCGCTAGCGT GTCT GGCCACGT CCGGAGTAAGCGT AT TCCACT TCTACGAAAT CCAT
ACTCAGT TGGAAAAGT CCATTTCTCT GCAAGAAGACAT TGCGGEGCGCTAGCGT GTCT GGCCACGT CCGGAGT AAGCGT AT TCCACT TCTACGAAAT CCAT
ACTCAGT TGGAAAAGT CCATTTCTCT GCAAGAAGACAT TGCGGGCGCTAGCGT GT CTGGCCACGT CCGGAGT AAGCGT AT TCCACT TCTACGAAATCCAT
ACTCAGT TGGAAAAGT CCATTTCT CT GCAAGAAGACAT TGCGGGCGCTAGCGT GT CTGGCCACGT CCGGAGT AAGCGT AT TCCACT TCTACGAAATCCAT
ACTCAGT TGGAAAAGT CCATTTCTCT GCAAGAAGACAT TGCGGEECGCTAGCGT GT CT GGCCACGT CCGGAGT AAGCGT AT TCCACT TCTACGAAAT CCAT
ACTCAGT TGGAAAAGT CCATTTCTCT GCAAGAAGACAT TGCGGBECGCTAGCGT GTCT GGCCACGT CCGGAGT AAGCGT AT TCCACT TCTACGAAAT CCAT
ACTCAGIT TGGAAAAGT CCATTTCTCT GCAAGAAGACAT TGCGGBGCGCTAGCGT GTCT GGCCACGT CCGGAGTAAGCGT AT TCCACT TCTACGAAAT CCAT
ACTCAGT TGGAAAAGT CCATTTCTCT GCAAGAAGACAT TGCGGBGCGCTAGCGT GTCT GGCCACGT CCGGAGTAAGCGT AT TCCACT TCTACGAAAT CCAT
ACTCAGT TGGAAAAGT CCATTTCTCT GCAAGAAGACAT TGCGGGCGCTAGCGT GT CTGGCCACGT CCGGAGT AAGCGTATTCCACT TCTACGAAATCCAT
ACTAAGT TGGAAGAGT CCATTCGT CT GCAGGAAGACAT CGCGGGCGCGAGT GT GT CT GGCCACGT CCGGAGT AAGGGT AT TCTGCCT CTACGAAATCCCG
ACTAAGIT TGGAAGAGT CCAT TCGT CT GCAGGAAGACAT CGCGGEECGCGAGT GT GTCT GGCCACGT CCGGAGT AAGGGT AT TCTGCCT CTACGAAAT CCCG
ACTAAGT TGGAAGAGT CCAT TCGT CT GCAGGAAGACAT CGCGGEECGCGAGT GT GTCT GGCCACGT CCGGAGT AAGGGT AT TCTGCCTCTACGAAAT CCCG
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ATACATACTGACATAAATTAAGGCACCGATAGGACGT TTAT TAT CGACCCAGCTAACACGCT AACGGCTAAT CTACACGGCTTCCAATTGAATGTCTGCA
ATACATACTGACATAAATTAAGGCACCGATAGGACGT TTAT TAT CGACCCAGCTAACACGCT AACGGCTAAT CTACACGGCTTCCAATTGAATGTCTGCA
GT CTACACT GACACGAAT CAAGGCACCGATAGGACGT TTATTATCAACCCAGCTAACACGCT GACGGCTAATCTACATGGCT TCCAAT TGAACGT CTGCA
GT CTACACT GACACGAAT CAAGGCACCGATAGGACGT TTATTAT CAACCCAGCT AACACGCT GACGGCTAAT CTACAT GGCT TCCAAT TGAACGT CTGCA
GTCTACACT GACACGAATCAAGGCACCGATAGGACGT TTATTATCAACCCAGCTAACACGCT GACGGCTAATCTACATGGCTTCCAATTGAACGT CTGCA
GTCTACACT GACACGAAT CAAGGCACCGATAGGACGT TTATTATCAACCCAGCT AACACGCT GACGGCTAATCTACATGGCTTCCAATTGAACGT CTGCA
GT CTACACT GACACGAAT CAAGGCACCGATAGGACGT TTATTATCAACCCAGCTAACACGCT GACGGCTAATCTACATGGCT TCCAAT TGAACGT CTGCA
GT CTACACT GACACGAAT CAAGGCACCGATAGGACGT TTAT TATCAACCCAGCT AACACGCT GACGGCTAAT CTACAT GGCT TCCAAT TGAACGT CTGCA
GT CTACACT GACACGAAT CAAGGCACCGATAGGACGT TTATTATCAACCCAGCTAACACGCT GACGGCTAATCTACATGGCT TCCAAT TGAACGT CTGCA
GT CTACACT GACACGAAT CAAGGCACCGATAGGACGT TTATTAT CAACCCAGCT AACACGCT GACGGCTAAT CTACAT GGCT TCCAAT TGAACGT CTGCA
GTCTACACT GACACGAATCAAGGCACCGATAGGACGT TTATTATCAACCCAGCTAACACGCT GACGGCTAATCTACATGGCTTCCAATTGAACGT CTGCA
GTCTACACT GACACGAAT CAAGGCACCGATAGGACGT TTATTATCAACCCAGCTAACACGCT GACGGCTAATCTACATGGCTTCCAATTGAACGT CTGCA
GT CTACACT GACACGAAT CAAGGCACCGATAGGACGT TTATTATCAACCCAGCT AACACGCT GACGGCTAATCTACATGGCT TCCAAT TGAACGT CTGCA
GT CTACACT GACACGAAT CAAGGCACCGATAGGACGT TTAT TATCAACCCAGCT AACACGCT GACGGCTAAT CTACAT GGCT TCCAAT TGAACGT CTGCA
GT CTACACT GACACGAAT CAAGGCACCGATAGGACGT TTATTATCAACCCAGCTAACACGCT GACGGCTAATCTACATGGCT TCCAAT TGAACGT CTGCA
GT CTACACT GACACGAAT CAAGGCACCGATAGGACGT TTATTAT CAACCCAGCT AACACGCT GACGGCTAAT CTACAT GGCT TCCAAT TGAACGT CTGCA
GTCTACACT GACACGAATCAAGGCACCGATAGGACGT TTATTATCAACCCAGCTAACACGCT GACGGCTAATCTACATGGCTTCCAATTGAACGT CTGCA
GTCTACACT GACACGAAT CAAGGCACCGATAGGACGT TTATTATCAACCCAGCTAACACGCT GACGGCTAATCTACATGGCT TCCAATTGAACGT CTGCA
GT CTACACT GACACAAAT CAAGGCACCGATAGGACGT TTAT TATCGACCCAGCT AACACGCT GACGGCT AAT CTACACGGCT TCCAACTGAATGT CTGCA
GT CTACACT GACACAAAT CAAGGCACCGATAGGACGT TTAT TATCGACCCAGCT AACACGCT GACGGCT AAT CTACACGGCT TCCAACTGAATGT CTGCA
GT- - ACACTAATACAAAT CAAGGCACCGATAGGACGT TTATTATCAACCCAT CTAACACGCT GACAGCT AATCTACACGGCT TCCAACTAAATGT CTGCA
GTATAAACT GACACAACT CAAGGCACCGATAGGACGT TTATCAT CGACCCAGCT AACACGCT GACGGCTAAT CTACACGGCT TCCAACTGAATGT CTGCA
GTATAAACT GACACAACT CAAGGCACCGATAGGACGT TTAT CATCGACCCAGCTAACACGCT GACGGCTAATCTACACGGCT TCCAACTGAATGT CTGCA
GTCTACACT GACACAAAT CAAGGCACCGATAGGACGT TTATTATCAACCCAGCTAACACACT GACGGCTAATCTACACGGCT TCCAACTGAATGT CTGCA
GT CTACGCT GACACAAAT CAAGGCACCGATAGGACT TTTAT TATCAACCCAGCT AACACGCT GACGGCT AAT CTACACGGCT TCCAAGAGAATGT CTGCA
GT CTACACT GACACAAAT CAAGGCACCGATAGGACGT TTAT TATCGACCCAGCT AACACGCT GACGGCTAAT CTACACGGCT TCCAACTGAATGT CTGCA
GT CTACACT GACACAAAT CAAGGCACCGATAGGACGT TTATTATCGACCCAGCTAACACGCT GACGGCTAATCTACACGGCT TCCAACT GAATGT CTGCA
GT CTACACT GACACAAAT CAAGCCACCGATAGGACGT TTATTAT CGACCCAGCT AACACGCT GACGGCTAAT CTACACGGCT TCCAACTGAATGT CTGCA
GTCTACACT GACACAAAT CAAGGCACCGATAGGACGT TTATTATCGACCCAGCTAACACGCT GACGGCTAATCTACACGGCT TCCAACTGAATGT CTGCA
GTCTACACT GACACAAAT CAAGGCACCGATAGGACGT TTATTATCGACCCAGCT AACACGCT GACGGCTAATCTACACGGCT TCCAACTGAATGT CTGCA
GT CTACACT GACACAAAT CAAGGCACCGATAGGACGT TTAT TATCGACCCAGCT AACACGCT GACGGCTAAT CTACACGGCT TCCAACTGAATGT CTGCA
GT CTACACT GACACAAAT CAAGGCACCGATAGGACGT TTAT TATCGACCCAGCT AACACGCT CACGGCTAAT CTACACGGCT TCCAACTGAATGT CTGCA
GTCTACACT GACACAAAT CAAGGCACCGATAGGACGT TTATTATCAACCCAGCTAACACGCT GACGGCTAAT T TACACGGCT TCCGACTGAATGTCTGCA
GTCTACACT GACACAAAT CAAGGCACCGATAGGACGT TTATTATCAACCCAGCTAACACGCT GACGGCTAATCTACACGGCT TCCGACTGAATGT CTGCA
GTCTACACT GACACAAAT CAAGGCACCGATAGGACGT TTATTATCAACCCAGCTAACACGCT GACGGCTAATCTACACGGCT TCCGACT GAATGT CTGCA
GT CTACACT GACACAAAT CAAGGCACCGATAGGACGT TTAT TATCAACCCAGCT AACACGCT GACGGCTAAT CTACACGGCT TCCAACTGAATGT CTGCA
GT CTACACT GACACAAAT CAAGGCACCGATAGGACGT TTATTATCAACCCAGCT AACACGCT GACGGCTAAT TTACACGGCT TCCGACTGAATGT CTGCA
GT CTACACT GACACAAAT CAAGGCACCGATAGGACGT TTATTATCAACCCAGCT AACACGCT GACGGCTAAT TTACACGGCT TCCGACTGAATGT CTGCA
GT CTACACT GACACAAAT CAAGGCACCGATAGGACGT TTATTAT CAACCCAGCT AACACGCT GACGGCTAAT TTACACGGCT TCCGACTGAATGT CTGCA
GTCTACACTGACACAAAT CAAGGCACCGATAGGACGT TTATTATCAACCCAGCTAACACGCTGACGGCTAATTTACACGGCT TCCGACT GAATGT CTGCA

GT CTACACT GACACAAAT CAAGGCACCGATAGGACGT TTATTATCAACCCAGCT AACACGCT GACGGCTAAT TTACACGGCT TCCGACTGAATGT CTGCA
GT CTACACT GACACAAAT CAAGGCACCGATAGGACGT TTATTATCAACCCAGCT AACACGCT GACGGCTAAT TTACACGGCT TCCGACTGAATGT CTGCA
GT CTACACT GACACAAAT CAAGGCACCGATAGGACGT TTATTATCAACCCAGCT AACACGCT GACGGCTAAT TTACACGGCT TCCGACTGAATGT CTGCA
GTCTACACT GACACAAAT CAAGGCACCGATAGGACGT TTATTATCAACCCAGCTAACACGCT GACGGCTAATTTACACGGCT TCCGACT GAATGT CTGCA
GTCTACACT GACACAAAT CAAGGCACCGATAGGACGT TTATTATCAACCCAGCTAACACGCT GACGGCTAATTTACACGGCT TCCGACT GAATGT CTGCA
GT CTACACT GACACAAAT CAAGGCACCGATAGGACGT TTATTATCAACCCAGCT AACACGCT GACGGCTAAT TTACACGGCT TCCGACTGAATGT CTGCA
GT CTACACT GACACAAAT CAAGGCACCGATAGGACGT TTAT TATCAACCCAGCT AACACGCT GACGGCTAAT TTACACGGCT TCCGACTGAATGT CTGCA
GT CTACACT GACACAAAT CAAGGCACCGATAGGACGT TTATTATCAACCCAGCT AACACGCT GACGGCTAAT T TACACGGCT TCCGACTGAATGT CTGCA
GT CTACACT GACACAAAT CAAGGCACCGATAGGACGT TTATTATCAACCCAGCT AACACGCT GACGGCTAAT TTACACGGCT TCCGACTGAATGT CTGCA
GTCTACACT GACACAAAT CAAGGCACCGATAGGACGT TTATTATCAACCCAGCTAACACGCT GACGGCTAATTTACACGGCT TCCGACTGAATGT CTGCA
GTCTCCACT GACACGAAT CAAGGCACCGATAGGACGT TTGT TATCAACCCAGCT AACACGCT GACGGCTAATCTACACGGCT TCCAACT GAATGT GTGCA
GT CTCCACT GACACGAAT CAAGGCACCGATAGGACGT TTGT TATCAACCCAGCT AACACGCT GACGGCTAATCTACACGGCT TCCAACT GAATGT GTGCA
GTCTCCACT GACACGAAT CAAGGCACCGATAGGACGT TTGT TATCAACCCAGCT AACACGCT GACGGCTAAT CTACACGGCT TCCAACTGAATGT GTGCA
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AGGAAGAAAAGGEGECGAC- - - = = = = === = === = = == = === = m e e e e e e e AAGCACCATGATTCACGTATT
AGCAAGAAAAGEEEGAG- - - = == = === = === = === = = == = === &= e e eeeeeeeaeeaaa- AAGCACCATGATTCACGTATT
AGCGAAGAGAAGGGCGAC- = = = = = = === === = = = = = = = = = & e e e e ee e eeeeeeeeoooooo- AAGCACTATGATTCACGTATT
AGCGAAGAGAAGGGCGAGC- = = = = === === === === ===~ 22~ 2~ 2%~ 222~ %~“@“@@@@@@@@@@c@@@@2@@2@8c@22-2-22==-- AAGCACTATGATTCACGTATT
AGGAAGAGAAGGGCGAGC- = = = = = = = = = = = = = = = = = mmmmmmmmm e e e e e e e e e e e e e e eeeeeeeaaaaaaaaaon AAGCACTATGATTCACGTATT
AGCAAGAGAAGGGECGAC- = = = = = = = = = = = =& & e e e e e e e e e e e e e ieeeeooo-oo- AAGCACTATGATTCACGTATT
AGGAAGAGAAGGGECGAG- - - = == = = == = = == = = == = = m = = @ n e e e e aeeaaa- AAGCACTATGATTCACGTATT
AGGAAGAGAAGGGCGAC: = = = = = = = = = = = = = = = = mmm e e e e oo e oo AAGCACTATGATTCACGTATT
AGCGAAGAGAAGGGCGAC- = = = = = = = == === = = = = = = = = = = e e e e e e eeeeemeeeeee—ooooo- AAGCACTATGATTCACGTATT
AGCGAAGAGAAGGGCGAGC- = = = = === === === === ===~ 22~ 2~ 2%~ 222~ %~“@“@@@@@@@@@@c@@@@2@@2@8c@22-2-22==-- AAGCACTATGATTCACGTATT
AGGAAGAGAAGGGCGAC - = = = = = = = == = = = == = = = === @ m e eeeee-oooa-oo-- AAGCACTATGATTCACGTATT
AGGAAGAGAAGGGECGAC- = = = = = = = = = = === & & e n e e e e e e e e e e ee oo AAGCACTATGATTCACGTATT
AGCGAAGAGAAGGGECGAC- = = = = = = = = = = = = =& = & e e m e e e e e e e e e oo AAGCACTATGATTCACGTATT
AGGAAGAGAAGEEEGAG- - - - == = === = === = = == = = === == e e e eeeaeeaaa- AAGCACTATGATTCACGTATT
AGCGAAGAGAAGGGCGAC- = = = = = == == === = = = = = = = = = @ e e e e e e e e e e eeeeeeeeeeoooooo- AAGCACTATGATTCACGTATT
AGCGCAAGAGAAGGGCGAGC- = = = = === === === === === 2222~ “~ 22" 2~ @@ @@@@@@@@@@@c@ce@ecacecacaa-2=2-=- AAGCACTATGATTCACGTATT
AGGAAGAGAAGGGCGAGC- = = = = = = = = = = = = = = = = = = mmmmmmmm e m e e e e e e e e eeeeeeeeeeaaaaaaaaan AAGCACTATGATTCACGTATT
AGGAAGAGAAGGGECGAG- = - = == = = == = = == = = == = === = mn e e e e e eneeeeeaaa- AAGCACTATGATTCACGTATT
AGGAAGATAAAGGCGAC- = = = = = = = = = = = == &= m o fn e e e e e e e e e e eeeoeooo- AAGCACCATGATTCACGTATT
AGGAAGATAAAGGCGAC- = = = = = = = = = = = = == = @ o mm e e e e e e oo e AAGCACCATGATTCACGTATT
AGGAAGATAAGOGCGAC: - - = = = = = = = = === = == = = == @ = m o mm e AAGCACCATGATTCACGTAGT
AGCGCAAGAGAAGGGCGAGC- = = = = === === === === ===~ 2222~ %222~ %% @%@ @@@@c@@@@@c@ce@@e@@a@cecacea-2=2--- AAGCACCATGATTCACGTATT
AGGAAGAGAAGGGCGAGC- = = = = = = = = = = = = = = = === mmmmmmmm e m e e e e e e e e e e e eeeeeeeeeaaaaaaaaaan AAGCACCATGATTCACGTATT
AGGAAAACAAGGGECGAG- = - = == = = == = = == = = == = = == = @ e m e e e e e e e AAGCACCATGATTCACGTATT
AGGAAGATAAGGECGAC- = = = = = = = = = = = = & = & o & m e e e e e e e oo e ee oo AAGCACCATGATTCACGTATT
AGGAAAATAAAGGCGAC- = = = = = = = = = = = = = = = = mmm e e e e e e e oo AAGCACCATGATTCACGTATT
AGGAAAATAAAGGCGAGC- = = = = = = = = = == = = = = = = = = = = = = e e e e e eemeeeeemeeee—ooooo- AAGCACCATGATTCACGTATT
AGCGAAAATAAAGGCGAGC- = = = = = === === === === == == == = === & s e s e mememeeeeeeeeeeeeeeeeeooon- AAGCACCATGATTCACGTATT
AGGAAAATAAAGGCGAC: - = = = = = = = == = = = == = = == o o= s e eeeeeeoooa-oo-- AAGCACCATGATTCACGTATT
AGGAAAATAAAGGCGAG- - - = = = = = == = = == = = == = = == = @ e m = e e e e e e AAGCACCATGATTCACGTATT
AGGAAAATAAAGGCGAC- = = = = = = = = = = = =& =@ e fm e e e e e e e e e e oo AAGCACCATGATTCACGTATT
AGGAAAATAAAGGCGAC- = = = = = = = = = = = = = = = @ mnm e e e e e e e e oo oo AAGCACCATGATTCACGTATT
AGGAAGAGAAGGGECGACNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN
AGGAAGATAAGGGCGAGC- - = = = = = = = = = = = = = = == mmmmmmmmm e mm e e e e e e e e e e e eeeeeeeeeaaaaaaaaaan AAGCACCATGATTCACGTATT
AGGAAGATAAGGGECGAC- = = = = = = = = = = = =& & @ e f e e e e e e e e e e e e eeoo-oo- AAGCACCATGATTCACGTATT
AGGAAGATAAGGECGAC- = = = = = = = = = = = = & =@ m & m e e e e e e e oo e e oo AAGCACCATGATTCACGTATT
AGGAAGAGAAGEEEGAG- - - - == = === = === = = == = = == == e e e eeeaeeaaa- AAGCACCATGATTCACGTATT
AGCGAAGAGAAGGGCGAC- = = = = = = == === == = = = = = = = = @ e e e e e eeeeeeeeeeeeeoooooo- AAGCACCATGATTCACGTATT
AGCGCAAGAGAAGGGCGAGC- = = = = === === === === ===~ 222222 %%~ %@~ @@@@@@@@@@@ccece@caceaaaaaaa=2-=- AAGCACCATGATTCACGTATT
AGGAAGAGAAGGGCGAGC- = = = = = = = = = = = = = = = = == mmmmmmmm e m e e e e e e e e e eeeeeeeeeeaaaaaaaaon AAGCACCATGATTCACGTATT
AGGAAGAGAAGGGCGAC- = = = = = = = = = = = = = = = @ mnm e e e e e e oo e e AAGCACCATGATTCACGTATT
AGGAAGAGAAGGGECGAC- - = = == = = = == = = = = = = == == mm @ m e e e emeeeeeeaoaaa- AAGCACCATGATTCACGTATT
AGCCAAGAGAAGGGCGAGC- = = = = = === === === === === 222~ %22 @%@~ @@@@@@c@f@fccecacacaaaaaaaaac-n- AAGCACCATGATTCACGTATT
AGGAAGAGAAGGGCGAGC- = = = = = = = = = = = = = = = = == mmmmmmmm e m e e e e e e e e e e e eeeeeeeeeeeaaaaaaaan AAGCACCATGATTCACGTATT
AGCAAGAGAAGGGECGAC- = = = = = = = = = = ==& & e e m e e e e e e e e e e e e eooo-oo- AAGCACCATGATTCACGTATT
AGCGAAGAGAAGGECGAC- = = = = = = = = = = = =& & & e nm e e e e e e oo e eeeoeooo- AAGCACCATGATTCACGTATT
AGGAAGAGAAGGGCGAC: = = = = = = = = = = = = = = = @ e m m e e e e e e oo e AAGCACCATGATTCACGTATT
ACGAAGAGAAGGGCGAC- = = = = = = == === == = = = = = = = = = e e e e e e e e eeeeeeeeeeoooooo- AAGCACCATGATTCACGTATT
AGCGAAGAGAAGGGCGAGC- = = = = == === === === ===~ =222~ 2“2~ %%~ %~ @%@ @@@@@@c@@@c@cececccecaaaaaa=2-=- AAGCACCATGATTCACGTATT
AGGAAGAGAAGGGCGAGC- = = = = = = = = = = = = = = = = = = mmmmmmmm e m e e e e e e e e e e eeeeeeeeeaaaaaaaaaan AAGCACCATGATTCACGTATT
AGGAAGAGAAGGEGOGA- - - = = = = = = = = = = = == = m mmm e m e e e e e AAGTACCATGATGCACGTATT
AGCAAGAGAAGGEGOGA- - - - = == = = = = = == == == mmm e m e e e e e e demeeemeeeeeeaa- AAGTACCATGATGCACGTATT
AGCCAAGAGAAGEGEEGA: - - - - = = == = == == == m i m e e e e e eememeeeeeeeeaa- AAGTACCATGATGCACGTATT
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TGCAAGCCTACCAGACGAGT CAATTTAAAGAAAGGCAACACAAT CGACT TTACAT TCGGACT TTCGAATTCACAGAGCGGCATTATGI TCTATTCCATCT
TGCAAGCCTACCAGACGAGT CAAT T TAAAGAAAGGCAACACAAT CGACT TTACAT TCGGACT TTCGAATTCACAGAGCGGCATTATGI TCTATTCCATCT
TGCAAGCCTACCCGCCGAGT CAACT TGAAGAAAGGCAACACAAT CGACT TTACAT TCGGACT TACGAGT GAGCAGAGCGGCAT TCTGT TCTATGGTATCA
TGCAAGCCTACCCGCCGAGT CAACT TGAAGAAAGGCAACACAAT CGACT TTACAT TCGGACT TACGAGT GAGCAGAGCGGCATTCTGI TCTATGGTATCT
TGCAAGCCTACCCGCCGAGT CAACT TGAAGAAAGGCAACACAAT CGACTTTACAT TCGGACT TACGAGT GAGCAGAGCGGCATTCTGI TCTATGGTATCT
TGCAAGCCTACCCGCCGAGT CAACT TGAAGAAAGGCAACACAAT CGACT TTACAT TCGGACT TACGAGT GAGCAGAGCGGCATTCTGI TCTATGGTATCT
TGCAAGCCTACCCGCCGAGT CAACT TGAAGAAAGGCAACACAAT CGACT TTACAT TCGGACT TACGAGT GAGCAGAGCGGCATTCTGI TCTATGGTATCT
TGCAAGCCTACCCGCCGAGT CAACT TGAAGAAAGGCAACACAAT CGACT TTACAT TCGGACT TACGAGT GAGCAGAGCGGCATTCTGI TCTATGGTATCT
TGCAAGCCTACCCGCCGAGT CAACT TGAAGAAAGGCAACACAAT CGACT TTACAT TCGGACT TACGAGT GAGCAGAGCGGCATTCTGI TCTATGGTATCT
TGCAAGCCTACCCGCCGAGT CAACT TGAAGAAAGGCAACACAAT CGACT TTACAT TCGGACT TACGAGT GAGCAGAGCGGCATTCTGI TCTATGGTATCT
TGCAAGCCTACCCGCCGAGT CAACT TGAAGAAAGGCAACACAAT CGACTTTACAT TCGGACT TACGAGT GAGCAGAGCGGCATTCTGI TCTATGGTATCT
TGCAAGCCTACCCGCCGAGT CAACT TGAAGAAAGGCAACACAAT CGACT TTACAT TCGGACT TACGAGT GAGCAGAGCGGCATTCTGI TCTATGGTATCT
TGCAAGCCTACCCGCCGAGT CAACT TGAAGAAAGGCAACACAAT CGACT TTACAT TCGGACT TACGAGT GAGCAGAGCGGCATTCTGI TCTATGGTATCT
TGCAAGCCTACCCGCCGAGT CAACT TGAAGAAAGGCAACACAAT CGACT TTACAT TCGGACT TACGAGT GAGCAGAGCGGCATTCTGI TCTATGGTATCT
TGCAAGCCTACCCGCCGAGT CAACT TGAAGAAAGGCAACACAAT CGACT TTACAT TCGGACT TACGAGT GAGCAGAGCGGCATTCTGI TCTATGGTATCT
TGCAAGCCTACCCGCCGAGT CAACT TGAAGAAAGGCAACACAAT CGACT TTACAT TCGGACT TACGAGT GAGCAGAGCGGCATTCTGI TCTATGGTATCT
TGCAAGCCTACCCGCCGAGT CAACT TGAAGAAAGGCAACACAAT CGACTTTACAT TCGGACT TACGAGT GAGCAGAGCGGCATTCTGI TCTATGGTATCT
TGCAAGCCTACCCGCCGAGT CAACT TGAAGAAAGGCAACACAAT CGACT TTACAT TCGGACT TACGAGT GAGCAGAGCGGCATTCTGI TCTATGGTATCT
TGCAAGCCTACCCGT CGAGT CAACT TGAAGAAAGGCAACACAAT CGACT TTACAT TCGGACT TTCGTATCAGCAGAGCGGCAT TCTGI TCTATGGCATCT
TGCAAGCCTACCCGT CGAGT CAACT TGAAGAAAGGCAACACAAT CGACT TTACAT TCGGACT TTCGTATCAGCAGAGCGGCATTCTGI TCTATGGCATCT
TGCAAGCCTACCCGCCGAGT CGACT TGAAGAAAGGCAACACAAT CGACT TTACAT TCGGACT CTTGAACGGT CAGAGCGGCAT TCTGT TCTATGGCATCT
TGCAAGCCTACGCGCCGAGT CAACT TGAAGAAAGGCAACACAAT CGACT TTACAT TCGGACT TACGCAGGAGCAAAGCGGCATCCTGT TCTATGACATCT
TGCAAGCCTACGCGCCGAGT CAACT TGAAGAAAGGCAACACAAT CGACTTTACAT TCGGACT TACGCAGGAGCAAAGCGGCATCCTGT TCTATGACATCT
TGCAAGCCT TCCCGCCGAGT CAACT TGAAGAAAGGCGAAACAAT CGACT TTACAT TCGGACT TACGCATAT GCAGAGT GGCAT TCTGI TCTATAGCATCT
TGCAAGCCTACCCGCCGAGT CAACCT GAAGAAAGGCAACACAAT CGACT TTACAT TCGGACT TACGAAT CAGCAGAGCGGCATCCTGI TCTATGGCATCT
TGCAAGCCTACCCGT CGAGT GAACT TGAAGAAAGGCAACACAAT CGACT TTACAT TCGGACT TACGACT GGGCAGAGCGGCAT TCTGI TCTATGGCATCT
TGCAAGCCTACCCGT CGAGT GAACT TGAAGAAAGGCAACACAAT CGACT TTACAT TCGGACT TACGACT GGGCAGAGCGGCAT TCTGT TCTATGGCATCT
TGCAAGCCTACCCGT CGAGT GAACT TGAAGAAAGGCAACACAAT CGACT TTACAT TCGGACT TACGACT GGGCAGAGCGGCAT TCTGT TCTATGGCATCT
TGCAAGCCTACCCGT CGAGT GAACT TGAAGAAAGGCAACACAAT CGACTTTACAT TCGGACT TACGACT GGGCAGAGCGGCATTCTGIT TCTATGGCATCT
TGCAAGCCTACCCGT CGAGT GAACT TGAAGAAAGGCAACACAAT CGACT TTACAT TCGGACT TACGACT GGGCAGAGCGGCAT TCTGI TCTATGGCATCT
TGCAAGCCTACCCGT CGAGT GAACT TGAAGAAAGGCAACACAAT CGACT TTACAT TCGGACT TACGACT GGGCAGAGCGGCAT TCTGI TCTATGGCATCT
TGCAAGCCTACT CGT CGAGTCAACT TGAAGAAAGGCAACACAAT CGACT TTACAT TCGGACT TTCGAATTCGCAGAGCGGCAT TCTGI TCTATGGCATCT
INININININININININININININNININNININININNININNINNNNINNINNNINNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNCGGCAT TCTGT TCTATGGCATCT
TGCAAGCCTACCCGACGAGT CAACT TGAAGAAAGGCAACACAAT CGACTTTACAT TCGGACT TACGAGT GGGCAGAGCGGCATTCTGIT TCTATGGCATCT
TGCAAGCCTACCCGACGAGT CAACT TGAAGAAAGGCAACACAAT CGACT TTACAT TCGGACT TACGAGT GGGCAGAGCGGCAT TCTGI TCTATGGCATCT
TGCAAGCCTACCCGACGAGT CGACT TGAAGAAAGGCAACACAAT CGACT TTACAT TCGGACT TACGAGT GAGCAGAGCGGCAT TCTGI TCTATGGCATCT
TGCAAGCCTACCCGCCGAGT CAACT TGAAGAAAGGCAACACAAT CGACT TTACAT TCGGACT TACGACT GGGCAGAGCGGCAT TCTGT TCTATGGCATCT
TGCAAGCCTACCCGCCGAGT CAACT TGAAGAAAGGCAACACAAT CGACT TTACAT TCGGACT TACGACT GGGCAGAGCGGCAT TCTGT TCTATGGCATCT
TGCAAGCCTACCCGCCGAGT CAACT TGAAGAAAGGCAACACAAT CGACT TTACAT TCGGACT TACGACT GGGCAGAGCGGCAT TCTGT TCTATGGCATCT
TGCAAGCCTACCCGCCGAGT CAACT TGAAGAAAGGCAACACAATCGACT TTACAT TCGGACT TACGACT GGGCAGAGCGGCATTCTGT TCTATGGCATCT

TGCAAGCCTACCCGCCGAGT CAACT TGAAGAAAGGCAACACAAT CGACT TTACAT TCGGACT TACGACT GGGCAGAGCGGCATTCTGT TCTATGGCATCT
TGCAAGCCTACCCGCCGAGT CAACT TGAAGAAAGGCAACACAAT CGACT TTACAT TCGGACT TACGACT GGGCAGAGCGGCAT TCTGT TCTATGGCATCT
TGCAAGCCTACCCGCCGAGT CAACT TGAAGAAAGGCAACACAAT CGACT TTACAT TCGGACT TACGACT GGGCAGAGCGGCATTCTGT TCTATGGCATCT
TGCAAGCCTACCCGCCGAGT CAACT TGAAGAAAGGCAACACAAT CGACTTTACAT TCGGACT TACGACT GGGCAGAGCGGCATTCTGT TCTATGGCATCT
TGCAAGCCTACCCGCCGAGT CAACT TGAAGAAAGGCAACACAAT CGACT TTACAT TCGGACT TACGACT GGGCAGAGCGGCAT TCTGI TCTATGGCATCT
TGCAAGCCTACCCGCCGAGT CAACT TGAAGAAAGGCAACACAAT CGACT TTACAT TCGGACT TACGACT GGGCAGAGCGGCAT TCTGI TCTATGGCATCT
TGCAAGCCTACCCGCCGAGT CAACT TGAAGAAAGGCAACACAAT CGACT TTACAT TCGGACT TACGACT GGGCAGAGCGGCAT TCTGI TCTATGGCATCT
TGCAAGCCTACCCGCCGAGT CAACT TGAAGAAAGGCAACACAAT CGACT TTACAT TCGGACT TACGACT GGGCAGAGCGGCAT TCTGT TCTATGGCATCT
TGCAAGCCTACCCGCCGAGT CAACT TGAAGAAAGGCAACACAAT CGACT TTACAT TCGGACT TACGACT GGGCAGAGCGGCATTCTGT TCTATGGCATCT
TGCAAGCCTACCCGCCGAGT CAACT TGAAGAAAGGCAACACAAT CGACTTTACAT TCGGACT TACGACT GGGCAGAGCGGCATTCTGIT TCTATGGCATCT
TGCAAGCCTACCCGCCAAGT CAACT TGAAGAAACGCAATATTATCGACT TTACATTCGGACT TTCGTATTAGCAGAGCGGTATTCTGI TCTATGGCATCT
TGCAAGCCTACCCGCCAAGT CAACT TGAAGAAACGCAATAT TATCGACT TTACAT TCGGACT TTCGTATTAGCAGAGCGGTATTCTGI TCTATGGCATCT
TGCAAGCCTACCCGCCAGGTCAACT TGAAGAAACGCAATACAATCGACT TTACAT TCGGACT TTCGTATTAGCAGAGCGGTAT TCTGT TCTATGGCATCT
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TAAAGCCTTAAAACA: - - < - =<« - - - - - AGTTCAAGACAAGAGTTTAAAGCAGCTAAGGACTAAAGAAATTA- - - < - = < -« - - - - - AGGGCTAGTGGOC
TAAAGCCTTAAAACA: - - < =< == - - - - - AGTTCAAGACAAGAGTTTAAAGCAGCTAAGGACTAAAGAAATTA- - - < - = < == - - - - - AGGGCTAGTGGOC
TGAGCTCTTGAAACA- - - - =< === - - - - GGTTCAAGTCGAGGCT TTGCAGOGACGAAGGACTAAAAAAAATT- - - - - - - < - - - - - AATGGCTGGTGECC
TGAGCTCTTGAAACA- - - - - =< === - - - - GGTTCAAGTCGAGGCT TTGCAGOGACGAAGGACTAAAAAAAATT- - - - - - - < - - - - - AATGGCTGGTGRCC
TGAGCTCTTGAAACA- - - - - = <= - - - - - GGTTCAAGTCGAGGCT TTGCAGOGACGAAGGACTAAAAAAAATT- - - - - - - < - - - - - AATGGCTGGTGECC
TGAGCTCTTGAAACA: - - < - =< === - = - - GGTTCAAGTCGAGGCT TTGCAGOGACGAAGGACTAAAAAAAATT- - - - - - - < - - - - - AATGGCTGGTGECC
TGAGCTCTTGAAACA: - - = - =< === - = - - GGTTCAAGTCGAGGCT TTGCAGOGACGAAGGACTAAAAAAAATT- - - - - - - < - - - - - AATGGCTGGTGACC
TGAGCTCTTGAAACA: - - < == <= - - - - - GGTTCAAGTCGAGGCT TTGCAGOGACGAAGGACTAAAAAAAATT- - - - - - - < - = - - - AATGGCTGGTGECC
TGAGCTCTTGAAACA- - - < =< === - - - - GGTTCAAGTCGAGGCT TTGCAGOGACGAAGGACTAAAAAAAATT- - - - - - - < - - - - - AATGGCTGGTGECC
TGAGCTCTTGAAACA- - - - - =< === - - - - GGTTCAAGTCGAGGCT TTGCAGOGACGAAGGACTAAAAAAAATT- - - - - - - < - - - - - AATGGCTGGTGRCC
TGAGCTCTTGAAACA- - - - - = <= - - - - - GGTTCAAGTCGAGGCT TTGCAGOGACGAAGGACTAAAAAAAATT- - - - - - - < - - - - - AATGGCTGGTGECC
TGAGCTCTTGAAACA: - - < - =< === - = - - GGTTCAAGTCGAGGCT TTGCAGOGACGAAGGACTAAAAAAAATT- - - - - - - < - - - - - AATGGCTGGTGECC
TGAGCTCTTGAAACA: - - = - =< === - = - - GGTTCAAGTCGAGGCT TTGCAGOGACGAAGGACTAAAAAAAATT- - - - - - - < - - - - - AATGGCTGGTGACC
TGAGCTCTTGAAACA: - - < == <= - - - - - GGTTCAAGTCGAGGCT TTGCAGOGACGAAGGACTAAAAAAAATT- - - - - - - < - = - - - AATGGCTGGTGECC
TGAGCTCTTGAAACA- - - < == <= = = - - - - GGTTCAAGTCGAGGCT TTGCAGOGACGAAGGACTAAAAAAAATT- - - - - - - < - - - - - AATGGCTGGTGECC
TGAGCTCTTGAAACA- - - - - =< == - - - - - GGTTCAAGTCGAGGCT TTGCAGOGACGAAGGACTAAAAAAAATT- - - - - - - < - - - - - AATGGCTGGTGRCC
TGAGCTCTTGAAACA- - - - - = <= - - - - - GGTTCAAGTCGAGGCT TTGCAGOGACGAAGGACTAAAAAAAATT- - - - - - - - - - - - - AATGGCTGGTGACC
TGAGCTCTTGAAACA: - - < - =< === - - - - GGTTCAAGTCGAGGCT TTGCAGOGACGAAGGACTAAAAAAAATT- - - - - - - < - = - - - AATGGCTGGTGECC
TGAGATCTTGAAACA: - - < =<« - - = - - GGTTCAAGTOGAGGCTTTGA: - - - = - = = == - == === === x—xmox o me e ocaaaoo oo GGTGGACC
TGAGATCTTGAAACA: - - < =< === - - - - GGTTCAAGTOGAGGCTTTGA: - - - = - = < == - =< <=« <= —xoa o os oo i i GGTGACC
TGAGATCTTGAAACA- - - - =<« - - - - - GGTTCCAGTCGAGGCT TTGCAGOGACTAAGGACCCCAAAAAAAT- - - - - - - - - - - - TAAGGGECTGGTGGCC
TGAGATCTTGAAACA- - - - - =< === - - - - GGTTCAAGTCAAGGCT TTGCAGOGACTAAGGACCAAAAAGATCA: - - - - - = - - = - - - - AGGGCTGGTGEOC
TGAGATCTTGAAACA- - - - - = <= - - - - - GGTTCAAGTCAAGGCT TTGCAGOGACTAAGGACCAAAAAGATCA: - - - - - = - - = - - - - AGGGCTGGTGROC
TGAGATCTTGAAACA: - - < - =< === - = - - GGTTCAAGTCGAGGCT TTGCAGOGACTAAGGACCAAAAGATTTA: - - - - - =< - = - = - - AGGGCTGGTGROC
TGAGATCTTGAAACG: - - < - =< - == - = - - GGTTCAAGTCGAGGCT TTACAGOGACTAAGGACCAAAAGAATTA: - - - - - =< - = - - - - AGGGCTAGTGGOC
TGAGATCTTGAAACA: - - < ==« == - - - - - GGTTCAAGTCGAGGCTTTGCAGOGACTAAGGACCAAAAGAATTA: - - - = - - < - - - - - AAGGGCTGGTGACC
TGAGATCTTGAAACA- - - - =<« - - - - - GGTTCAAGTCGAGGCT TTGCAGOGACTAAGGACCAAAAGAATTA: - - - = - - < - - - - - AAGGGCTGGTGACC
TGAGATCTTGAAACA- - - - - =< === - - - - GGTTCAAGTCGAGGCT TTGCAGOGACTAAGGACCAAAAGAATTA: - - - - - - < - - - - - AAGGGCTGGTGECC
TGAGATCTTGAAACA- - - - - = <= - - - - - GGTTCAAGTCGAGGCT TTGCAGOGACTAAGGACCAAAAGAATTA: - - - - - - - - - - - - AAGGGCTGGTGACC
TGAGATCTTGAAACA: - - < - =<« - - - - - GGTTCAAGTCGAGGCT TTGCAGOGACTAAGGACCAAAAGAATTA: - - - - - - < - - - - - AAGGGCTGGTGECC
TGAGATCTTGAAACA: - - - == <= - - - - - GGTTCAAGTCGAGGCT TTGCAGOGACTAAGGACCAAAAGAATTA: - - - = - - < - - - - - AAGGGCTGGTGACC
TGAGATCTTGAAACAGGTTTAAGT CGAGGGGT TCAAGT CGAGGCT TGGCAGOGACTAAGGACCAAAAAAATAA: - - - - - = < - - - - - - AGGGCTGGT- - - -

TGAGGTCTTGAAACA- - - = - =< - = - - - - - GGTTCAAGTTGAGGCTTTGCAGOGACTAAGGACCAAAAAATAAA: - - - - AATAAAATAAGGGCTGGTGECC
TGAGTTCTTGAAACA- - - - - = < = - - - - - GGTTCAACTCGAGGCTTTGCAGOGACTAAGGACCAAAAAAAAAAAACAAAAAAAAACAAGGGCT GGTGECC
TGAGTTCTTGAAACA: - - < - =< == - - - - - GGTTCAACTCGAGGCT TTGCAGOGACTAAGGACCAAAAAAAAAAAACAAAAAAAAACAAGGGCT GGTGGCC
TGAGGTCTTGAAACA: - - < - =< === - - - - GGTTCAACTOGAGGCTTTTCAGOGACTAAGGACCAAAAAAAAAAAGAAGAAAAAAAT AAGGGCT GGTGGCC
TGAGGTCTTGAAACA: - - = =< === - - - - GGTTCAAGTTGAGGCTTTGCAGOGACTAAGGACCAAAAAATAAA: - - - - AATAAAATAAGGGCTGGTGECC
TGAGGTCTTGAAACA- - - = =< === - - - - GGTTCAAGTTGAGGCTTTGCAGOGACTAAGGACCAAAAAATAAA: - - - - AATAAAATAAGGGCTGGTGECC
TGAGGTCTTGAAACA- - - - - =< == - - - - - GGTTCAAGTTGAGGCT TTGCAGOGACTAAGGACCAAAAAATAAA: - - - - AATAAAATAAGGGCTGGTGECC
TGAGGTCTTGAAACA: - - - - = <= - - - - - GGTTCAAGTTGAGGCT TTGCAGOGACTAAGGACCAAAAAATAAA: - - - - AATAAAATAAGGGCTGGTGECC
TGAGGTCTTGAAACA: - - < == <= - - - - GGTTCAAGTTGAGGCTTTGCAGOGACTAAGGACCAAAAAATAAA: - - - - AATAAAATAAGGGCTGGTGECC
TGAGGTCTTGAAACA- - - = =< === - - - - GGTTCAAGTTGAGGCTTTGCAGOGACTAAGGACCAAAAAATAAA: - - - - AATAAAATAAGGGCTGGTGECC
TGAGGTCTTGAAACA- - - - - =< == - - - - - GGTTCAAGTTGAGGCT TTGCAGOGACTAAGGACCAAAAAATAAA: - - - - AATAAAATAAGGGCTGGTGECC
TGAGGTCTTGAAACA- - - - - = <= - - - - - GGTTCAAGTTGAGGCT TTGCAGOGACTAAGGACCAAAAAATAAA: - - - - AATAAAATAAGGGCTGGTGRCC
TGAGGTCTTGAAACA: - - < - =< === - = - - GGTTCAAGTTGAGGCT TTGCAGOGACTAAGGACCAAAAAATAAA: - - - - AATAAAATAAGGGCTGGTGECC
TGAGGTCTTGAAACA: - - = - =< === - - - - GGTTCAAGTTGAGGCT TTGCAGOGACTAAGGACCAAAAAATAAA: - - - - AATAAAATAAGGGCTGGTGECC
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TACCATCCAGGACCACCTAGT GBGCACOOCCACCTAAT- - - GGACCACCAAAATTTCAATCTTC: - - - -« - =< - - - CCATACAAAATCCAAA - - - - - - -
TACCATCCAGGACCACCTAGT GBGCACOOCCACCTAAT- - - GGACCACCAAAATTTCAATCTTC: - - - - < == < - - - CCATACAAAATCCAAA- - - - - - - -
CACTTTCAACAA- - - - - - - - - - GGCA- - GOCACGGGA- - - - - GACTT- - GAGAT- CAGGCTTGC - = - == === = - - - - TAATCAATCAACGGGTTTCAA
CACTTTCAACAA- - - - - - - - - - GGCA- - GOCACGGGA- - - - - GACTT- - GAGAT- CAGGCTTGG: - = - == === == - - = - TAATCAATCAACGGGTTTCAA
CACTTTCAACAA: - - - - - - - - - GGCA- - GOCACGGGA- - - - - GACTT- - GAGAT- CAGGCTTGC: - - - == === == - - - - TAATCAATCAACGGGTTTCAA
CACTTTCAACAA: - - - - - - - - - GGCA- - GOCACGGGA- - - - - GACTT- - GAGAT- CAGGCTTGC: - = - == === == - = - TAATCAATCAACGGGTTTCAA
CACTTTCAACAA- - - - = - - - - - GGCA- - GOCACGGGA- - - - - GACTT- - GAGAT- CAGGCTTGC: - = - == === - = - - = - TAATCAATCAACGGGTTTCAA
CACTTTCAACAA- - - - - - - - - - GGCA- - GOCACGGGA- - - - - GACTT- - GAGAT- CAGGCTTGC: - = - == === - = - - = TAATCAATCAACGGGTTTCAA
CACTTTCAACAA- - - - - - - - - - GGCA- - GOCACGGGA- - - - - GACTT- - GAGAT- CAGGCTTGC - - - == === == - - = - TAATCAATCAACGGGTTTCAA
CACTTTCAACAA- - - - - - - - - - GGCA- - GOCACGGGA- - - - - GACTT- - GAGAT- CAGGCTTGG: - = - == === == - - = - TAATCAATCAACGGGTTTCAA
CACTTTCAACAA - - - - - - - - - GGCA- - GOCACGGGA- - - - - GACTT- - GAGAT- CAGGCTTGC: - - - == === == - - - - TAATCAATCAACGGGTTTCAA
CACTTTCAACAA: - - - - - - - - - GGCA- - GOCACGGGA- - - - - GACTT- - GAGAT- CAGGCTTGC: - = - == === == - = - TAATCAATCAACGGGTTTCAA
CACTTTCAACAA- - - - = - - - - - GGCA- - GOCACGGGA- - - - - GACTT- - GAGAT- CAGGCTTGC - = - == === - = - - = - TAATCAATCAACGGGTTTCAA
CACTTTCAACAA- - - - - - - - - - GGCA- - GOCACGGGA- - - - - GACTT- - GAGAT- CAGGCTTGC: - = - == === - - = - TAATCAATCAACGGGTTTCAA
CACTTTCAACAA- - - - - - - - - - GGCA- - GOCACGGGA- - - - - GACTT- - GAGAT- CAGGCTTGC - - - == === == - - = - TAATCAATCAACGGGTTTCAA
CACTTTCAACAA- - - - - - - - - - GGCA- - GOCACGGGA- - - - - GACTT- - GAGAT- CAGGCTTGG: - = - == === == - - = - TAATCAATCAACGGGTTTCAA
CACTTTCAACAA - - - - - - - - - GGCA- - GOCACGGGA- - - - - GACTT- - GAGAT- CAGGCTTGC: - - - == === == - - - - TAATCAATCAACGGGTTTCAA
CACTTTCAACAA: - - - - - - - - - GGCA- - GOCACGGGA- - - - - GACTT- - GAGAT- CAGGCTTGC: - - - == =< == - - = - TAATCAATCAACGGGTTTCAA
CACTTTCAACAA- - - - = - - - - - GGCA- - GCTAC- - - - - = - = = - - CAT- - GCAGTACCCACCTGCOGTA: - - - - - - - - CGTACCCACCTACCGTACACCAA
CACTTTCAACAA- - - - - - - - - - GGCA- - GCTACCAT- - = - = <=« - - - - - GCAGTACCCACCTGOCGTA- - - - - - - - = CGTACCCACCTACCGTACACCAA
CACTTTCAACAA- - - - - - - - - - GGCA- - GOCACTGGACTGGAGACTTGAGGGATACCGGTATGOGETTG: - - - - - - - CCTATTCGGGCAGTGGAT- - - - -
CACTTTCAACAA- - - - - - - - - - GGCA- - GOCACTGGA- - - - - GACTTGAGAGATACCGGTATGCGGTTGTGTCA- - - AATATTGGGGTGAAAATC: - - - -
CACTTTCAACAA - - - - - - - - - GGCA- - GOCACTGGA- - - - - GACTTGAGAGATACCGGTATGCGGTTGTGTCA- - - AATATTGGGGTGAAAATC: - - - -
CACTTTCAACAA: - - - - - - - - - GGCA- - GOCACTGGA- - - - - GACTT- - GAGATACCGGTATGCGATTG - - - - - - - CCAATTOGGGCAGTAAAT- - - - -
CACTTTCAACAA- - - - = - - - - - GGCA- - GOCACTGGA- - - - - GACTTGAGAGATACCGGTATGCGGITG - - - - - - - CCTATTOGGGCAGT GGAT- - - - -
CACTTTCAACAA- - - - - - - - - - GGCA- - GOCACTGGA- - - - - GACTT- - GAGATACOGGTATGCGGITG - - - - - - - TATATTOGGACAGGGGAC - - - -
CACTTTCAACAA- - - - - - - - - - GGCA- - GOCACTGGA- - - - - GACTT- - GAGATACOGGTATGCGGITG - - - - - - - TATATTCGGACAGGGGAC - - - -
CACTTTCAACAA- - - - - - - - - - GGCA- - GOCACTGGA- - - - - GACTT- - GAGATACCGGTATGCGGITG - - - - - - - TATATTCGGACAGGGGAC - - - -
CACTTTCAACAA - - - - - - - - - GGCA- - GOCACTGGA- - - - - GACTT- - GAGATACCGGTATGCGGITG - - - - - - - TATATTCGGACAGGGGAC - - - -
CACTTTCAACAA: - - - - - - - - - GGCA- - GOCACTGGA- - - - - GACTT- - GAGATACCGGTATGCGGITG - - - - - - - TATATTOGGACAGGGGAC - - - -
CACTTTCAACAA- - - - - - - - - - GGCA- - GOCACTGGA- - - - - GACTT- - GAGATACCGGTATGCGGITG - - - - - - - TATATTOGGACAGGGGAC - - - -
------------------------------ CACTGGA- - - - - GACTT- - GAGATACOGGTATGOGGTTG - - - - - - - OCTATTCGGGCAGTGRAT- - - - -
CACTTTCAACAA- - - - - - - - - - e o/ c o K e
CACTTTCAACAA- - - - - - - - - - GGCA- - GOCACTGGA- - - - - GACTT- - GAGATATCGGTATGCGGITG - - - - - - - CCTATTCGGGTGGTCGAT- - - - -
CACTTTCAACAA: - - - - - - - - - GGCA- - GOCACTGGA- - - - - GACTT- - GAGATATCGGTATGCGGITG - - - - - - - CCTATTOGGGTGGTCGAT- - - - -
CACTTTCAACAA- - - - = - - - - - GGCA- - GOCACTGGA- - - - - GACTT- - GAGATATCGGTATGCGGITG - - - - - - - CCTATTOGGGTGGTCGAT- - - - -
CACTTTCAACAA- - - - - - - - - - GGCA- - GOCACTGGA- - - - - GACTT- - GAGATACTGGTATGCGGT TGCCTATTGOCCTATTOGGGT GGTGGAT- - - - -
CACTTTCAACAA- - - - - - - - - - GGCA- - GOCACTGGA- - - - - GACTT- - GAGATACTGGTATGCGGT TGCCTATTGOCCTATTOGGGT GGTGGAT- - - - -
CACTTTCAACAA- - - - - - - - - - GGCA- - GOCACTGGA- - - - - GACTT- - GAGATACTGGTATGCGGT TGCCTATTGOCCTATTOGGEGT GGTGGAT- - - - -
CACTTTCAACAA: - - - - - - - - - GGCA- - GOCACTGGA- - - - - GACTT- - GAGATACTGGTATGCGGT TGCCTATTGOCCTATTOGGGT GGTGGAT- - - - -
CACTTTCAACAA- - - - - - - - - - GGCA- - GOCACTGGA- - - - - GACTT- - GAGATACTGGTATGCGGTTGCCTATTGOCCTATTOGGGT GGTGGAT- - - - -
CACTTTCAACAA- - - - - - - - - - GGCA- - GOCACTGGA- - - - - GACTT- - GAGATACTGGTATGCGGT TGCCTATTGOCCTATTOGGGT GGTGGAT- - - - -
CACTTTCAACAA- - - - - - - - - - GGCA- - GOCACTGGA- - - - - GACTT- - GAGATACTGGTATGCGGT TGCCTATTGOCCTATTOGGEGT GGTGGAT- - - - -
CACTTTCAACAA - - - - - - - - - GGCA- - GOCACTGGA- - - - - GACTT- - GAGATACTGGTATGCGGT TGCCTATTGCCCTATTOGGGT GGTGGAT- - - - -
CACTTTCAACAA: - - - - - - - - - GGCA- - GOCACTGGA- - - - - GACTT- - GAGATACTGGTATGCGGT TGCCTATTGOCCTATTOGGGT GGTGGAT- - - - -
CACTTTCAACAA- - - - = - - - - - GGCA- - GOCACTGGA- - - - - GACTT- - GAGATACTGGTATGCGGT TGCCTATTGOCCTATTOGGGT GGTGGAT- - - - -

GGCA- - GCCACTGGA- - - - - GACTT- - GAGATACTGGTATGCGGT TGCCTATTGCCCTATTCGGGT GGT GGAT- - - - -
GGCA- - GCCACTGGA- - - - - GACTT- - GAGATACTGGTATGCGGT TGCCTATTGCCCTAT TCGGGT GGT GGAT- - - - -

CATATTCGCGCAGTAGAT- -
CATATTCGCGCAGTAGAT
CATATTCGCGCAGTAGAT- - - - -
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Fom n_009_ 1 ---------mn-onn TATTGATGTCCOG - - = === = mmmmmmmmmmm e e e =
Fom n_011_1  --------------- TATTGATGTCC- - - === === == mmmmmmmmmmem o=
Folyc_069 = --------------- TATTGAATGCAATATTGATTCA- - - === === - = - == - -
Folyc_002 = -----------o--- TATTGAATGCAATATTGATTCA- - - === === - = - = - -
Folyc_016 ~  --------------- TATTGAATGCAATATTGATTCA- - - === === - e oo o - -
Folyc_038 ----------o---- TATTGAATGCAATATTGATTCA- - - === - = m - e oo o - -
Folyc_072 -------aooo- TATTGAATGCAATATTGATTCA- - - === -=m - oo o - -
Folyc_073 -------oo-oo-- TATTGAATGCAATATTGATTCA- - - === == - - == -
Folyc_074 --------o------ TATTGAATGCAATATTGATTCA- - - === === - = - == - -
Folyc_075 ~  --------------- TATTGAATGCAATATTGATTCA- - - === === - = - = - -
Folyc_4287 -----------on-- TATTGAATGCAATATTGATTCA- - - - - - - === === - - -
Folyc_M\25 ~ -------ao-oo--o TATTGAATGCAATATTGATTCA- - - === - = c - e oo o - -
Folyc_004 --------oo----- TATTGAATGCAATATTGATTCAA: - - - - - = - o m - - -
Folyc_007 --------------- TATTGAATGCAATATTGATTCAA: - - - - === - - = - -
Folyc_014 ~  --------o-oo--- TATTGAATGCAATATTGATTCAA- - - - - - === === = - -
Folyc_018 --------------- TATTGAATGCAATATTGATTCAA- - - - - - === = o= = - -
Folyc_026 ~  --------------- TATTGAATGCAATATTGATTCAA: - - - - - == - = oo o - -
Folyc_029 --------------- TATTGAATGCAATATTGATTCAA: - - - === = - oo o - -
Focub_B2 AAAAGATTTTCCCCATACAAAAT GCCCAATTTCACT TATGATGAGAAAATGTC
Focub_I 15 AAAAGATTTTCCCCATACAAAAT GCCCAATTTCACT TATGATGAGAAAATGTC
Forap_PHWB15_ 1 --------------- TATGGAAGCTCG- - = - - mmmmmmmmmmmmmee e
Focon_5176 ~  --------------- TGTCTTCTCCTTT- - cmm e mmmmmm e e e
Focon_PHWB08  --------------- TGTCTTCTCCTTT- - - = mm e mmmm e e e e =
Forap_PHWB15 0 --------------- TATGGAAGCTCCAACAGCAAT- - - - === === - = oo = - -
Fopi s_HDV247  ---------nonnn- TATGGAAGCTCCAACAGCA- - - === === == mmm oo o - =
Folag_001_ 0  --------------- TATGGAAGCCTCAACAGCAA: - - - === - = o mem e o -
Folag_005_ 0  --------------- TATGGAAGCCTCAACAGCAA: - - = === == m o e -
Folag_002_0  --------------- TATGGAAGCCTCAACAGCA- - - === === mmmm e e e o -
Folag_004_0  --------------- TATGGAAGCCTCAACAGCA- - - - === -=mmmmmm o= -
Forom 001_0 --------------- TATGGAAGCCTCAACAGCA:- - - - === === mmm e e e e -
Forom 004 0 --------------- TATGGAAGCCTCAACAGCA: - - - < == - m s mmm oo -
Fogla_GI6 ~  --------------- TATGGAAGCT CCAACAGCAACAATTCGA: - - - - - - - - -
Fomom 001_2 ------mmme oo
FOMDM 004_3 = o s oo s oo e oo e o e e e
Fomom 001_1 ~  =-----memmmmeo- TTTGGAA - = - - == m e e mm e
Fomom 004_1  --------oom---- TTTGGA- - - - -mmmmmmmmmmcomicoioo oot
Folil_39 =~ —--eeiioaaoon TTTGGA - - - - - s mmmmmm e cm s
Folag 001 1  ----------n--nn- TATG -------mmmmmmmmm oo
Folag_002_1  --------------- TATG - ------mmmmmmmm e -
Fol ag_004_1 --------mmmnnn- TATG - -----=smmmmmmmmmooiceeo o
Folag_005_1 --------------- TATG - - = = m e e e e e
Fomom 001_3 ---------oioooiiiiioiioooo oo
Fonmom 004_2 ------ooooo oo
Foml n_006 ~  --------------- TATG ------mmmmmmmmmmmm oo
Fom n_012 --------------- TATG - ------mmmmmmm e -
Fom n_013 - ------eeoao-- TAT- == -mmmmmmmmmmmee oo
Fom n_001 ~  ---------anaaon 7
Fom n_004 ~  ---------o----- TAT- - - o s s mmm i
Fom n_010 --------o--ao-- TAT- - mmmm e
Fom n_005 ~  --------------- TATG - - - - - mmmmmmmmmmm oo
Fom n_016 --------------- TATG - ------mmmmmmmm e -
Fom n_009 0  -----------nn--- TATG - - - === msmmmmmmmmmm oo
Fom n_011_0  ---------mnmnnn 7
Fonic_001 --------------- TATGGAAGCTTCAACAGCAACTATTCCGAG - - - - - - -
Fonic_003 ---------o----- TATGGAAGCTTCAAC- - - = == === == == s e oo o s
Fonic_012 --------oioo--- TATGGAAGCTTCAAC- - - = = === === == smmm e oo oo -
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1
Folil_39 - AGATTGGITGCCATAAAAGTATAAAGCCTATCTGCCAGC- - CTCCTTCCCAACATTTAATTCCGTCCTTAGAGACACCCACTTTTAATTCGICTTTATA
Fom n_001 TTGAATTGI GGCCGT GAGAGTATAAAGCCCAGGT GCCAACCTCTCTTTCCCAACATTCAAT TCCGTCCTTCAACACACCCAGCTCCAATCTGICTTTGCA
Fom n_004 TTGAATTGI GGCCGT GAGAGT ATAAAGCCCAGGT GCCAACCT CTCTTTCCCAACATTCAAT TCCGT CCTTCAACACACCCAGCTCCAATCTGICTTTGCA
Fom n_005 TTGAATTGI GGCCGT GAGAGT ATAAAGCCCAGGT GCCAACCTCTCTTTCCCAACATTCAAT TCCGT CCTTCAACACACCCAGCTCCAATCTGTCTTTGCA
Fom n_006 TTGAATTGIGGCCGT GAGAGTATAAAGCCCAGGT GCCAACCTCTCTTTCCCAACATTCAAT TCCGT CCTTCAACACACCCAGCTCCAATCTGICTTTGCA
Fom n_011 TTGAATTGIGGCCGT GAGAGTATAAAGCCCAGGT GCCAACCTCTCT TTCCCAACATTCAAT TCCGTCCTTCAACACACCCAGCTCCAATCTGICTTTGCA
Fom n_012 TTGAATTGI GGCCGT GAGAGTATAAAGCCCAGGT GCCAACCTCTCT TTCCCAACATTCAAT TCCGTCCTTCAACACACCCAGCTCCAATCTGICTTTGCA
Fom n_009 - TGAATTGI GGCCGT GAGAGT ATAAAGCCCAGGT GCCAACCT CTCTTTCCCAACATTCAAT TCCGTCCTTCAACACACCCAGCTCCAATCTGICTTTGCA
Fom n_013 - TGAATTGI GGCCGT GAGAGT ATAAAGCCCAGGT GCCAACCT CTCTTTCCCAACATTCAAT TCCGT CCTTCAACACACCCAGCTCCAATCTGICTTTGCA
Fom n_016 - TGAATTGI GGCCGT GAGAGT ATAAAGCCCAGGT GCCAACCT CTCTTTCCCAACATTCAAT TCCGT CCTTCAACACACCCAGCTCCAATCTGICTTTGCA
Fom n_010 - TGAATTGI GGCCGT GAGAGTATAAAGCCCAGGT GCCAACCTCTCTTTCCCAACATTCAAT TCCGT CCTTCAACACACCCAGCTCCAATCTGICTTTGCA
Foni v_002 - TGAATTGI GGCCGT GAGAGTATAAAGCCCAGGT GCCAACCT CTCTTTCCCAACATTCAAT TCCGTCCTTCAACACACCCAGCTCCAATCTGICTTTGCA
Foni v_005 - TGAATTGI GGCCGT GAGAGTATAAAGCCCAGGT GCCAACCTCTCT TTCCCAACATTCAAT TCCGTCCTTCAACACACCCAGCTCCAATCTGICTTTGCA
Foni v_015 - TGAATTGI GGCCGT GAGAGTATAAAGCCCAGGT GCCAACCT CTCTTTCCCAACATTCAAT TCCGTCCTTCAACACACCCAGCTCCAATCTGICTTTGCA
Foni v_019 - TGAATTGI GGCCGT GAGAGT ATAAAGCCCAGGT GCCAACCT CTCTTTCCCAACATTCAAT TCCGT CCTTCAACACACCCAGCTCCAATCTGICTTTGCA
Foni v_037 - TGAATTGI GGCCGT GAGAGT ATAAAGCCCAGGT GCCAACCT CTCTTTCCCAACATTCAAT TCCGT CCTTCAACACACCCAGCTCCAATCTGICTTTGCA
Foni v_010 TTGAATTGI GGCCGT GAGAGTATAAAGCCCAGGT GCCAACCTCTCTTTCCCAACATTCAAT TCCGT CCTTCAACACACCCAGCTCCAATCTGICTTTGCA
Foni v_013 TTGAATTGI GGCCGT GAGAGTATAAAGCCCAGGT GCCAACCTCTCT TTCCCAACATTCAAT TCCGTCCTTCAACACACCCAGCTCCAATCTGICTTTGCA
Foni v_020 TTGAATTGIGGCCGT GAGAGTATAAAGCCCAGGT GCCAACCTCTCTTTCCCAACATTCAAT TCCGTCCTTCAACACACCCAGCTCCAATCTGICTTTGCA
Foni v_021 TTGAATTGIGGECCGT GAGAGTATAAAGCCCAGGT GCCAACCT CTCTTTCCCAACATTCAAT TCCGTCCTTCAACACACCCAGCTCCAATCTGICTTTGCA

101
Folil _39  TCCTATCTTCCATAACTGCCAATCACTTGCACTTATATTGAATTCATCCACAATGCGATAT TCATTCATTIGCCCCAGCCTTTCTCCCTGTCTTTCCTCCA
Fom n_001 TCATAGITTCCATAACCTCCAGTCACT- - CACTCATCCTGTATCCATCCACAATGCAATTCTCATTCAI TAGT GCAGCTTTTCTCCTOBTCTTTCCTCCG
Fom n_004 TCATAGITTCCATAACCTCCAGTCACT- - CACTCATCCTGTATCCATCCACAATGCAATTCTCATTCAT TAGT GCAGCTTTTCTCCTOBTCTTTCCTCCG
Fom n_005 TCATAGITTCCATAACCTCCAGTCACT- - CACTCATCCTGTATCCATCCACAATGCAATTCTCATTCAT TAGT GCAGCTTTTCTCCTOBTCTTTCCTCCG
Fom n_006 TCATAGITTCCATAACCT CCAGTCACT- - CACTCATCCTGTATCCATCCACAATGCAATTCTCATTCAT TAGT GCAGCTTTTCTCCTOBTCTTTCCTCCG
Fom n_011 TCATAGITTCCATAACCTCCAGTCACT- - CACTCATCCTGTATCCATCCACAATGCAATTCTCATTCATTAGTGCAGCTTTTCTCCTQBTCTTTCCTCCG
Fom n_012 TCATAGITTCCATAACCTCCAGTCACT- - CACTCATCCTGTATCCATCCACAATGCAATTCTCATTCATTAGTGCAGCTTTTCTCCTQBTCTTTCCTCCG
Fom n_009 TCATAGITTCCATAACCTCCAGTCACT- - CACTCATCCTGTATCCATCCACAATGCAATTCTCATTCAT TAGT GCAGCTTTTCTCCTOBTCTTTCCTCCG
Fom n_013 TCATAGITTCCATAACCTCCAGTCACT- - CACTCATCCTGTATCCATCCACAATGCAATTCTCATTCAT TAGT GCAGCTTTTCTCCTOBTCTTTCCTCCG
Fom n_016 TCATAGITTCCATAACCTCCAGTCACT- - CACTCATCCTGTATCCATCCACAATGCAATTCTCATTCAN TAGT GCAGCTTTTCTCCTOBTCTTTCCTCCG
Fom n_010 TCATAGITTCCATAACCTCCAGTCACT- - CACTCATCCTGTATCCATCCACAATGCAATTCTCATTCAT TAGT GCAGCTTTTCTCCTOBTCTTTCCTCCG
Foni v_002 TCATAGITTCCATAACCTCCAGTCACT- - CACTCATCCTGTATCCATCCACAATGCAATTCTCATTCATTAGTGCAGCTTTTCTCCTQBTCTTTCCTCCG
Foni v_005 TCATAGITTCCATAACCTCCAGTCACT- - CACTCATCCTGTATCCATCCACAATGCAATTCTCATTCATTAGTGCAGCTTTTCTCCTQBTCTTTCCTCCG
Foni v_015 TCATAGITTCCATAACCTCCAGTCACT- - CACTCATCCTGTATCCATCCACAATGCAATTCTCATTCAI TAGT GCAGCTTTTCTCCTOBTCTTTCCTCCG
Foni v_019 TCATAGITTCCATAACCTCCAGTCACT- - CACTCATCCTGTATCCATCCACAATGCAATTCTCATTCAT TAGT GCAGCTTTTCTCCTOBTCTTTCCTCCG
Foni v_037 TCATAGITTCCATAACCTCCAGTCACT- - CACTCATCCTGTATCCATCCACAATGCAATTCTCATTCAT TAGT GCAGCTTTTCTCCTOBTCTTTCCTCCG
Foni v_010 TCATAGITTCCATAACCTCCAGTCACT- - CACTCATCCTGTATCCATCCACAATGCAATTCTCATTCAT TAGT GCAGCTTTTCTCCTOBTCTTTCCTCCG
Foni v_013 TCATAGITTCCATAACCTCCAGTCACT- - CACTCATCCTGTATCCATCCACAATGCAATTCTCATTCATTAGTGCAGCTTTTCTCCTQBTCTTTCCTCCG
Foni v_020 TCATAGITTCCATAACCTCCAGTCACT- - CACTCATCCTGTATCCATCCACAATGCAATTCTCATTCATTAGTGCAGCTTTTCTCCTQBTCTTTCCTCCG
Foni v_021 TCATAGITTCCATAACCTCCAGTCACT- - CACTCATCCTGTATCCATCCACAATGCAATTCTCATTCATTAGTGCAGCTTTTCTCCTOBTCTTTCCTCCG

201
Folil_39  GCCTGGGCTTATGAGGTTGCCACAGATAACT GCTGCAAGACCCAGCT CGAT GCAT GCCACAAGCAGGGT GCAAACGCT TGTAT GT GGACCAACGCCGCCA
Fom n_001 GCCTGGGGT TATGAGGT TGCCACGGACAACT GCT GCCAGGCCCAACT CGAGGCAT GCCACAAGCAGGGT GCAAACGCT TGCAT GT GGACTAACGCCGCCA
Fom n_004 GCCTGGGGT TATGAGGT TGCCACGGACAACT GCT GCCAGGCCCAACT CGAGGCAT GCCACAAGCAGGGT GCAAACGCT TGCAT GT GGACTAACGCCGCCA
Fom n_005 GCCTGGGGT TATGAGGT TGCCACGGACAACT GCTGCCAGGCCCAACT CGAGGCAT GCCACAAGCAGGGT GCAAACGCT TGCAT GT GGACTAACGCCGCCA
Fom n_006 GCCTGGGGT TATGAGGT TGCCACGGACAACT GCT GCCAGGCCCAACT CGAGGCAT GCCACAAGCAGGGT GCAAACGCT TGCAT GT GGACTAACGCCGCCA
Fom n_011 GCCTGGGGT TATGAGGT TGCCACGGACAACT GCT GCCAGGCCCAACT CGAGGCAT GCCACAAGCAGGGT GCAAACGCT TGCAT GT GGACTAACGCCGCCA
Fom n_012 GCCTGGGGT TATGAGGT TGCCACGGACAACT GCT GCCAGGCCCAACT CGAGGCAT GCCACAAGCAGGGT GCAAACGCT TGCAT GT GGACTAACGCCGCCA
Fom n_009 GCCTGGGGT TATGAGGT TGCCACGGACAACT GCT GCCAGGCCCAACT CGAGGCAT GCCACAAGCAGGGT GCAAACGCT TGCAT GT GGACTAACGCCGCCA
Fom n_013 GCCTGGGGT TATGAGGT TGCCACGGACAACT GCT GCCAGGCCCAACT CGAGGCAT GCCACAAGCAGGGT GCAAACGCT TGCAT GT GGACTAACGCCGCCA
Fom n_016 GCCTGGGGT TATGAGGT TGCCACGGACAACT GCTGCCAGGCCCAACT CGAGGCAT GCCACAAGCAGGGT GCAAACGCT TGCAT GT GGACTAACGCCGCCA
Fom n_010 GCCTGGGGT TATGAGGT TGCCACGGACAACT GCT GCCAGGCCCAACT CGAGGCAT GCCACAAGCAGGGT GCAAACGCT TGCAT GT GGACTAACGCCGCCA
Foni v_002 GCCTGGGGT TATGAGGT TGCCACGGACAACT GCT GCCAGGCCCAACT CGAGGCAT GCCACAAGCAGGGT GCAAACGCT TGCAT GT GGACTAACGCCGCCA
Foni v_005 GCCTGGGGT TATGAGGT TGCCACGGACAACT GCT GCCAGGCCCAACT CGAGGCAT GCCACAAGCAGGGT GCAAACGCT TGCAT GT GGACTAACGCCGCCA
Foni v_015 GCCTGGGGT TATGAGGT TGCCACGGACAACT GCT GCCAGGCCCAACT CGAGGCAT GCCACAAGCAGGGT GCAAACGCT TGCAT GT GGACTAACGCCGCCA
Foni v_019 GCCTGGGGT TATGAGGT TGCCACGGACAACT GCT GCCAGGCCCAACT CGAGGCAT GCCACAAGCAGGGT GCAAACGCT TGCAT GT GGACTAACGCCGCCA
Foni v_037 GCCTGGGGT TATGAGGT TGCCACGGACAACT GCT GCCAGGCCCAACT CGAGGCAT GCCACAAGCAGGGT GCAAACGCT TGCAT GT GGACTAACGCCGCCA
Foni v_010 GCCTGGGGT TATGAGGT TGCCACGGACAACT GCTGCCAGGCCCAACT CGAGGCAT GCCACAAGCAGGGT GCAAACGCT TGCAT GT GGACTAACGCCGCCA
Foni v_013 GCCTGGGGT TATGAGGT TGCCACGGACAACT GCT GCCAGGCCCAACT CGAGGCAT GCCACAAGCAGGGT GCAAACGCT TGCAT GT GGACTAACGCCGCCA
Foni v_020 GCCTGGGGT TATGAGGT TGCCACGGACAACT GCT GCCAGGCCCAACT CGAGGCAT GCCACAAGCAGGGT GCAAACGCT TGCAT GT GGACTAACGCCGCCA
Foni v_021 GCCTGGGGT TATGAGGT TGCCACGGACAACT GCT GCCAGGCCCAACT CGAGGCAT GCCACAAGCAGGGT GCAAACGCT TGCAT GT GGACTAACGCCGCCA

301
Folil_39  TCTGCGTCGATAACCCAAACAACCACATCCCGGT TGATGACACCT GT CTGAAGGAAT GCCCCAACGCTACT GTCGAGAAT CCTGACGGT TACATATATAA
Fom n_001 TCTGCGTCGACAACCCGAAGAACCACAAACCGGT TGACGAAACT TGT CT GAAGGCAT GCCCAGACGCCACT GT CAAGAACCCTAACGGT TTTCTATACAA
Fom n_004 TCTGCGTCGACAACCCGAAGAACCACAAACCGGT TGACGAAACT TGT CT GAAGGCAT GCCCAGACGCCACT GT CAAGAACCCTAACGGT TTTCTATACAA
Fonml n_005 TCTGCGTCGACAACCCGAAGAACCACAAACCGGT TGACGAAACT TGT CT GAAGGCAT GCCCAGACGCCACT GT CAAGAACCCTAACGGT TTTCTATACAA
Fonl n_006 TCTGCGTCGACAACCCGAAGAACCACAAACCGGT TGACGAAACT TGTCT GAAGGBCAT GCCCAGACGCCACT GT CAAGAACCCTAACGGT TTTCTATACAA
Fom n_011 TCTGCGTCGACAACCCGAAGAACCACAAACCGGT TGACGAAACT TGT CTGAAGGCAT GCCCAGACGCCACT GTCAAGAACCCTAACGGT TTTCTATACAA
Fom n_012 TCTGCGTCGACAACCCGAAGAACCACAAACCGGT TGACGAAACT TGT CT GAAGGCAT GCCCAGACGCCACT GTCAAGAACCCTAACGGT TTTCTATACAA
Fom n_009 TCTGCGTCGACAACCCGAAGAACCACAAACCGGT TGACGAAACT TGT CT GAAGGCAT GCCCAGACGCCACT GT CAAGAACCCTAACGGT TTTCTATACAA
Fom n_013 TCTGCGTCGACAACCCGAAGAACCACAAACCGGT TGACGAAACT TGT CT GAAGGCAT GCCCAGACGCCACT GT CAAGAACCCTAACGGT TTTCTATACAA
Fonml n_016 TCTGCGTCGACAACCCGAAGAACCACAAACCGGT TGACGAAACT TGT CT GAAGGCAT GCCCAGACGCCACT GT CAAGAACCCTAACGGT TTTCTATACAA
Fonml n_010 TCTGCGTCGACAACCCGAAGAACCACAAACCGGT TGACGAAACT TGTCT GAAGGCAT GCCCAGACGCCACT GT CAAGAACCCTAACGGT TTTCTATACAA
Foni v_002 TCTGCGTCGACAACCCGAAGAACCACAAACCGGT TGACGAAACT TGT CTGAAGGCAT GCCCAGACGCCACT GTCAAGAACCCTAACGGT TTTCTATACAA
Foni v_005 TCTGCGTCGACAACCCGAAGAACCACAAACCGGT TGACGAAACT TGT CT GAAGGCAT GCCCAGACGCCACT GTCAAGAACCCTAACGGT TTTCTATACAA
Foni v_015 TCTGCGTCGACAACCCGAAGAACCACAAACCGGT TGACGAAACT TGT CT GAAGGCAT GCCCAGACGCCACT GT CAAGAACCCTAACGGT TTTCTATACAA
Foni v_019 TCTGCGTCGACAACCCGAAGAACCACAAACCGGT TGACGAAACT TGT CT GAAGGCAT GCCCAGACGCCACT GT CAAGAACCCTAACGGT TTTCTATACAA
Foni v_037 TCTGCGTCGACAACCCGAAGAACCACAAACCGGT TGACGAAACT TGT CT GAAGGBCAT GCCCAGACGCCACT GT CAAGAACCCTAACGGT TTTCTATACAA
Foni v_010 TCTGCGTCGACAACCCGAAGAACCACAAACCGGT TGACGAAACT TGTCT GAAGGCAT GCCCAGACGCCACT GT CAAGAACCCTAACGGT TTTCTATACAA
Foni v_013 TCTGCGTCGACAACCCGAAGAACCACAAACCGGT TGACGAAACT TGT CTGAAGGCAT GCCCAGACGCCACT GTCAAGAACCCTAACGGT TTTCTATACAA
Foni v_020 TCTGCGTCGACAACCCGAAGAACCACAAACCGGT TGACGAAACT TGT CT GAAGGCAT GCCCAGACGCCACT GTCAAGAACCCTAACGGT TTTCTATACAA
Foni v_021 TCTGCGTCGACAACCCGAAGAACCACAAACCGGT TGACGAAACTTGTCT GAAGGCAT GCCCAGACGCCACT GT CAAGAACCCTAACGGT TTTCTATACAA

401
Folil _39  GITTCAAAAGCATGGGTATGICTGGCTGGCATCTTAGTACCTAAATA
Fom n_001 GITTCAGAAGCATGGGTACGT CGGGCT GGCATCT TAGTACCCAAATA
Fom n_004 GITTCAGAAGCATGGGTACGT CGGGCT GGCATCT TAGTACCCAAATA
Fom n_005 GTTTCAGAAGCATGGGTACGT CGGGCT GGCATCT TAGTACCCAAATA
Fom n_006 GTTTCAGAAGCATGGGTACGT CGGGCT GGCATCT TAGTACCCAAATA
Fom n_011 GTTTCAGAAGCATGGGTACGT CGGGCTGGCATCTTAGTACCCAAATA
Fom n_012 GTTTCAGAAGCATGGGTACGT CGGGCTGGCATCT TAGTACCCAAATA
Fom n_009 GITTCAGAAGCATGGGTACGT CGGGCT GGCATCT TAGTACCCAAATA
Fom n_013 GITTCAGAAGCATGGGTACGT CGGGCT GGCATCT TAGTACCCAAATA
Fom n_016 GTTTCAGAAGCATGGGTACGT CGGGCT GGCATCT TAGTACCCAAATA
Fom n_010 GTTTCAGAAGCATGGGTACGT CGGGCT GGCATCT TAGTACCCAAATA
Foni v_002 GTTTCAGAAGCATGGGTACGT CGGGCTGGCATCTTAGTACCCAAATA
Foni v_005 GTTTCAGAAGCATGGGTACGT CGGGCTGGCATCT TAGTACCCAAATA
Foni v_015 GITTCAGAAGCATGGGTACGT CGGGCT GGCATCT TAGTACCCAAATA
Foni v_019 GITTCAGAAGCATGGGTACGT CGGGCT GGCATCT TAGTACCCAAATA
Foni v_037 GITTCAGAAGCATGGGTACGT CGGGCT GGCATCT TAGTACCCAAATA
Foni v_010 GITTCAGAAGCATGGGTACGT CGGGCT GGCATCT TAGTACCCAAATA
Foni v_013 GTTTCAGAAGCATGGGTACGT CGGGCTGGCATCTTAGTACCCAAATA
Foni v_020 GTTTCAGAAGCATGGGTACGT CGGGCTGGCATCT TAGTACCCAAATA
Foni v_021 GITTCAGAAGCATGGGTACGT CGGGCT GGCATCT TAGTACCCAAATA CCCAGT GCCCCTGCCGGTGAT TGCGTCTGCG
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Folil _39

Fom n_001
Fom n_004
Fom n_005
Fom n_006
Fonl n_011
Fom n_012
Fom n_009
Fom n_013
Fom n_016
Fom n_010
Foni v_002
Foni v_005
Foni v_015
Foni v_019
Foni v_037
Foni v_010
Foni v_013
Foni v_020
Foni v_021

Folil _39

Fom n_001
Fom n_004
Fom n_005
Fom n_006
Fom n_011
Fom n_012
Fom n_009
Fom n_013
Fom n_016
Fom n_010
Foni v_002
Foni v_005
Foni v_015
Foni v_019
Foni v_037
Foni v_010
Foni v_013
Foni v_020
Foni v_021

Folil _39

Fom n_001
Fom n_004
Fom n_005
Fom n_006
Fom n_011
Fom n_012
Fom n_009
Fom n_013
Fom n_016
Fom n_010
Foni v_002
Foni v_005
Foni v_015
Foni v_019
Foni v_037
Foni v_010
Foni v_013
Foni v_020
Foni v_021

501

701

GAAACT TTAACCCCAACCT GGGCAGAT ACT GCCAAGGCGECTAGGECTACCAT CGCCACAAAGAAT CAATGAAATTCTCTTATAGCTGAAGTATTG: - - - -
GAAACCT GAACCCCAACCT AAGCAAGT ACT GCTACGGCGGECTAGGECCACCAT CACCACGAAGTATTCATAGAAT TCT TTCGTAGCT GAAGTAT GGATGAT
GAAACCTGAACCCCAACCTAAGCAAGT ACT GCTACGGCGGCTAGGECCACCAT CACCACGAAGTAT TCATAGAAT TCT TTCGTAGCT GAAGTATGGATGAT
GAAACCTGAACCCCAACCTAAGCAAGT ACT GCTACGGCGGCTAGGECCACCAT CACCACGAAGTATTCATAGAAT TCT TTCGTAGCT GAAGTATGGATGAT
GAAACCT GAACCCCAACCTAAGCAAGT ACT GCTACGGCGGCT AGGCCACCAT CACCACGAAGTATTCATAGAATTCTTTCGTAGCTGAAGTATGGATGAT
GAAACCT GAACCCCAACCTAAGCAAGT ACT GCTACGECGECTAGGECCACCAT CACCACGAAGTATTCATAGAAT TCT TTCGTAGCT GAAGTAT GGATGAT
GAAACCT GAACCCCAACCTAAGCAAGT ACT GCTACGECGECTAGGECCACCAT CACCACGAAGTATTCATAGAAT TCT TTCGTAGCT GAAGTAT GGATGAT
GAAACCTGAACCCCAACCTAAGCAAGT ACT GCTACGGCGGECTAGGECCACCAT CACCACGAAGTATTCATAGAAT TCT TTCGTAGCT GAAGTAT GGATGAT
GAAACCTGAACCCCAACCTAAGCAAGT ACT GCTACGGCGGECTAGGECCACCAT CACCACGAAGTAT TCATAGAAT TCT TTCGTAGCT GAAGTATGGATGAT
GAAACCTGAACCCCAACCTAAGCAAGT ACT GCTACGGCGGCTAGGECCACCAT CACCACGAAGTATTCATAGAAT TCT TTCGTAGCT GAAGTATGGATGAT
GAAACCT GAACCCCAACCTAAGCAAGT ACT GCTACGGECGGCT AGGCCACCAT CACCACGAAGCATTCATAGAATTCTTTCGTAGCTGAAGTATGGATGAT
GAAACCT GAACCCCAACCTAAGCAAGT ACT GCTACGECGECTAGGECCACCAT CACCACGAAGCAT TCATAGAAT TCT TTCGTAGCT GAAGTAT GGATGAT
GAAACCT GAACCCCAACCTAAGCAAGT ACT GCTACGECGECTAGGECCACCAT CACCACGAAGCAT TCATAGAAT TCT TTCGTAGCT GAAGTAT GGATGAT
GAAACCT GAACCCCAACCTAAGCAAGT ACT GCTACGGCGGECTAGGECCACCAT CACCACGAAGCAT TCATAGAAT TCT TTCGTAGCT GAAGTAT GGATGAT
GAAACCTGAACCCCAACCTAAGCAAGT ACT GCTACGGCGGECTAGGECCACCAT CACCACGAAGCAT TCATAGAAT TCT TTCGTAGCT GAAGTATGGATGAT
GAAACCTGAACCCCAACCTAAGCAAGT ACT GCTACGGCGGCTAGGECCACCAT CACCACGAAGCAT TCATAGAAT TCT TTCGTAGCT GAAGTATGGATGAT
GAAACCT GAACCCCAACCTAAGCAAGT ACT GCTACGGECGECT AGGCCACCAT CACCACGAAGCATTCATAGAATTCTTTCGTAGCTGAAGTATGGATGAT
GAAACCT GAACCCCAACCTAAGCAAGT ACT GCTACGECGECTAGGECCACCAT CACCACGAAGCAT TCATAGAAT TCT TTCGTAGCT GAAGTAT GGATGAT
GAAACCT GAACCCCAACCTAAGCAAGT ACT GCTACGECGECTAGGECCACCAT CACCACGAAGCAT TCATAGAAT TCT TTCGTAGCT GAAGTAT GGATGAT
GAAACCTGAACCCCAACCTAAGCAAGT ACT GCTACGGCGGECTAGGECCACCAT CACCACGAAGCAT TCATAGAAT TCT TTCGTAGCT GAAGTAT GGATGAT
--------- AGAGTTATGGGATTGCTCTAT- ACTATATACTCCAGT GTGATAAATACTGTACA- - AACGCTTTGTCTATAGT GGTGGT GGTAGCAATTAT
CATGCTTATATAGI TATCAATTAGCTTTATGACTATA- - - - - - - - - GTAACAAG ATTTTACAGTAAAGCTTATTTTTAAAGT CTGACCGTA- - - - - 17T
CATGCTTATATAGT TATCAATTAGCTTTATGACTATA- - - - - - - - - GTAACAAG ATTTTACAGTAAAGCTTATTTTTAAAGTI CTGACCGTA- - - - - TTT
CATGCTTATATAGT TATCAATTAGCTTTATGACTATA- - - - - - - - - GTAACAAG ATTTTACAGTAAAGCTTATTTTTAAAGT CTGACCGTA- - - - - TTT
CATGCTTATATAGT TATCAATTAGCTTTATGACTATA- - - - - - - - - GTAACAAG ATTTTACAGTAAAGCTTATTTTTAAAGT CTGACCGTA- - - - - TTT
CATGCTTATATAGT TATCAATTAGCTTTATGACTATA- - - - - - - - - GTAACAAG ATTTTACAGTAAAGCTTATTTTTAAAGT CTGACCGTA- - - - - TTT
CATGCTTATATAGTTATCAATTAGCTTTATGACTATA- - - - - - - - - GTAACAAG- ATTTTACAGTAAAGCTTATTTTTAAAGICTGACCGTA- - - - - TTT
CATGCTTATATAGT TATCAATTAGCTTTATGACTATA- - - - - - - - - GTAACAAG ATTTTACAGTAAAGCTTATTTTTAAAGTI CTGACCGTA- - - - - 7T
CATGCTTATATAGT TATCAATTAGCTTTATGACTATA- - - - - - - - - GTAACAAG ATTTTACAGTAAAGCTTATTTTTAAAGT CTGACCGTA- - - - - TTT
CATGCTTATATAGT TATCAATTAGCTTTATGACTATA- - - - - - - - - GTAACAAG ATTTTACAGTAAAGCTTATTTTTAAAGT CTGACCGTA- - - - - TTT
CATGCTTATATAGT TATCAATTAGCTTTATGACTATA- - - - -- - - - GTAACAAG ATTTTACAGTAAAGCTTATTTTTAAAGT CTGACCGTA- - - - - TTT
CATGCTTATATAGT TATCAATTAGCTTTATGACTATA- - - - - - - - - GTAACAAG ATTTTACAGTAAAGCTTATTTTTAAAATCTGACCGTA- - - - - TTT
CATGCTTATATAGTTATCAATTAGCTTTATGACTATA- - - - - - - - - GTAACAAG- ATTTTACAGTAAAGCTTATTTTTAAAATCTGACCGTA- - - - - TTT
CATGCTTATATAGI TATCAATTAGCTTTATGACTATA- - - - - - - - - GTAACAAG ATTTTACAGTAAAGCTTATTTTTAAAATCTGACCGTA- - - - - 7T
CATGCTTATATAGT TATCAATTAGCTTTATGACTATA- - - - - - - - - GTAACAAG ATTTTACAGTAAAGCTTATTTTTAAAATCTGACCGTA- - - - - TTT
CATGCTTATATAGT TATCAATTAGCTTTATGACTATA- - - - - - - - - GTAACAAG ATTTTACAGTAAAGCTTATTTTTAAAATCTGACCGTA- - - - - TTT
CATGCTTATATAGT TATCAATTAGCTTTATGACTATA- - - - - - - - - GTAACAAG ATTTTACAGTAAAGCTTATTTTTAAAATCTGACCGTA- - - - - TTT
CATGCTTATATAGT TATCAATTAGCTTTATGACTATA- - - - - - - - - GTAACAAG ATTTTACAGTAAAGCTTATTTTTAAAATCTGACCGTA- - - - - TTT
CATGCTTATATAGTTATCAATTAGCTTTATGACTATA- - - - - - - - - GTAACAAG- ATTTTACAGTAAAGCTTATTTTTAAAATCTGACCGTA- - - - - TTT
CATGCTTATATAGT TATCAATTAGCTTTATGACTATA- - - - - - - - - GTAACAAG ATTTTACAGTAAAGCTTATTTTTAAAATCTGACCGTA- - - - - TTT
TACGCCCGGGA

TCCGTATG - -

TCCGTATG - -

TCCGTATG - -

TCCGTATG - -

TCCGTATG- - -

TCCGTATG- - -

TCCGTATGI- -

TCCGTATGT- -

TCCGTATGI- -

TCCGTATGI- -

TCCGTATGI- -

TCCGTATGI- -

TCCGTATGI- -

TCCGTATGT- -

TCCGTATGT- -

TCCGTATG - -

TCCGTATG- - -

TCCGTATG- - -

TCCGTATG - -
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1
Fopi s_HDV247 - CATCTGITAATCTTATTAATTCAAAGTTTAGCTCCTTTCTTAAAGCTATATATTCTACTAAAGCCAGCTGT TTCCTATCCTAATAGCTACCCAATCTAA

Fom n_010 TCATCTGTATCTCTTATTAATTCAAATTTTAGT TCGT GTCTTAAAGCTATACATTCTACTAAAGGCAGCTTCTTTCTATCCTAACAGCTACCTAATCTAA
Foni v_015 TCATCTGTATCTCTTATTAATTCAAATTTTAGT TCGT GTCTTAAAGCTATACATTCTACTAAAGGCAGCTTCTTTCTATCCTAACAGCTACCTAATCTAA
Foni v_019 TCATCTGTATCTCTTATTAATTCAAATTTTAGT TCGT GTCTTAAAGCTATACATTCTACTAAAGGCAGCT TCTTTCTATCCTAACAGCTACCTAATCTAA
Foni v_037 TCATCTGTATCTCTTATTAATTCAAATTTTAGT TCGT GTCTTAAAGCTATACATTCTACTAAAGGCAGCT TCTTTCTATCCTAACAGCTACCTAATCTAA
Foni v_005 - CATCTGTATCTCTTATTAATTCAAATTTTAGT TCGT GTCTTAAAGCTATACATTCTACTAAAGGCAGCT TCTTTCTATCCTAACAGCTACCTAATCTAA
Foni v_010 - CATCTGTATCTCTTATTAATTCAAATTTTAGT TCGT GTCTTAAAGCTATACATTCTACTAAAGGCAGCT TCTTTCTATCCTAACAGCTACCTAATCTAA
Foni v_013 - CATCTGTATCTCTTATTAATTCAAATTTTAGT TCGT GTCTTAAAGCTATACATTCTACTAAAGGCAGCTTCTTTCTATCCTAACAGCTACCTAATCTAA
Foni v_020 - CATCTGTATCTCTTATTAATTCAAATTTTAGT TCGT GTCTTAAAGCTATACATTCTACTAAAGGCAGCTTCTTTCTATCCTAACAGCTACCTAATCTAA
Foni v_021 - CATCTGTATCTCTTATTAATTCAAATTTTAGT TCGT GTCTTAAAGCTATACATTCTACTAAAGGCAGCT TCTTTCTATCCTAACAGCTACCTAATCTAA
Foni v_002 - CATCTGTATCTCTTATTAATTCAAATTTTAGT TCGT GTCTTAAAGCTATACATTCTACTAAAGGCAGCT TCTTTCTATCCTAACAGCTACCTAATCTAA
101

Fopi s_HDV247 CTATTTACTTACTTATCTTCTTATATTAGICTTCAGACTTGAATTTCAAAATGAAACTTATTGTTATATCT CTTAGCAGTATGGITCTCCTACCT

Fom n_010 CTATTTACTTACTTATCTTCCTCTATTAGT CTCCAGACTTAAGCT TCAAAAT GAAGCT TATTGT TATATCOCTTACCAGTATAAT TT TGCTAGCT TCAGO
Foni v_015 CTATTTACTTACTTATCTTCCTCTATTAGT CTCCAGACT TAAGCT TCAAAATGAAGCTTATTGT TATATCCCT TACCAGTATGATTTTGCTAGCTTCAGG
Foni v_019 CTATTTACTTACTTATCTTCCTCTATTAGT CTCCAGACT TAAGCT TCAAAATGAAGCTTATTGT TATATCCCT TACCAGTATGATTTTGCTAGCTTCAGG
Foni v_037 CTATTTACTTACTTATCTTCCTCTATTAGT CTCCAGACT TAAGCT TCAAAATGAAGCTTATTGT TATATCCCT TACCAGTATGATTTTGCTAGCTTCAGG
Foni v_005 CTATTTACTTACTTATCTTCCTCTATTAGT CTCCAGACT TAAGCT TCAAAATGAAGCTTATTGT TATATCCCT TACCAGTATGATTTTGCTAGCTTCAGG
Foni v_010 CTATTTACTTACTTATCTTCCTCTATTAGI CTCCAGACTTAAGCTTCAAAATGAAGCTTATTGI TATATCCCTTACCAGTATGATTTTGCTAGCTTCAGC
Foni v_013 GATTTTGCTAGCTTCAGC
Foni v_020 GATTTTGCTAGCTTCAGG
Foni v_021 CTATTTACTTACTTATCTTCCTCTATTAGT CTCCAGACT TAAGCT TCAAAATGAAGCTTATTGT TATATCCCT TACCAGTATGATTTTGCTAGCTTCAGG
Foni v_002 CTATTTACTTACTTATCTTCCTCTATTAGT CTCCAGACT TAAGCT TCAAAATGAAGCT TATTGT TATATCCCT TACCAGTATGATTTTGCTAGCTTCAGS

201

Fopi s_HDV247 TGCTCCAATGGT TTCTAATCCAGCATTCCCT CTACCACT TGAAAGT GACAAAGGGT TAGACCTAGCT CTGGACAAGCGAGCTATACT GGCTTCCGAGAGG
Fom n_010 AGI TIECAATGGCGT CTAAT CCAGCAT TACCT CTACCACT TGAAAGT GACAAAGGGCTAGACCTAGCT CT GTACAAGCGAGCTATACT GGCTTCTGAGAGG
Foni v_015 AGTTECAATGGCGT CTAAT CCAGCAT TACCT CTACCACT TGAAAGT GACAAAGGGCTAGACCTAGCT CTGTACAAGCGAGCTATACT GECTTCTGAGAGG
Foni v_019 AGTTECAATGGCGT CTAAT CCAGCAT TACCT CTACCACT TGAAAGT GACAAAGGGCTAGACCTAGCT CTGTACAAGCGAGCTATACT GECTTCTGAGAGG
Foni v_037 AGTTECAATGGCGT CTAAT CCAGCAT TACCT CTACCACT TGAAAGT GACAAAGGGCTAGACCTAGCT CT GTACAAGCGAGCTATACT GGCTTCTGAGAGG
Foni v_005 AGTTICCAATGGCGT CTAAT CCAGCATTACCT CTACCACT TGAAAGT GACAAAGGGCTAGACCTAGCT CTGTACAAGCGAGCTATACT GGCTTCTGAGAGG
Foni v_010 AGTTICCAATGGCGT CTAATCCAGCATTACCT CTACCACT TGAAAGT GACAAAGGGCTAGACCT AGCT CTGTACAAGCGAGCTATACT GGCTTCTGAGAGG
Foni v_013 AGTTECAATGGCGT CTAAT CCAGCAT TACCT CTACCACT TGAAAGT GACAAAGGGCTAGACCTAGCT CT GTACAAGCGAGCTATACT GGCTTCTGAGAGG
Foni v_020 AGTTECAATGGCGT CTAAT CCAGCAT TACCT CTACCACT TGAAAGT GACAAAGGGCTAGACCTAGCT CTGTACAAGCGAGCTATACT GBCTTCTGAGAGG
Foni v_021 AGTTECAATGGCGT CTAAT CCAGCAT TACCT CTACCACT TGAAAGT GACAAAGGGCTAGACCTAGCT CTGTACAAGCGAGCTATACT GGCTTCTGAGAGG
Foni v_002 AGTT \TGGCGT CTAATCCAGCAT TACCTCTACCACT TGAAAGT GACAAAGGGCTAGACCTAGCT CTGTACAAGCGAGCTATACTGGCT TCTGAGAGG

301
Fopi s_HDV247 TAAGCAGGAAGACCGATTTGTATATTCCTAGGT GCTAATATAGGGCTCTAACCAGTAGAGATATTACTTCTGGBCAGTGTGT TTGAGCCACGT TCTGGCTT

Fonl n_010 TAAGCAGGGAGACCGATTTGTATATTTCTAGGCACTAACAT GATGCTCTAACCAGCAGAGATACTACTTCTGGCAGT GTGCTTAAGCCGCGTTCCGGATG
Foni v_015 TAAGCAGGGAGACCGATTTGTATATTTCTAGGCACTAACAT GATGCTCTAACCAGCAGAGATACTACTTCTGGCAGT GTGCT TAAGCCGCGTTCCGGATG
Foni v_019 TAAGCAGGGAGACCGATTTGTATATTTCTAGGCACTAACAT GATGCTCTAACCAGCAGAGATACTACTTCTGGCAGT GTGCT TAAGCCGCGTTCCGGATG
Foni v_037 TAAGCAGGGAGACCGATTTGTATATTTCTAGGCACTAACAT GATGCTCTAACCAGCAGAGATACTACTTCT GGCAGT GTGCTTAAGCCGOGT TCOGGATG
Foni v_005 TAAGCAGGGAGACCGATTTGTATATTTCTAGGCACTAACAT GATGCTCTAACCAGCAGAGATACTACTTCTGGCAGT GTGCTTAAGCCGCGTTCCGGATG
Foni v_010 TAAGCAGGGAGACCGATTTGTATATTTCTAGGCACTAACAT GATGCTCTAACCAGCAGAGATACTACTTCTGGCAGT GTGCTTAAGCCGCGTTCCGGATG
Foni v_013 TAAGCAGGGAGACCGATTTGTATATTTCTAGGCACTAACAT GATGCTCTAACCAGCAGAGATACTACTTCTGGCAGT GTGCT TAAGCCGCGTTCCGGATG
Foni v_020 TAAGCAGGGAGACCGATTTGTATATTTCTAGGCACTAACAT GATGCTCTAACCAGCAGAGATACTACTTCTGGCAGT GTGCT TAAGCCGCGTTCCGGATG
Foni v_021 TAAGCAGGGAGACCGATTTGTATATTTCTAGGCACTAACAT GATGCTCTAACCAGCAGAGATACTACTTCTGGCAGT GTGCT TAAGCCGCGTTCCGGATG
Foni v_002 TAAGCAGGGAGACCGATTTGTATATTTCTAGGCACTAACAT GATGCTCTAACCAGCAGAGATACTACTTCT GGCAGT GTGCTTAAGCCGOGT TCOGGATG
401
Fopi s_HDV247 GGTTAGAAGGATGAATGTGCCTAATAGT GTCGGCACT GCAGT TCTAAACAT TGGCT CTAT TATCGT GAGGGCCAT TGT TGATGCTGCTGGCAATGTTATA
Fonl n_010 GAATAGAAGGATAAATGT GCCTGATAGT GTCGGCACT GCAGT TATAACCACT GGCCATAT TATCGT GAAGGCCAT TGTTAATGCTGCTGGCAATGTTATA
Foni v_015 GAATAGAAGGATAAATGT GCCTGATAGT GTCGGCACT GCAGT TATAACCACT GGCCATAT TATCGT GAAGGCCAT TGTTAATGCTGCTGGCAATGT TATA
Foni v_019 GAATAGAAGGATAAATGTGCCTGATAGT GTCGGCACT GCAGT TATAACCACT GGCCATAT TATCGT GAAGGCCAT TGT TAATGCTGCTGGCAATGT TATA
Foni v_037 GAATAGAAGGATAAAT GT GCCT GATAGT GTCGGCACT GCAGT TATAACCACT GGOCATAT TATCGT GAAGGOCATTGT TAATGCTGCTGGCAATGTTATA
Foni v_005 GAATAGAAGGATAAATGTGCCTGATAGT GTCGGCACT GCAGT TATAACCACT GGCCATAT TATCGT GAAGGCCAT TGT TAATGCTGCTGGCAATGTTATA
Foni v_010 GAATAGAAGGATAAATGT GCCTGATAGT GTCGGCACT GCAGT TATAACCACT GGCCATAT TATCGT GAAGGCCAT TGTTAATGCTGCTGGCAATGTTATA
Foni v_013 GAATAGAAGGATAAATGT GCCTGATAGT GTCGGCACT GCAGT TATAACCACT GGCCATAT TATCGT GAAGGCCAT TGTTAATGCTGCTGGCAATGTTATA
Foni v_020 GAATAGAAGGATAAATGTGCCTGATAGT GTCGGCACT GCAGT TATAACCACT GGCCATAT TATCGT GAAGGCCAT TGTTAATGCTGCTGGCAATGT TATA
Foni v_021 GAATAGAAGGATAAATGTGCCTGATAGT GTCGGCACT GCAGT TATAACCACT GGCCATAT TATCGT GAAGGCCAT TGT TAATGCTGCTGGCAATGT TATA
Foni v_002 GAATAGAAGGATAAAT GT GCCT GATAGT GT CGECACT GCAGT TATAACCACT GGOCATAT TATCGT GAAGGOCATTGT TAATGCTGCTGGCAATGT TATA
501
Fopi s_HDV247 TTCGAAGT.

Fom n_010 TTCGAAA
Foni v_015 TTCGAAA
Foni v_019 TTCGAAA
Foni v_037 TTCGAAA
Foni v_005 TTCGAAA
Foni v_010 TTCGAAA
Foni v_013
Foni v_020
Foni v_021 AAAAGGCTAATAT TTCGCAACAGCGATGTAAT GAT TGACGCAGGT TCTTTCATA
Foni v_002 AAAAGGCTAATATTTCGCAACAGCGAT GTAATGATTGACGCAGGT TCTTTCATA

601
Fopi s_HDV247
Fom n_010 AT TGCAGCTGX X 8 X NGT GGCTAAGAGT TTAGAGGT TTAGCAGGAGGTAG
Foni v_015 @rCT AGT CACCGT TCAGGATIRGTGGCTAAGAGT TTAGAGGT TTAGCAGGAGGTAG
Foni v_019 CTAGT CACCGT TCAGGATAGT GGCTAAGAGT TTAGAGGT TTAGCAGGAGGTAG
Foni v_037 CTAGTCACCGT TCAGGATIGT GGCTAAGAGT TTAGAGGT TTAGCAGGAGGTAG
Foni v_005 \
Foni v_010
Foni v_013
Foni v_020
Foni v_021
Foni v_002

701
Fopi s_HDV247 CGAAGIGGG ------- TTTTTT
Fonl n_010 CGAAGT GEGT TTT T T T T T T T T T T T - - = = = = = = = m = m m o e e m e o m e o o o o o e o o @ o o @ o & o @ o & o m oo oo ooooooocooooooo-
Foni v_015 CGAAGTGGGTTTTTTTTTTTTTTTTGACGCCTTGTGGT TTTCCCACACT TGCACATTTCTGCTGCTATAGAGACGT GCTAT- - - - ACAAGT TAGATCAGT
Foni v_019 CGAAGTGGGTTTTTTTTTTTTTTTTGACGCCT TGTGGT TTTCCCACACT TGCACATTTCTGCTGCTATAGAGACGT GCTAT- - - - ACAAGT TAGATCAGT
Foni v_037 CGAAGTGGGTTTTTTTTTTTTTTTTGACGCCT TGTGGT TTTCCCACACT TGCACATTTCTGCTGCTATAGAGACGT GCTAT- - - - ACAAGT TAGATCAGT
Foni v_005 CGAAGTGGG TTTTTTTTTTTTTTTGACGCCTTGTGGI TTTCCCACACT TGCACATTTCTGCTGCTATAGAGACGT GCTAT- - - - ACAAGT TAGATCAGT
Foni v_010 CGAAGTIGGG TTTTTTTTTTTTTTTGACGCCTTGTGGTTTTCCCACACTTGCACATTTCTGCTGCTATAGAGACGT GCTAT- - - - ACAAGT TAGATCAGT
Foni v_013 CGAAGTGGG TTTTTTTTTTTTTTTGACGCCTTGTGGT TTTCCCACACT TGCACATTTCTGCTGCTATAGAGACGT GCTAT- - - - ACAAGT TAGATCAGT
Foni v_020 CGAAGIGGG TTTTTTTTTTTTTTTGACGCCTTGTGGT TTTCCCACACT TGCACATTTCTGCTGCTATAGAGACGT GCTAT- - - - ACAAGT TAGATCAGT
Foni v_021 CGAAGIGGG TTTTTTTTTTTTTTTGACGCCTTGTGGT TTTCCCACACT TGCACATTTCTGCTGCTATAGAGACGT GCTAT- - - - ACAAGT TAGATCAGT
Foni v_002 CGAAGTGGGTTTTTTTTTTTTTTTTGACGCCTTGTGGT TTTCCCACACT TGCACATTTCTGCTGCTATAGAGACGT GCTAT- - - - ACAAGTTAGATCAGT
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Fopi s_HDV247  ATAGTAAGTCGCCCACCCTAGITATGGCCCAC
Fom n_010 @ ----------oieoiaa oo

Foni v_015 GATGTTATTGGATTGGATTGGAGCTGG: - - - -
Foni v_019 GATGTTATTGGATTGGATTGGACCTGG: - - - -
Foni v_037 GATGITATTGGATTGGATTGGAGCTGG - - - -
Foni v_005 GATGTTATTGGATTGGATTGGAGCTGGAT- - -
Foni v_010 GATGI TATTGGATTGGATTGGAGCTGGAT- - -
Foni v_013 GATGI TATTGGATTGGATTGGAGCTGGAT- - -
Foni v_020 GATGIT TATTGGATTGGAT TGGAGCTGGAT- - -
Foni v_021 GATGT TATTGGATTGGAT TGGAGCTGGAT- - -
Foni v_002 GATGT TATTGGATTGGATTGGAGCTGGA- - - -
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Foniv_002_1 ------- GTCTAAACCGGT TGAAATTCGAGT TTCCTATTTAAGCACAAGGCACAGCATAAATACCGTAGT CCAGTCTGCCTCT #
Fopi s_HDV247 ------- GTCTAAACCGGT TGAAATTCGAGT TTCCTATTTAAGCACAAGGCACAGCATAAATACCGT AGT CCAGT CTGCCTCT.
Forcu_031 = = ccccccccccccmeeeee e
FOCUC_015 oo oo oo b oo
FOocuC_035 c-cmemmmmeoeeee oo
Forcu_024 = ---ommeeme oo
Fomom 004_1 ----mimm e GGATTCTCGGATTT
Fol ag_001 - ATCATTGTCTAAACT GGT TGAAATACGAGT TTCTTATTTAAGCCCAAGACACAGCATAAATACCGTAGT CCAATCTCCTGC: - - - - - - Al
Fol ag_004 - ATCATTGTCTAAACT GGT TGAAATACGAGT TTCTTATTTAAGCCCAAGACACAGCATAAATACCETAGT CCAATCTGCCTC: - - - - - -
Fol ag_005 - ATCATTGTCTAAACTGGT TGAAATACGAGT TTCTTATTTAAGCCCAAGACACAGCATAAATACCE IATCAA
Fol ag_002 TATCATTGICTAAACTGGT TGAAATACGAGT TTCTTATTTAAGCCCAAGACACAGCATAAATACCETAGT CCAATCT GCCTC------ - AGCAA/ ATCAA
Foniv_020.0  ------- GTCTAAACTGGTTGAAGTACGAGT TTCTTATTTAAGT CCAAGGCACAGCATAAATACCGTA A ATCAA
FONi V_005 s o e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e m e e e m e e e m e e m e e e m e e n
Foniv_013_.0  -------- TCTAAACTGGTTGAAGTACGAGT TTCTTATTTAAGT CCAAGGCACAGCATAAATACCGTAGT CCAAT CTGT CTCTAGAT GTAGCAAAATCAA
Fovas_NRRL25433 ------- GTCTAAACTGGT TGAAGTACGAGT TTCTTATTTAAGT CCAAGGCACAGCATAAATACCGT AGT CCAATCT GT CTCTAGAT GT AGCAAAATCAA
Focuc_030_1 ------- GTCTAAACTGGT TGAAGTACGAGT TTCT TATTTAAGT CCAAGGCACAGCATAAATACCGT AGT CCAAT CT GCCT CTAGATGT AGCAAAATCAA
Foniv_010_1 -------- TCTAAACTGGT TGAAGTACGAGT TTCTTAT T TAAGT CCAAGGCACAGCATAAATACCGTAGT CCAAT CTGCCT CTAGAT GTAGCAAAATCAA
Focuc_021 -------- TCTAAACTGGTTGAAGTACGAGT TTCTTAT T TAAGT CCAAGGCACAGCATAAATACCGTAGT CCAATCTGCCTCTAGATGTAGCAAAATCAA
Fom n_005 0  -------- TCTAAACTGGTTGAAGTACGAGT TTCTTAT T TAAGT CCAAGGCACAGCATAAATACCGTAGT CCAATCTGCCTCTAGATGTAGCAAAATCAA
Fom n_011 1 ------- GTCTAAACTGGT TGAAGTACGAGT TTCTTATTTAAGT CCAAGGCACAGCATAAATACCGT AGT CCAAT CT GCCTCTAGAT GTAGCAAAATCAA
Fom n_010 ------- GTCTAAACTGGTTGAAGTACGAGT TTCTTATTTAAGT CCAAGGCACAGCATAAATACCGT AGT CCAAT CT GCCT CTAGAT GT AGCAAAATCAA
Fom n_011_.0 ------- GTCTAAACTGGT TGAAGTACGAGT TTCTTATTTAAGT CCAAGGCACAGCATAAATACCGT AGT CCAAT CT GCCT CTAGAT GT AGCAAAATCAA
Fom n_012 ------- GTCTAAACTGGTTGAAGTACGAGT TTCTTATTTAAGT CCAAGGCACAGCATAAATACCGT AGT CCAATCTGCCTCTAGATGTAGCAAAATCAA
Foniv_013_1 ------- GTCTAAACTGGTTGAAGTACGAGT TTCTTATTTAAGT CCAAGGCACAGCATAAATACCGTAGT CCAATCTGCCTCTAGATGTAGCAAAATCAA
Foniv_019 ------- GTCTAAACTGGTTGAAGTACGAGT TTCTTATTTAAGT CCAAGGCACAGCATAAATACCGTAGT CCAATCTGCCTCTAGATGTAGCAAAATCAA
Focuc_018 0 -------- TCTAAACTGGTTGAAGTACGAGT TTCTTATTTAAGT CCAAGGCACAGCATAAATACCGTAGT CCAAT CTGCCT CTAGAT GTAGCAAAATCAA
o VL 0 [o N O R
Foluf_002_.0 -------- TCTAAACTGGT TGAAGTACGAGT TTCTTAT T TAAGT CCAAGGCACAGCATAAATACCGTAGT CCAAT CTGCCT CTAGAT GTAGCAAAATCAA
Fom n_001 = -------- TCTAAACTGGT TGAAGTACGAGT TTCTTAT T TAAGT CCAAGGCACAGCATAAATACCGTAGT CCAATCTGCCT CTAGAT GTAGCAAAATCAA
Fom n_004 -------- TCTAAACTGGT TGAAGTACGAGT TTCTTAT T TAAGT CCAAGGCACAGCATAAATACCGTAGT CCAATCTGCCTCTAGATGTAGCAAAATCAA
Fom n_005 1 -------- TCTAAACTGGTTGAAGTACGAGT TTCTTATTTAAGT CCAAGGCACAGCATAAATACCGTAGT CCAATCTGCCTCTAGATGTAGCAAAATCAA
Fom n_006 -------- TCTAAACTGGTTGAAGTACGAGT TTCTTAT T TAAGT CCAAGGCACAGCATAAATACCGT AGT CCAAT CTGCCT CTAGAT GTAGCAAAATCAA
Fom n_009 -------- TCTAAACT GGTTGAAGTACGAGT TTCTTAT T TAAGT CCAAGGCACAGCATAAATACCGT AGT CCAAT CTGCCT CTAGAT GTAGCAAAAT CAA
Fom n_013 -------- TCTAAACTGGTTGAAGTACGAGT TTCTTAT T TAAGT CCAAGGCACAGCATAAATACCGTAGT CCAAT CTGCCT CTAGAT GTAGCAAAAT CAA
Fom n_016 = -------- TCTAAACTGGT TGAAGTACGAGT TTCTTAT T TAAGT CCAAGGCACAGCATAAATACCGTAGT CCAATCTGCCT CTAGAT GTAGCAAAATCAA
Foniv_002_.0  -------- TCTAAACTGGT TGAAGTACGAGT TTCTTAT T TAAGT CCAAGGCACAGCATAAATACCGTAGT CCAATCTGCCTCTAGATGTAGCAAAATCAA
Foniv_015 = -------- TCTAAACTGGTTGAAGTACGAGT TTCTTATTTAAGT CCAAGGCACAGCATAAATACCGTAGT CCAATCTGCCTCTAGATGTAGCAAAATCAA
Foniv_037 -------- TCTAAACT GGTTGAAGTACGAGT TTCTTATTTAAGT CCAAGGCACAGCATAAATACCGT AGT CCAAT CTGCCT CTAGAT GTAGCAAAATCAA
Focuc_013 ------- GTCTAAACTGGT TGAAGTACGAGT TTCTTATTTAAGT CCAAGGCACAGCATAAATACCGT AGT CCAAT CT GCCT CTAGAT GT AGCAAAATCAA
Focuc_037 ------- GTCTAAACTGGT TGAAGTACGAGT TTCTTATTTAAGT CCAAGGCACAGCATAAATACCGT AGT CCAATCT GCCTCTAGATGTAGCAAAATCAA
o VO A R
Focuc_011 -------- TCTAAACTGGTTGAAGTACGAGT TTCTTAT T TAAGT CCAAGGCACAGCATAAATACCGTAGT CCAATCTGCCTCTAGATGTAGCAAAATCAA
Foniv_010. 0  -------- TCTAAACTGGTTGAAGTACGAGT TTCTTATTTAAGT CCAAGGCACAGCATAAATACCGTAGT CCAATCTGCCTCTAGATGTAGCAAAATCAA
oL TRV 0 o R
Fomom 0040 -------- TCTAAACTGGTTGAAGTACGAGT TTCTTAT T TAAGT CCAAGGCACAGCATAAATACCGT AGT CCAAT CTGCCT CTAGAT GTAGCAAAATCAA
Foluf _002_1 -------- TCTAAACTGGT TGAAGTACGAGT TTCTTAT T TAAGT CCAAGGBCACAGCATAAATACCGTAGT CCAAT CTGCCT CTAGAT GTAGCAAAAT CAA
Focuc_018_1 ------- GTCTAAACTGGTTGAAGTACGAGT TTCTTATTTAAGT CCAAGGCACAGCATAAATACCGT AGT CCAATCTGCCTCTAGATGTAGCAAAATCAA
Focuc_030_0 ------- GTCTAAACTGGTTGAAGTACGAGT TTCTTATTTAAGT CCAAGGCACAGCATAAATACCGTAGT CCAATCTGCCTCTAGATGTAGCAAAATCAA
o T o [k A R e R e
101
Foni v_002_1 ACTTCCCTATTATCCTACT CAGTAACAAAAT CCCTAATATCGCCAAT CAGT AT CAAAAT GCGCCCAACCAACTTTATTCCAATTCTTGCGGTCTTTCTAC
Fopi s_HDV247 ACTTCCCTATTATCCTACT CAGTAACAAAAT CCCTAATATCGCCAAT CAGTATCAAAAT GCGCCCAACCAACTTTATTCCAATTCTTGCGGTCTTTCTAC
For cu_031 ACTTCTATATTTTCCTACT CAGCAACAAAGCCCCTAATATTGCCAATCGGTCTCAAAATGCGCCT - - - - - - - - - - - NINNINNNNNNNNNNNNNNNNNNNNN
Focuc_015 ACTTCTCTATTTTCCTACT CAGCAACAAAGCCCCTAATAT TGCCAATCGGT CTCAAAAT GCGCCT NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN
Focuc_035 ACTTCTCTATTTTCCTACT CAGCAACAAAGCCCCTAATAT TGCCAAT CGGT CT CAAAAT GCGCCT NINNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN
Forcu_024 ACTTCTCTATTTTCCTACT CAGCAACAAAGCCCCTAATATTGCCAAT CGGT CTCAAAAT GCGCCT - - - NNNINNNNNNNNNNNNNNNNNNNNNNNNNNNNN
Forom 004_1 ------- CATTTTCCTTCTCAGCAACAAAGCCCCT AATAT TGCCAAT CGGT CT CAAAAT GCGCCTAACCAACTTTATTCCAATTATAGCAGTCTTTCTAC
Fol ag_001 ACTTCTCTATTTTCCTACT CAGCAACAAAGCCCCTAATATTGCCAATCGGT CTCAAAAT GCGCCTAGCCAACT TTATTCCAATTATAGCAGTCTTTCTAC
Fol ag_004 ACTTCTCTATTTTCCTACT CAGCAACAAAGCCCCTAATATTGCCAATCGGTCTCAAAATGCGCCTAGCCAACTTTATTCCAATTATAGCAGICTTTCTAC
Fol ag_005 ACTTCTCTATTTTCCTACT CAGCAACAAAGCCCCTAATATTGCCAATCGGT CTCAAAAT GCGCCTAGCCAACTTTATTCCAATTATAGCAGICTTTCTAC
Fol ag_002 ACTTCTCTATTTTCCTACT CAGCAACAAAGCCCCTAATATTGCCAAT CGGT CTCAAAAT GCGCCTAGCCAACT TTATTCCAATTATAGCAGICTTTCTAC
Foni v_020_0 CCTTCTCTATTTTCCTACTCAGCAACAAAGCCCCT AATAT TGCCAAT CGGT CT CAAAAT GCGCCTAACCAACTTTATTCCAATCATAGCAGTCTTTTTAC
FONi V_ 005 - oo - m e e oo
Foni v_013_0 CCTTCTCTATTTTCCTACTCAGCAACAAAGCCCCTAATAT TGCCAAT CGGT CTCAAAAT GCGCCTAACCAACTTTATTCCAATCATAGCAGTCTTTTTAC
Fovas_NRRL25433 CCTTCTCTATTTTCCTACTCAGCAACAAAGCCCCTAATAT TGCCAATCGGT CTCAAAATGCGCCTAACCAACTTTATTCCAATCATAGCAGICTTTTTAC
Focuc_030_1 ACTTCTCTATTTTCCTACT CAGCAACAAAGCCCCTAATATTGCCAATCGGT CTCAAAAT GCGCCTAACCAACTTTATTCCAATTATAGCAGICTTTCTAC
Foni v_010_1 ACTTCTCTATTTTCCTACT CAGCAACAAAGCCCCTAATATTGCCAAT CGGT CTCAAAAT GCGCCTAACCAACT TTATTCCAATTATAGCAGICTTTCTAC
Focuc_021 ACTTCTCTATTTTCCTACT CAGCAACAAAGCCCCTAATATTGCCAAT CGGT CTCAAAAT GCGCCTAACCAACT TTATTCCAATTATAGCAGTICTTTCTAC
Fom n_005_0 ACTTCTCTATTTTCCTACT CAGCAACAAAGCCCCTAATATTGCCAAT CGGT CTCAAAAT GCGCCTAACCAACT TTATTCCAATTATAGCAGTCTTTCTAC
Fom n_011_1 ACTTCTCTATTTTCCTACT CAGCAACAAAGCCCCTAATATTGCCAATCGGT CTCAAAAT GCGCCTAACCAACT TTATTCCAATTATAGCAGTCTTTCTAC
Fom n_010 ACTTCTCTATTTTCCTACT CAGCAACAAAGCCCCTAATATTGCCAATCGGT CTCAAAATGCGCCTAACCAACT TTATTCCAATTATAGCAGICTTTCTAC
Fom n_011_0 ACTTCTCTATTTTCCTACT CAGCAACAAAGCCCCTAATATTGCCAATCGGT CTCAAAAT GCGCCTAACCAACT TTATTCCAATTATAGCAGICTTTCTAC
Fom n_012 ACTTCTCTATTTTCCTACT CAGCAACAAAGCCCCTAATATTGCCAAT CGGT CTCAAAAT GCGCCTAACCAACT TTATTCCAATTATAGCAGTICTTTCTAC
Foniv_013_1 ACTTCTCTATTTTCCTACT CAGCAACAAAGCCCCTAATATTGCCAAT CGGT CTCAAAAT GCGCCTAACCAACT TTATTCCAATTATAGCAGTICTTTCTAC
Foni v_019 ACTTCTCTATTTTCCTACT CAGCAACAAAGCCCCTAATATTGCCAAT CGGT CTCAAAAT GCGCCTAACCAACT TTATTCCAATTATAGCAGTCTTTCTAC
Focuc_018_0 ACTTCTCTATTTTCCTACT CAGCAACAAAGCCCCTAATATTGCCAATCGGT CTCAAAAT GCGCCTAACCAACT TTATTCCAATTATAGCAGTCTTTCTAC
Fol uf _001_0 - - - - mmm oo e oo CCAATCGGTCTCAAAAT GCGCCTAACCAACTTTATTCCAATTATAGCAGTCTTTCTAC
Fol uf _002_0 ACTTCTCTATTTTCCTACT CAGCAACAAAGCCCCTAATATTGCCAATCGGT CTCAAAAT GCGCCTAACCAACTTTATTCCAATTATAGCAGICTTTCTAC
Fom n_001 ACTTCTCTATTTTCCTACT CAGCAACAAAGCCCCTAATATTGCCAAT CGGT CTCAAAAT GCGCCTAACCAACT TTATTCCAATTATAGCAGTICTTTCTAC
Fom n_004 ACTTCTCTATTTTCCTACT CAGCAACAAAGCCCCTAATATTGCCAAT CGGT CTCAAAAT GCGCCTAACCAACT TTATTCCAATTATAGCAGTICTTTCTAC
Fom n_005_1 ACTTCTCTATTTTCCTACT CAGCAACAAAGCCCCTAATATTGCCAAT CGGT CTCAAAAT GCGCCTAACCAACT TTATTCCAATTATAGCAGTCTTTCTAC
Fom n_006 ACTTCTCTATTTTCCTACT CAGCAACAAAGCCCCTAATATTGCCAATCGGT CTCAAAAT GCGCCTAACCAACT TTATTCCAATTATAGCAGTCTTTCTAC
Fom n_009 ACTTCTCTATTTTCCTACT CAGCAACAAAGCCCCTAATATTGCCAATCGGT CTCAAAATGCGCCTAACCAACTTTATTCCAATTATAGCAGICTTTCTAC
Fom n_013 ACTTCTCTATTTTCCTACT CAGCAACAAAGCCCCTAATATTGCCAATCGGT CTCAAAAT GCGCCTAACCAACTTTATTCCAATTATAGCAGICTTTCTAC
Fom n_016 ACTTCTCTATTTTCCTACT CAGCAACAAAGCCCCTAATATTGCCAAT CGGT CTCAAAAT GCGCCTAACCAACT TTATTCCAATTATAGCAGICTTTCTAC
Foni v_002_0 ACTTCTCTATTTTCCTACT CAGCAACAAAGCCCCTAATATTGCCAAT CGGT CTCAAAAT GCGCCTAACCAACT TTATTCCAATTATAGCAGTCTTTCTAC
Foni v_015 ACTTCTCTATTTTCCTACT CAGCAACAAAGCCCCTAATATTGCCAAT CGGT CTCAAAAT GCGCCTAACCAACT TTATTCCAATTATAGCAGTCTTTCTAC
Foni v_037 ACTTCTCTATTTTCCTACT CAGCAACAAAGCCCCTAATATTGCCAATCGGT CTCAAAAT GCGCCTAACCAACT TTATTCCAATTATAGCAGTCTTTCTAC
Focuc_013 ACTTCTCTATTTTCCTACT CAGCAACAAAGCCCCTAATATTGCCAATCGGT CTCAAAATGCGCCTAACCAACTTTATTCCAATTATAGCAGICTTTCTAC
Focuc_037 ACTTCTCTATTTTCCTACT CAGCAACAAAGCCCCTAATATTGCCAATCGGT CTCAAAATGCGCCTAACCAACTTTATTCCAATTATAGCAGICTTTCTAC
FOr CU_OL6 = s o m o mm oo oo s o e e e e e e e oo
Focuc_011 ACTTCTCTATTTTCCTACT CAGCAACAAAGCCCCTAATATTGCCAAT CGGT CTCAAAAT GCGCCTGACCAACT TTATTCCAATTATAGCTGTCTTTCCAC
Foni v_010_0 ACTTCTCTATTTTCCTACT CAGCAACAAAGCCCCTAATATTGCCAAT CGGT CTCAAAAT GCGCCTGACCAACT TTATTCCAATTATAGCTGTCTTTCCAC
FONi V_020_1 oo oo CCAATCGGTCTCAAAAT GCGCCTGACCAACTTTATTCCAATTATAGCTGTCTTTCCAC
Formom 004_0 ACTTCTCTATTTTCCTACT CAGCAACAAAGCCCCTAATATTGCCAATCGGTCTCAAAATGCGCCTGACCAACT TTATTCCAATTATAGCTGICTTTCCAC
Fol uf _002_1 ACTTCTCTATTTTCCTACT CAGCAACAAAGCCCCTAATATTGCCAATCGGT CTCAAAAT GCGCCTGACCAACTTTATTCCAATTATAGCTGICTTTCCAC
Focuc_018_1 ACTTCTCTATTTTCCTACT CAGCAACAAAGCCCCTAATATTGCCAAT CGGT CTCAAAAT GCGCCTGACCAACT TTATTCCAATTATAGCTGTCTTTCCAC
Focuc_030_0 ACTTCTCTATTTTCCTACT CAGCAACAAAGCCCCTAATATTGCCAAT CGGT CTCAAAAT GCGCCTGACCAACT TTATTCCAATTATAGCTGTCTTTCCAC
Fol uf _001_1 @ -mmmimmm i CCAATCGGTCTCAAAAT GCGCCTGACCAACTTTATTCCAATTATAGCTGTCTTTCCAC
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CCTTTGCTATAGCAGACT GCATACAGCGGACT GTACGAT GCGTAAGT AAAAGT GACCT CTCAAGCAATATTTACT TACATAAACT TGCAGT CACCTGAGG
CCTTTGCTATAGCAGACT GCATACAGCGGACT GTACGAT GCGTAAGT AAAAGT GACCT CTCAAGCAATATTTACT TACATAAACT TGCAGT CACCTGAGG
ININININININNINNINININNINNINININNINNINININNINNNNINNINNNNNNNNNNNNNNNNNNNNNNNNNNNNNNAAGCAAT AT TTGCT TACATAAACT TGCAGGGACCT GAGG
ININNINNINNINNINNINININININININNINININININININININININININININININININININININININNINININNINNINNINNNNNNNNAAGCAATAT TTGCT TACATAAACT TGCAGGGACCT GAGG
ININININININNINNINININNINNINININNINNINNINNINNNNINNINNNNINNNNNNNNNNNNNNNNNNNNNNNNNNAAGCAAT AT TTGCT TACAT AAACT TGCAGGGACCT GAGG
ININININININNINNINININNINNINININNINNINININNINNNNNNINNNNNNNNNNNNNNNNNNNNNNNNNNNNNNAAGCAAT AT TTGCT TACAT AAACT TGCAGGGACCT GAGG
CCTTTGCTATAGCAAACT GCATACAGCGGACT GCACGAT GCGTAAGT AAAAGT GACAT CTCAAGCAATATTTGCT TACATAAACT TGCAGGGACCT GAGG
CCTTTGCTATAGCAAACT GCATACAGCGGACT GCACGAT GCGTAAGT AAAAGT GT CATCTCAAGCAATAT TTGCT TACATAAACT TGCAGGGACCT GAGG
CCTTTGCTATAGCAAACT GCATACAGCGGACT GCACGAT GCGTAAGT AAAAGT GT CATCTCAAGCAATAT T TGCTTACATAAACT TGCAGGGACCT GAGG
CCTTTGCTATAGCAAACT GCATACAGCGGACT GCACGAT GCGTAAGTAAAAGT GT CATCTCAAGCAATATTTGCTTACATAAACT TGCAGGGACCT GAGG
CCTTTGCTATAGCAAACT GCATACAGCGGACT GCACGAT GCGTAAGT AAAAGT GTCATCTCAAGCAATATTTGCTTACATAAACT TGCAGGGACCT GAGG
CCTTTGCTATAGCAAACT GCATACAGCGGACT GCACGAT GCGTAAGT AAAAGT GACAT CTCAAGCAATAT TTGCTTACATAAACT TGCAGGGACCT GAGG
CCTTTGCTATAGCAAACT GCATACAGCGGACT GCACGAT GCGTAAGT AAAAGT GACAT CTCAAGCAATAT TTGCT TACATAAACT TGCAGGGACCT GAGG
CCTTTGCTATAGCAAACT GCATACAGCGGACT GCACGAT GCGTAAGT AAAAGT GACAT CTCAAGCAATAT T TGCT TACATAAACT TGCAGGGACCT GAGG
CCTTTGCTATAGCAAACT GAATACAGCGGACT GCACGAT GCGTAAGTAAAAGT GACAT CTCAAGCAATAT TTGCTTACATAAACT TGCAGGGACCT GAGG
CCTTTGCTATAGCAAACT GAAT ACAGCGGACT GCACGAT GCGTAAGT AAAAGT GACAT CTCAAGCAATATTTGCTTACATAAACT TGCAGGGACCT GAGG
CCTTTGCTATAGCAAACT GAAT ACAGCGGACT GCACGAT GCGTAAGT AAAAGT GACAT CTCAAGCAATAT TTGCT TACATAAACT TGCAGGGACCT GAGG
CCTTTGCTATAGCAAACT GAAT ACAGCGGACT GCACGAT GCGTAAGT AAAAGT GACAT CTCAAGCAATAT TTGCT TACATAAACT TGCAGGGACCT GAGG
CCTTTGCTATAGCAAACT GAAT ACAGCGGACT GCACGAT GCGTAAGT AAAAGT GACAT CTCAAGCAATAT T TGCT TACATAAACT TGCAGGGACCT GAGG
CCTTTGCTATAGCAAACT GAAT ACAGCGGACT GCACGAT GCGTAAGT AAAAGT GACAT CTCAAGCAATAT T TGCTTACATAAACT TGCAGGGACCT GAGG
CCTTTGCTATAGCAAACT GAATACAGCGGACT GCACGAT GCGTAAGTAAAAGT GACAT CTCAAGCAATATTTGCTTACATAAACT TGCAGGGACCT GAGG
CCTTTGCTATAGCAAACT GAAT ACAGCGGACT GCACGAT GCGTAAGT AAAAGT GACAT CTCAAGCAATATTTGCTTACATAAACT TGCAGGGACCT GAGG
CCTTTGCTATAGCAAACT GAAT ACAGCGGACT GCACGAT GCGTAAGT AAAAGT GACAT CTCAAGCAATAT TTGCTTACATAAACT TGCAGGGACCT GAGG
CCTTTGCTATAGCAAACT GAAT ACAGCGGACT GCACGAT GCGTAAGT AAAAGT GACAT CTCAAGCAATATTTGCT TACATAAACT TGCAGGGACCT GAGG
CCTTTGCTATAGCAAACT GAAT ACAGCGGACT GCACGAT GCGTAAGT AAAAGT GACAT CTCAAGCAATAT TTGCT TACATAAACT TGCAGGGACCT GAGG
CCTTTGCTATAGCAAACT GAAT ACAGCGGACT GCACGAT GCGTAAGT AAAAGT GACAT CTCAAGCAATAT T TGCTTACATAAACT TGCAGGGACCT GAGG
CCTTTGCTATAGCAAACT GAATACAGCGGACT GCACGAT GCGTAAGTAAAAGT GACAT CTCAAGCAATAT TTGCTTACATAAACT TGCAGGGACCT GAGG
CCTTTGCTATAGCAAACT GAAT ACAGCGGACT GCACGAT GCGTAAGT AAAAGT GACAT CTCAAGCAATATTTGCTTACATAAACT TGCAGGGACCT GAGG
CCTTTGCTATAGCAAACT GAAT ACAGCGGACT GCACGAT GCGTAAGT AAAAGT GACAT CTCAAGCAATAT TTGCTTACATAAACT TGCAGGGACCT GAGG
CCTTTGCTATAGCAAACT GAAT ACAGCGGACT GCACGAT GCGTAAGT AAAAGT GACAT CTCAAGCAATAT TTGCT TACATAAACT TGCAGGGACCT GAGG
CCTTTGCTATAGCAAACT GAAT ACAGCGGACT GCACGAT GCGTAAGT AAAAGT GACAT CTCAAGCAATAT TTGCT TACATAAACT TGCAGGGACCT GAGG
CCTTTGCTATAGCAAACT GAAT ACAGCGGACT GCACGAT GCGTAAGT AAAAGT GACAT CTCAAGCAATATTTGCTTACATAAACT TGCAGGGACCT GAGG
CCTTTGCTATAGCAAACT GAATACAGCGGACT GCACGAT GCGTAAGTAAAAGT GACAT CTCAAGCAATAT TTGCTTACATAAACT TGCAGGGACCT GAGG
CCTTTGCTATAGCAAACT GAAT ACAGCGGACT GCACGAT GCGTAAGT AAAAGT GACAT CTCAAGCAATATTTGCTTACATAAACT TGCAGGGACCT GAGG
CCTTTGCTATAGCAAACT GAAT ACAGCGGACT GCACGAT GCGTAAGT AAAAGT GACAT CTCAAGCAATAT TTGCT TACATAAACT TGCAGGGACCT GAGG
CCTTTGCTATAGCAAACT GAAT ACAGCGGACT GCACGAT GCGTAAGT AAAAGT GACAT CTCAAGCAATATTTGCT TACATAAACT TGCAGGGACCT GAGG
CCTTTGCTATAGCAAACT GAAT ACAGCGGACT GCACGAT GCGTAAGT AAAAGT GACAT CTCAAGCAATAT TTGCT TACATAAACT TGCAGGGACCT GAGG
CCTTTGCTATAGCAAACT GCATACAGCGGACT GCACGAT GCGTAAGT AAAAGT GACAT CTCAAGCAATAT T TGCTTACATAAACT TGCAGGGACCT GAGG
CCTTTGCTATAGCAAACT GCATACAGCGGACT GCACGAT GCGTAAGTAAAAGT GACAT CTCAAGCAATAT TTGCTTACATAAACT TGCAGGGACCT GAGG
-------------------- ATACAGCGGACT GCACGAT GCGTAAGT AAAAGT GACATCTCAAGCAATATTTGCT TACATAAACT TGCAGGGACCT GAGG
CCTTTGCTATAGCAAACT GCATACAGCGGACT GCACGAT GCGTAAGT AAAAGT GACAT CCAAAGCAATAT TTGCTTACATAAACT TGCAGGGACCT GAGG
CCTTTGCTATAGCAAACT GCATACAGCGGACT GCACGAT GCGTAAGT AAAAGT GACAT CCAAAGCAATATTTGCT TACATAAACT TGCAGGGACCT GAGG
CCTTTGCTATAGCAAACT GCATACAGCGGACT GCACGAT GCGTAAGT AAAAGT GACAT CCAAAGCAATATTTGCT TACATAAACT TGCAGGGACCT GAGG
CCTTTGCTATAGCAAACT GCATACAGCGGACT GCACGAT GCGTAAGT AAAAGT GACAT CCAAAGCAATAT T TGCTTACATAAACT TGCAGGGACCT GAGG
CCTTTGCTATAGCAAACT GCATACAGCGGACT GCACGAT GCGTAAGTAAAAGT GACAT CCAAAGCAATATTTGCTTACATAAACT TGCAGGGACCT GAGG
CCTTTGCTATAGCAAACT GCAT ACAGCGGACT GCACGAT GCGTAAGT AAAAGT GACAT CCAAAGCAATATTTGCTTACATAAACT TGCAGGGACCT GAGG
CCTTTGCTATAGCAAACT GCATACAGCGGACT GCACGAT GCGTAAGT AAAAGT GACAT CCAAAGCAATAT TTGCT TACATAAACT TGCAGGGACCT GAGG
CCTTTGCTATAGCAAACT GCATACAGCGGACT GCACGAT GCGTAAGT AAAAGT GACAT CCAAAGCAATAT TTGCTTACATAAACT TGCAGGGACCT GAGG
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ATGT CTGCCT TCGTGTAGACGGT GCTCAAGT TTGT GGCACAACT GAGGTACCT CAAGGAT GT GACCGCACGCT TCGCCGTGATGGT TCT GGCGECCGAGT
ATGTCTGCCTTCGT GTAGACGGT GCTCAAGT TTGT GGCACAACT GAGGT ACCT CAAGGAT GT GACCGCACGCT TCGCCGT GATGGT TCT GGCGGCGGAGT
ATGTCTGCCTTCGT GTAAGCGGT ACT CAAGT CT GT GGCACAACT GAAGT ATCT CAAGGAT GT GACCT CACGCT TCGCCGT GATGGT ACT GGCGGCGCAGT
ATGT CTGCCT TCGT GTAAGCGGTACT CAAGT CTGT GGCACAACT GAAGT AT CT CAAGGAT GT GACCT CACGCT TCGCCGT GATGGTACT GGCGECGCAGT
ATGT CTGCCT TCGT GTAAGCGGTACT CAAGT CTGT GGCACAACT GAAGT AT CT CAAGGAT GT GACCT CACGCT TCGCCGT GATGGTACT GGCGECGCAGT
ATGT CTGCCT TCGT GTAAGCGGTACT CAAGT CTGT GGCACAACT GAAGT AT CT CAAGGAT GT GACCT CACGCT TCGCCGT GATGGTACT GGCGECGCAGT
ATGT CTGCCT TCGT GTAAGCGGTACT CAAGT CTGT GGCACAACT GAAGT AT CT CAAGGAT GCGACCT CACGCT TCGCCGT GACGGTACT GGCGECGCAGT
ATGTCTGCCTTCGT GTAAGCGGT ACT CAAGCCT GT GGCACAACT GAAGT ATCT CAAGGAT GT GACCT CACGCT TCGCCGT GATGGT ACT GGCGGCGCAGT
ATGTCTGCCTTCGT GTAAGCGGT ACT CAAGCCT GT GGCACAACT GAAGT ATCT CAAGGAT GT GACCT CACGCT TCGCCGT GATGGT ACT GGCGGCGCAGT
ATGT CTGCCT TCGT GTAAGCGGT ACT CAAGCCT GT GGCACAACT GAAGT AT CT CAAGGAT GT GACCT CACGCT TCGCCGT GATGGTACT GGCGECGCAGT
ATGT CTGCCT TCGT GTAAGCGGT ACT CAAGCCT GT GGCACAACT GAAGT AT CT CAAGGAT GT GACCT CACGCT TCGCCGT GATGGTACT GGCGECGCAGT
ATGT CTGCCT TCGT GTAAGCGGTACT CAAGT CTGT GGCACAACT GAAGT AT CT CAAGGAT GT GACCT CACGCT TCGCCGT GATGGTACT GGCGECGCAGT
- - - - CTGCCTTCGT GTAAGCGGTACT CAAGT CTGTGGCACAACT GAAGT ATCT CAAGGATGT GACCT CACGCT TCGCCGT GACGGT ACT GGCGGCGCAGT
ATGTCTGCCTTCGT GTAAGCGGTACT CAAGT CTGT GGCACAACT GAAGT ATCT CAAGGAT GT GACCT CACGCT TCGCCGT GACGGT ACT GGCGGCGCAGT
ATGTCTGCCTTCGT GTAAGCGGT ACT CAAGT CT GT GGCACAACT GAAGT ATCT CAAGGAT GT GACCT CACGCT TCGCCGT GACGGT ACT GGCGGCGCAGT
ATGT CTGCCT TCGT GT AAGCGGT ACT CGAGT CTGT GGCACAACT GAAGT AT CT CAAGGAT GT GACCT CACGCT TCGCCGT GATGGTACT GGCGECGCAGT
ATGT CTGCCT TCGT GTAAGCGGT ACT CGAGT CTGT GGCACAACT GAAGT AT CT CAAGGAT GT GACCT CACGCT TCGCCGT GATGGTACT GGCGECGCAGT
ATGT CTGCCT TCGT GTAAGCGGTACT CGAGT CTGT GGCACAACT GAAGT AT CT CAAGGAT GT GACCT CACGCT TCGCCGT GATGGTACT GGCGECGCAGT
ATGT CTGCCT TCGT GTAAGCGGTACT CGAGT CTGT GGCACAACT GAAGT AT CT CAAGGAT GT GACCT CACGCT TCGCCGT GATGGTACT GGCGECGCAGT
ATGTCTGCCTTCGT GTAAGCGGTACT CGAGT CTGT GGCACAACT GAAGT ATCT CAAGGAT GT GACCT CACGCT TCGCCGT GATGGT ACT GGCGGCGCAGT
ATGTCTGCCTTCGT GTAAGCGGT ACT CGAGT CTGT GGCACAACT GAAGT ATCT CAAGGAT GT GACCT CACGCT TCGCCGT GATGGT ACT GGCGGCGCAGT
ATGT CTGCCT TCGT GTAAGCGGT ACT CGAGT CTGT GGCACAACT GAAGT AT CT CAAGGAT GT GACCT CACGCT TCGCCGT GATGGTACT GGCGECGCAGT
ATGT CTGCCT TCGT GTAAGCGGT ACT CGAGT CTGT GGCACAACT GAAGT AT CT CAAGGAT GT GACCT CACGCT TCGCCGT GATGGTACT GGCGECGCAGT
ATGT CTGCCT TCGT GTAAGCGGTACT CGAGT CTGT GGCACAACT GAAGT AT CT CAAGGAT GT GACCT CACGCT TCGCCGT GATGGTACT GGCGECGCAGT
ATGT CTGCCT TCGT GTAAGCGGTACT CGAGT CTGT GGCACAACT GAAGT AT CT CAAGGAT GT GACCT CACGCT TCGCCGT GATGGTACT GGCGECGCAGT
ATGTCTGCCTTCGT GTAAGCGGTACT CGAGT CTGT GGCACAACT GAAGT ATCT CAAGGAT GT GACCT CACGCT TCGCCGT GATGGT ACT GGCGGCGCAGT
ATGTCTGCCTTCGT GTAAGCGGT ACT CGAGT CTGT GGCACAACT GAAGT ATCT CAAGGAT GT GACCT CACGCT TCGCCGT GATGGT ACT GGCGGCGCAGT
ATGT CTGCCT TCGT GT AAGCGGT ACT CGAGT CTGT GGCACAACT GAAGT AT CT CAAGGAT GT GACCT CACGCT TCGCCGT GATGGTACT GGCGECGCAGT
ATGT CTGCCT TCGT GTAAGCGGT ACT CGAGT CTGT GGCACAACT GAAGT AT CT CAAGGAT GT GACCT CACGCT TCGCCGT GATGGTACT GGCGECGCAGT
ATGT CTGCCT TCGT GTAAGCGGTACT CGAGT CTGT GGCACAACT GAAGT AT CT CAAGGAT GT GACCT CACGCT TCGCCGT GATGGTACT GGCGECGCAGT
ATGT CTGCCT TCGT GTAAGCGGTACT CGAGT CTGT GGCACAACT GAAGT AT CT CAAGGAT GT GACCT CACGCT TCGCCGT GATGGTACT GGCGECGCAGT
ATGTCTGCCTTCGT GTAAGCGGTACT CGAGT CTGT GGCACAACT GAAGT ATCT CAAGGAT GT GACCT CACGCT TCGCCGT GATGGT ACT GGCGGCGCAGT
ATGTCTGCCTTCGT GTAAGCGGT ACT CGAGT CTGT GGCACAACT GAAGT ATCT CAAGGAT GT GACCT CACGCT TCGCCGT GATGGT ACT GGCGGCGCAGT
ATGT CTGCCT TCGT GT AAGCGGT ACT CGAGT CTGT GGCACAACT GAAGT AT CT CAAGGAT GT GACCT CACGCT TCGCCGT GATGGTACT GGCGECGCAGT
ATGT CTGCCT TCGT GTAAGCGGT ACT CGAGT CTGT GGCACAACT GAAGT AT CT CAAGGAT GT GACCT CACGCT TCGCCGT GATGGTACT GGCGECGCAGT
ATGT CTGCCT TCGT GTAAGCGGTACT CGAGT CTGT GGCACAACT GAAGT AT CT CAAGGAT GT GACCT CACGCT TCGCCGT GATGGTACT GGCGECGCAGT
ATGT CTGCCT TCGT GTAAGCGGTACT CGAGT CTGT GGCACAACT GAAGT AT CT CAAGGAT GT GACCT CACGCT TCGCCGT GATGGTACT GGCGECGCAGT
ATGTCTGCCTTCGT GTAAGCGGT ACT CGAGT CTGT GGCACAACT GAAGT ATCT CAAGGAT GT GACCT CACGCT TCGCCGT GATGGT ACT GGCGGCGCAGT
ATGTCTGCCTTCGT GTAAGCGGT ACT CAAGT CTGT GGCACAACT GAAGT ATCT CAAGGAT GT GACCT CACGCT TCGCCGT GATGGT ACT GGCGGCGCAGT
ATGT CTGCCT TCGT GTAAGCGGTACT CAAGT CTGT GGCACAACT GAAGT AT CT CAAGGAT GT GACCT CACGCT TCGCCGT GATGGTACT GGCGECGCAGT
ATGT CTGCCT TCGT GTAAGCGGTACT CAAGT CTGT GGCACAACT GAAGT AT CT CAAGGAT GT GACCT CACGCT TCGCCGT GATGGTACT GGCGECGCAGT
ATGT CTGCCT TCGT GTAAGCGGTACT CAAGT CTGT GGCACAACT GAAGT AT CT CAAGGAT GT GACCT CACGCT TCGCCGT GATGGTACT GGCGECGCAGT
ATGT CTGCCT TCGT GTAAGCGGTACT CAAGT CTGT GGCACAACT GAAGT AT CT CAAGGAT GT GACCT CACGCT TCGCCGT GATGGTACT GGCGECGCAGT
ATGTCTGCCTTCGT GTAAGCGGTACT CAAGT CTGT GGCACAACT GAAGT ATCT CAAGGAT GT GACCT CACGCT TCGCCGT GATGGT ACT GGCGGCGCAGT
ATGTCTGCCTTCGT GTAAGCGGT ACT CAAGT CTGT GGCACAACT GAAGT ATCT CAAGGAT GT GACCT CACGCT TCGCCGT GATGGT ACT GGCGGCGCAGT
ATGT CTGCCT TCGT GTAAGCGGTACT CAAGT CTGT GGCACAACT GAAGT AT CT CAAGGAT GT GACCT CACGCT TCGCCGT GATGGTACT GGCGECGCAGT
ATGT CTGCCT TCGT GTAAGCGGTACT CAAGT CTGT GGCACAACT GAAGT AT CT CAAGGAT GT GACCT CACGCT TCGCCGT GATGGTACT GGCGECGCAGT
ATGT CTGCCT TCGT GTAAGCGGTACT CAAGT CTGT GGCACAACT GAAGT AT CT CAAGGAT GT GACCT CACGCT TCGCCGT GATGGTACT GGCGECGCAGT
ATGT CTGCCT TCGTGTAAGCGGTACT CAAGT CTGT GGCACAACT GAAGT AT CT CAAGGAT GT GACCT CACGCT TCGCCGT GATGGTACT GGCGECGCAGT
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AACTGTATGI TATCTGACT- - CACTAAACTCCTAGGT TAATTGATACTAACT TTGCAGT GTACTTGT TGCCCAAAATAACATTATGT CACGACCTGAGCG
AACTGTATGI TATCTGACT - - CACTAAACTCCTAGGT TAATTGATACTAACT TTGCAGT GTACTTGT TGCCCAAAATAACATTATGT CACGACCTGAGCG
AACTGTATGI TATCTAACT - - CACAAAACTCCTAGGT TAACTGATACTAACT TTGCAGT GTACTTGT TGCCCAACATAGT ATTATGATACGACCAGAGCG
AACTGTATGT TATCTAACT CACACAAAACT CCTAGGT TAACTGATACTAACT TTGCAGT GTACTTGT TGCCCAACATAGT ATTATGATACGACCAGAGCG
AACTGTATGTTATCTAACT CACACAAAACT CCTAGGT TAACTGATACTAACTTTGCAGT GTACTTGT TGCCCAACATAGTATTAT GATACGACCAGAGCG
AACTGTATGTTATCTAACT- - CACAAAACTCCTAGGT TAACTGATACTAACTTTGCAGT GTACTTGT TGCCCAACATAGTATTAT GATACGACCAGAGCG
AACTGTATGI TATCTAACT - - CACAAAACT CCAAGGT TAACTGATACTAACT TTGCAGT GTACT TGT TGCCCAACATAGT ATTATGATACGACCAGAGCG
AACTGTATGI TATATAACT - - CACAAAACTCCTAGGT TAACTGATACTAACT TTGCAGT GTACT TGT TGCCCAACATAGT CTTATGATACGACCAGAGCG
AACTGTATGI TATATAACT - - CACAAAACTCCTAGGT TAACTGATACTAACT TTGCAGT GTACTTGT TGCCCAACATAGT CTTATGATACGACCAGAGCG
AACTGTATGT TATATAACT - - CACAAAACTCCTAGGT TAACTGATACTAACT TTGCAGT GTACTTGT TGCCCAACATAGT CTTATGATACGACCAGAGCG
AACTGTATGTTATATAACT- - CACAAAACT CCTAGGT TAACTGATACTAACTTTGCAGT GTACTTGI TGCCCAACATAGT CTTATGATACGACCAGAGCG
AACTGTATGTTATCTAACT- - CACAAAACTCTTAGGT TAACTGATACTAACTTTGCAGT GTACTTGT TGCCCAACATAGT ATTAT GATACGGCCAGAGCG
AACTGTATGI TATCTAACT - - CACAAAACTCTTAGGT TAACTGATACTAACT TTGCAGT GTACT TGT TGCCCAACATAGT ATTATGATACGGCCAGAGCG
AACTGTATGI TATCTAACT - - CACAAAACTCTTAGGT TAACTGATACTAACT TTGCAGT GTACT TGT TGCCCAACATAGT ATTATGATACGGCCAGAGCG
AACTGTATGI TATCTAACT- - CACAAAACTCTTAGGT TAACTGATACTAACT TTGCAGT GTACTTGT TGCCCAACATAGT ATTATGATACGGCCAGAGCG
AACTGTATGI TATCTAACT- - CACAAAACTCCTAGGT TAACTGATACTAACT TTGCAGT GTACTTGT TGCCCAACATAGTATTATGATACGACCAGAGCG
AACTGTATGTTATCTAACT- - CACAAAACTCCTAGGT TAACTGATACTAACTTTGCAGT GTACTTGT TGCCCAACATAGTATTATGATACGACCAGAGCG
AACTGTATGTTATCTAACT- - CACAAAACTCCTAGGT TAACTGATACTAACTTTGCAGT GTACTTGT TGCCCAACATAGTATTATGATACGACCAGAGCG
AACTGTATGI TATCTAACT - - CACAAAACT CCTAGGT TAACTGATACTAACT TTGCAGT GTACT TGT TGCCCAACATAGT ATTATGATACGACCAGAGCG
AACTGTATGI TATCTAACT - - CACAAAACTCCTAGGT TAACTGATACTAACT TTGCAGT GTACT TGT TGCCCAACATAGT ATTATGATACGACCAGAGCG
AACTGTATGI TATCTAACT- - CACAAAACTCCTAGGT TAACTGATACTAACT TTGCAGT GTACTTGT TGCCCAACATAGT ATTATGATACGACCAGAGCG
AACTGTATGI TATCTAACT- - CACAAAACTCCTAGGT TAACTGATACTAACT TTGCAGT GTACTTGT TGCCCAACATAGT ATTATGATACGACCAGAGCG
AACTGTATGTTATCTAACT- - CACAAAACTCCTAGGT TAACTGATACTAACTTTGCAGT GTACTTGI TGCCCAACATAGTATTATGATACGACCAGAGCG
AACTGTATGTTATCTAACT- - CACAAAACTCCTAGGT TAACTGATACTAACTTTGCAGT GTACTTGT TGCCCAACATAGTATTAT GATACGACCAGAGCG
AACTGTATGI TATCTAACT - - CACAAAACT CCTAGGT TAACTGATACTAACT TTGCAGT GTACTTGT TGCCCAACATAGT ATTATGATACGACCAGAGCG
AACTGTATGI TATCTAACT - - CACAAAACTCCTAGGT TAACTGATACTAACT TTGCAGT GTACT TGT TGCCCAACATAGT ATTATGATACGACCAGAGCG
AACTGTATGI TATCTAACT - - CACAAAACTCCTAGGT TAACTGATACTAACT TTGCAGT GTACTTGT TGCCCAACATAGT ATTATGATACGACCAGAGCG
AACTGTATGI TATCTAACT- - CACAAAACTCCTAGGT TAACTGATACTAACT TTGCAGT GTACTTGT TGCCCAACATAGT ATTATGATACGACCAGAGCG
AACTGTATGTTATCTAACT- - CACAAAACTCCTAGGT TAACTGATACTAACTTTGCAGT GTACTTGI TGCCCAACATAGTATTATGATACGACCAGAGCG
AACTGTATGTTATCTAACT- - CACAAAACTCCTAGGT TAACTGATACTAACTTTGCAGT GTACTTGT TGCCCAACATAGTATTAT GATACGACCAGAGCG
AACTGTATGI TATCTAACT - - CACAAAACT CCTAGGT TAACTGATACTAACT TTGCAGT GTACT TGT TGCCCAACATAGT ATTATGATACGACCAGAGCG
AACTGTATGI TATCTAACT - - CACAAAACTCCTAGGT TAACTGATACTAACT TTGCAGT GTACT TGT TGCCCAACATAGT ATTATGATACGACCAGAGCG
AACTGTATGI TATCTAACT - - CACAAAACTCCTAGGT TAACTGATACTAACT TTGCAGT GTACTTGT TGCCCAACATAGT ATTATGATACGACCAGAGCG
AACTGTATGI TATCTAACT- - CACAAAACTCCTAGGT TAACTGATACTAACT TTGCAGT GTACTTGT TGCCCAACATAGTATTATGATACGACCAGAGCG
AACTGTATGTTATCTAACT- - CACAAAACTCCTAGGT TAACTGATACTAACTTTGCAGT GTACTTGI TGCCCAACATAGTATTATGATACGACCAGAGCG
AACTGTATGTTATCTAACT- - CACAAAACTCCTAGGT TAACTGATACTAACTTTGCAGT GTACTTGT TGCCCAACATAGTATTATGATACGACCAGAGCG
AACTGTATGI TATCTAACT - - CACAAAACT CCTAGGT TAACTGATACTAACT TTGCAGT GTACT TGT TGCCCAACATAGT ATTATGATACGACCAGAGCG
AACTGTATGI TATCTAACT - - CACAAAACTCCTAGGT TAACTGATACTAACT TTGCAGT GTACT TGT TGCCCAACATAGT ATTATGATACGACCAGAGCG
AACTGTATGI TATCTAACT - - CACAAAACTCCAAGGT TAACTGATACTAACT TTGCAGT GTACTTGT TGCCCAACATAGT ATTATGATACGACCAGAGCG
AACTGTATGT TATCTAACT CACACAAAACT CCTAGGT TAACTGATACTAACT TTGCAGT GTACTTGT TGCCCAACATAGT ATTATGATACGACCAGAGCG
AACTGTATGTTATCTAACT- - CACAAAACTCCTAGGT TAACTGATACTAACTTTGCAGT GTACTTGI TGCCCAACATAGTATTATGATACGACCAGAGCG
AACTGTATGTTATCTAACT- - CACAAAACT CCAAGGT TAACTGATACTAACTTTGCAGT GTACTTGT TGCCCAACATAGTATTATGATACGACCAGAGCG
AACTGTATGT TATCTAACT CACACAAAACT CCTAGGT TAACTGATACTAACT TTGCAGT GTACT TGT TGCCCAACATAGT ATTATGATACGACCAGAGCG
AACTGTATGT TATCTAACT CACACAAAACT CCTAGGT TAACTGATACTAACT TTGCAGT GTACT TGT TGCCCAACATAGT ATTATGATACGACCAGAGCG
AACTGTATGT TATCTAACT CACACAAAACT CCTAGGT TAACTGATACTAACT TTGCAGT GTACT TGT TGCCCAACATAGT ATTATGATACGACCAGAGCG
AACTGTATGT TATCTAACT CACACAAAACT CCTAGGT TAACTGATACTAACT TTGCAGT GTACT TGT TGCCCAACATAGT ATTATGATACGACCAGAGCG
AACTGTATGTTATCTAACT CACACAAAACT CCTAGGT TAACTGATACTAACTTTGCAGT GTACTTGT TGCCCAACATAGTATTAT GATACGACCAGAGCG
AACTGTATGTTATCTAACT CACACAAAACT CCTAGGT TAACTGATACTAACTTTGCAGT GTACTTGT TGCCCAACATAGT ATTAT GATACGACCAGAGCG
AACTGTATGT TATCTAACT CACACAAAACT CCTAGGT TAACTGATACTAACT TTGCAGT GTACTTGT TGCCCAACATAGT AT TATGATACGACCAGAGCG
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----- TAATTAT GCAAGGGCCACCCAGGATGGATCACTACAG- - - - - - - - - - - - - - - - - TCCAGG
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TCAGCGT TGCATGTATGGAAGAATGCTCACTTTCTTCC- - TAAT TAT GCAAGGGCCACCCAGGATGGATCACTACGS- - - - == === === === = - TCCAGG
TCAGCGT TGCATGTATGGAAGAATGCTCACTTTCTTCC- - TAAT TAT GCAAGGGCCACCCAGGATGGATCACTACGG- - - - = === === === = = = TCCAGG
TCAGCGT TGCATGTATGGAAGAATGCTCACTTTCTTCC- - TAAT TAT GCAAGGGCCACCCAGGATGGATCACTACGG- - - - === === === = = = = TCCAGG
TCAGCGT TGCATGTATGGAAGAATGCTCACTTTCTTCC- - TAAT TAT GCAAGGGCCACCCAGGATGGATCACTACGG- - - - === === === = = = - TCCAGG
TCAGCGT TGCATGTATGGAAGAATGCTCACTTTCTTCC- - TAATTATGCAAGGGCCACCCAGGATGGATCACTACGG- - - - = === = === == = - - TCCAGG
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ATCACCGT GATCCCT TCAAACCAGCAAT CCCTTCAGAATGGCCT CTAGTATATAGATCACAATCCCTTGGCATTTCATAGA- - - - == = = == = - - - TCTTA
ATCACCGT GATCCCT TCAAACCAGCAAT CCCTTCAGAATGGCCT CTAGTATATAGATCACAATCCCTTGGCATTTCATAGA- - - - - - == = - - - - - TCTTA
ATCACCGTGATCCCT TCAAAT CAGCAAT GCCT TCAGGATGGCCT CTAGTATATAAAT CACAATCCCTGEGCATTTCATAGA: - - - - - - - - - - - - - TCTTA

ATCACCGT GATCCCTTCAAATCAGCAATGCCT TCAGGATGGCCT CTAGTATATAAATCACAATCCOCT - - - = === mmmmmmmmmmm e e e e e e e e oo
ATCACCGTGATCCCTTCAAATCAGCAAT GCCT TCAGGATGGECCTCTA- - = = = = = = = = = = = m m e e e e e e e e e e e e e e e e e e e e e e o

ATCACCGT GAT CCCT TCAAAT CAGCAAT GCCT TCAGGAT GGCCTCTAGTATATAAAT CACAATCCCTGGGCATTTCATAGA- - - - - == = - - - - - - TCTTA
ATCACCGT GATCCCT TCAAAT CAGCAAT GCCT T CAGGAT GGCCT CTAACGT CGGATACAGGGAAACCGGCCACCCCCAGAAACCGGCCACCCTTTTCAAA
ATCACCGT GATCCCT TCAAAT CTGCAAT GCCT TCAGGAT GGCCTCTAGT ACATAAAT CACAATCCCTGGGCATTTCATAGA- - - - - - - == - - - - - TCTTA
ATCACCGT GATCCCT TCAAAT CTGCAAT GCCT TCAGGAT GGCCTCTAGT ACATAAAT CACAATCCCTGGGCATTTCATAGA- - - - - - - - - - - - - - TCTTA
ATCACCGT GATCCCT TCAAATCT GCAAT GCCT TCAGGATGGCCT CTAGTACATAAAT CACAATCCCTGGGCATTTCATAGA- - - - == - === - - - - TCTTA
ATCACCGT GAT CCCT TCAAAT CTGCAAT GCCT TCAGGAT GGCCTCTAGT ACATAAAT CACAATCCCTGGGCATTTCATAGA- - - - - == == - - - - - TCTTA
ACCACCGT GATCOCTTCAAATCAGC: - - = = = = = = = = = = = = = = = = = == @ @ m @ & m @ & e @ & m @ @ m @@ e @ f e @mem @ dei o do e do oo
ACCACCGT GATCCCT TCAAAT CAGCAAT GCCTTCAGGAT GGCCT CTAGTATATAAAT CACAATCCCT GGGCATTTCATAGA- - - - == = = == = = - - TCTTA
ACCACCGT GATCCCTTCAAATCAG: = - = - = = = = = = = = = = = = @ & = @ & o & o & o f o & o & o & o f @ f ot f i f oo e oiooooo
ACCACCGT GATCCCT TCAAAT CAGCAAT GCCT TCAGGAT GGCCTCTAGTATATAAAT CACAATCCCTGGGCATTTCATAGA- - - - - - - = - - - - - - TCTTA
GICA---------mmmmm-- CGACAAGGCCGICTGG: - - - - - - TTAGCACATAAATCGTG - - = == === === ====-mmcmmemcomomoomo- CGTG
ATCACCGT GATCCCTTCAAAT CAGCAAT GCCT TCAGGATGGCCT CTAGTATATAAAT CACAATCCCTGGGCATTTCATAGA- - - - == - = == = - - - TCTTA
ATCACCGT GAT CCCT TCAAAT CAGCAAT GCCT TCAGGAT GGCCTCTAGTATATAAAT CACAATCCCTGGGCATTTCATAGA- - - - - === - - - - - - TCTTA
ATCACCGT GATCCCT TCAAAT CAGCAAT GCCT TCAGGAT GGCCTCTAGTATATAAAT CACAATCCCTGGGCATTTCATAGA- - - - - - - == - - - - - TCTTA
ATCACCGT GATCCCT TCAAAT CAGCAAT GCCT TCAGGAT GGCCTCTAGTATATAAAT CACAATCCCTGGGCATTTCATAGA- - - - - - - - - - - - - - TCTTA
ATCACCGT GATCCCT TCAAAT CAGCAAT GCCT TCAGGATGGCCT CTAGTATATAAAT CACAATCCCTGGGCATTTCATAGA- - - - == - === - - - - TCTTA
ATCACCGT GATCCCTTCAAAT CAGCAAT GCCT TCAGGATGGCCT CTAGTATATAAAT CACAATCCCTGGGCATTTCATAGA- - - - === === = - - - TCTTA
ATCACCGTGATCOCTTCAAATCAG: - = = = = = = = = = = = = = = = = = = = % m = @ @ m @ @ m @ @ e @ @ m @ @ m @ f e @ d e @ mem @ feo @ deo e oo aao s
ATCACCGT GATCCCT TCAAAT CAGCAAT GCCT TCAGGAT GGCCTCTAGTATATAAAT CACAATCCCTGGGCATTTCATAGA- - - - - === - - - - - - TCTTA
ATCACCGT GAT CCCT TCAAAT CAGCAAT GCCT TCAGGAT GGCCTCTAGTATATAAAT CACAATCCCTGGGCATTTCATAGA- - - - - === - - - - - - TCTTA
ATCACCGT GATCCCT TCAAAT CAGCAAT GCCT TCAGGAT GGCCTCTAGTATATAAAT CACAATCCCTGGGCATTTCATAGA- - - - - - - - - - - - - - TCTTA
ATCACCGT GATCCCT TCAAAT CAGCAAT GCCT TCAGGATGGCCT CTAGTATATAAAT CACAATCCCTGGGCATTTCATAGA- - - - == - === - - - - TCTTA
ATCACCGT GATCCCTTCAAAT CAGCAAT GCCT TCAGGATGGCCT CTAGTATATAAAT CACAAT CCCTGGGCATTTCATAGA- - - - == - === - - - - TCTTA
ATCACCGT GATCCCT TCAAAT CAGCAAT GCCT TCAGGATGGCCT CTAGTATATAAAT CACAAT CCCTGGGCATTTCATAGA- - - - = - = = == - - - - TCTTA
ATCACCGT GAT CCCT TCAAAT CAGCAAT GCCT TCAGGAT GGCCTCTAGTATATAAAT CACAATCCCTGGGCATTTCATAGA- - - - - === - - - - - - TCTTA
ATCACCGT GAT CCCT TCAAAT CAGCAAT GCCT TCAGGAT GGCCTCTAGTATATAAAT CACAATCCCTGGGCATTTCATAGA- - - - - - - - - - - - - - TCTTA
ATCACCGT GATCCCT TCAAAT CAGCAAT GCCT TCAGGAT GGCCTCTAGTATATAAAT CACAATCCCTGGGCATTTCATAGA- - - - - - - - - - - - - - TCTTA
ATCACCGT GATCCCT TCAAAT CAGCAAT GCCT TCAGGATGGCCT CTAGTATATAAAT CACAATCCCTGGGCATTTCATAGA- - - - == - === - - - - TCTTA
ATCACCGT GATCCCTTCAAAT CAGCAAT GCCT TCAGGATGGCCT CTAGTATATAAAT CACAAT CCCTGGGCATTTCATAGA- - - - === === - - - - TCTTA
ATCACCGT GATCCCT TCAAAT CAGCAAT GCCT TCAGGATGGCCT CTAGTATATAAAT CACAAT CCCTGGGCATTTCATAGA- - - - == = = == = - - - TCTTA
ATCACCGT GAT CCCT TCAAAT CAGCAAT GCCT TCAGGAT GGCCTCTAGTATATAAAT CACAATCCCTGGGCATTTCATAGA: - - - - == == - - - - - TCTTA
ATCACCGT GATCCCT TCAAAT CAGCAAT GCCT TCAGGAT GGCCTCTAGTATATAAAT CACAATCCCTGGGCATTTCATAGA- - - - - === - - - - - - TCTTA

ATCACCGT GATCCCT TCAAAT CAGCAATGCCT TCAGGATGBCCT CTA- - - - = = = = == == == === s oo oo oo oo oo o oo oo o oooooooooooooooooo-
ATCACCGT GATCCCT TCAAAT CAGCAAT GCCT TCAGGATGBCCTCTA- - = = = = = = = = = = == = = === o e e e o e oo oo mmmooooooooooooooooooon-
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ATCACCGT GATCCCTTCAAAT CAGCAAT GCCT TCAGGATGECCT CTAGTATATAAATCACAATCCCTGGGCATTTCATAGA- - - - - - - - - - - - - - TCTTA
ATCACCGT GATCCCT TCAAAT CAGCAAT GCCT TCAGGATGGECCT CTAGTATATAAATCACAATCCCTGGGCATTTCATAGA- - - - - - - - - - - - - - TCTTA
ATCACCGT GATCCCT TCAAAT CAGCAAT GCCT TCAGGATGGECCT CTAGTATATAAATCACAATCCCTGGGCATTTCATAGA- - - - - - - - - - - - - - TCTTA
ATCACCGTGATCCCT TCAAAT CAGCAAT GCCT TCAGGATGGECCT CTAGTATATAAATCACAATCCCTGGGECATTTCATAGA- - - - - - - - - - - - - - TCTTA
ATCACCGTGATCCCT TCAAAT CAGCAAT GCCT TCAGGATGGCCT CTAGTATATAAATCACAATCCCTGEGECATTTCATAGA- - - - - - - - - - - - - - TCTTA
ATCACCGTGATCCCT TCAAAT CAGCAAT GCCT TCAGGATGGCCT CTAGTATATAAATCACAATCCCTGGGECATTTCATAGA- - - - - - - - - - - - - - TCTTA
ATCACCGT GATCCCTTCAAAT CAGCAAT GCCT TCAGGATGECCT CTAGTATATAAATCACAATCCCTGGGCATTTCATAGA- - - - - - - - - - - - - - TCTTA
ATCACCGT GATCCCT TCAAAT CAGCAAT GCCT TCAGGATGGECCT CTAGTATATAAATCACAATCCCTGGGCATTTCATAGA- - - - - - - - - - - - - - TCTTA
ATCACCGTGATCCCT TCAAAT CAGCAAT GCCT TCAGGATGGECCT CTAGTATATAAATCACAATCCCTGEGECATTTCATAGA- - - - - - - - - - - - - - TCTTA
GCCCACTAGGTATTATCACAATTTCTTTACGATAATAAGCCATATC- - - - - ------------- CGCATTACTTATCTATTAGGT GACGTAGCA- CTTTA
GCCCACTAGGTATTATCACAATTTCTTTACGATAATAAGCCATATC- - - - - ------=------ CGCATTACTTATCTATTAGGT GACGTAGCA- CTTTA
GCCCACGAGATATCAACACAA- - - CTTTACCATAATAAGCCTGACG- - - - === === === === -~ CGCATTGCTTATCTTTTGGGTGACGGAACT- CTTTA
GCCCACGAGATATCAACACAA- - - CTTTACCATAATAAGCCTGACC- - - - - -----=-=------- CGCATTGCTTATCTTTTGGGTGACGGAACT- CTTTA
ACACCAAAAATAAGATCACGA- - - TTGTAACTCAATTAAAAACACA- - ----------------- CCACCACATTTTTTATATTAAATAAAATTTCTGIC
GCCCACGAGATATCAACACAA- - - CTTTACCATAATAAACCTGACG- - - - - -----=-------- CGCATTGCTTATCTTTTGGGT GACGGAACA- CTTTA
GCCCACGAGATATCAACACAA- - - CTTTACCATAATAAACCTGACG- - - - - === === === -~ -~ CGCATTGCTTATCTTTTGGGT GACGGAACA- CTTTA
GCCCACGAGATATCAACACAA- - - CTTTACCATAATAAACCTGACG- - - - - - - === -=---- -~ CGCATTGCTTATCTTTTGGGT GACGGAACA- CTTTA
GCCCACGAGATATCAACACAA- - - CTTTACCATAATAAACCTGACG- - - - - - - - ---------- CGCATTGCTTATCTTTTGGGTGACGGAACA- CTTTA
GCCCACGAGATATCAACACAA- - - CTTTACCATAATAAGCCTGACG- - - - == === === === === - - - - - CACAGGGCTCCTAATAGT CCGGACCGT TTGG
GCCCACGAGATATCAACACAA- - - CTTTACCATAATAAGCCTGACG- - - - == === === - oo o m o - - CACAGGGCTCCTAATAGT CCGGACCGTTTGG
CCTAAAGAGCGAGAGACAGAA:- - - A- - - - - - m o oo m oo e e oo oo oo e GGTCGACGAGGGT - - - - - -

GCCCACGAGATATCAACACAA- - - CTTTACCATAATAAGCCTGACC- - - - - ------------- CGCATTGCTTATCTTTTGGGTGACGGAACT- CTTTA
GCCCACGAGATATCAACACAN- - - NNNNNNNNNTAT- GGCCCGATCTTTTGCCCTGTGGT TTAACGGCT TGTGCAACCGT TACAAAGTAGAACT GATCCA
GCCCACGAGATATCAACACAA- - - CTTTACCATAATAAGCCTGNNN- - - - - - - - - - m oo - - - NNNNNNNATAAGCT TGT GGATCAAACAA- - - - - GCA
GCCCACGAGATATCAACACAA- - - CTTTACCATAATAAGCCTGACG- - - - === === === ==~ -~ CGCATTGCTTATCTTTTGGGT GACGGAACT- CTTTA
GCCCACGAGATATCAACACAA- - - CTTTACCATAATAAGCCTGACG- - - - - - - === === --- -~ CGCATTGCTTATCTTTTGGGTGACGGAACT- CTTTA
GCCCACGAGATATCAACACAA- - - CTTTACCATAATAAGCCTGACG- - - - - - - === === --- -~ CGCATTGCTTATCTTTTGGGTGACGGAACT- CTTTA
GCCCACGAGATATCAACACAA- - - CTTTACCATAATAAGCCTGACG- - - - -------=------- CGCATTGCTTATCTTTTGGGTGACGGAACT- CTTTA
GCCCACGAGATATCAACACAA- - - CTTTACCATAATAAGCCTGACG- - - - - -----=-=------- CGCATTGCTTATCTTTTGGGT GACGGAACT- CTTTA
GCCCACGAGATATCAACACAA- - - CTTTACCATAATAAGCCTGACG- - - - - === === === -~ -~ CGCATTGCTTATCTTTTGGGTGACGGAACT- CTTTA
GCCCACGAGATATCAACACAA- - - CTTTACCATAATAAGCCTGACG- - - - - - - === === ==~ -~ CGCATTGCTTATCTTTTGGGTGACGGAACT- CTTTA
GCCCACGAGATATCAACACAA- - - CTTTACCATAATAAGCCTGACG- - - - - -----=-=------- CGCATTGCTTATCTTTTGGGTGACGGAACT- CTTTA
GCCCACGAGATATCAACACAA- - - CTTTACCATAATAAGCCTGACG- - - - ------=-------- CGCATTGCTTATCTTTTGGGTGACGGAACT- CTTTA
GCCCACGAGATATCAACACAA- - - CTTTACCATAATAAGCCTGACG- - - - ------=-=------- CGCATTGCTTATCTTTTGGGT GACGGAACT- CTTTA
GCCCACGAGATATCAACACAA- - - CTTTACCATAATAAGCCTGACG- - - - - -----=-=------- CGCATTGCTTATCTTTTGGGT GACGGAACT- CTTTA
GCCCACGAGATATCAACACAA- - - CTTTACCATAATAAGCCTGACG- - - - === === - === -~ -~ CGCATTGCTTATCTTTTGGGTGACGGAACT- CTTTA
GCCCACGAGATATCAACACAA- - - CTTTACCATAATAAGCCTGACG- - - - - - - === === --- -~ CGCATTGCTTATCTTTTGGGTGACGGAACT- CTTTA
GCCCACGAGATATCAACACAA- - - CTTTACCATAATAAGCCTGACG- - - - - ------=------- CGCATTGCTTATCTTTTGGGTGACGGAACT- CTTTA
GCCCACGAGATATCAACACAA- - - CTTTACCATAATAAGCCTGACG- - - - ------=-------- CGCATTGCTTATCTTTTGGGTGACGGAACT- CTTTA
GCCCACGAGATATCAACACAA- - - CTTTACCATAATAAGCCTGACG- - - - -------=------- CGCATTGCTTATCTTTTGGGT GACGGAACT- CTTTA
GCCCACGAGATATCAACACAA- - - CTTTACCATAATAAGCCTGACG- - - - === === =---=----- CGCATTGCTTATCTTTTGGGTGACGGAACT- CTTTA
GCCCACGAGATATCAACACAA- - - CTTTACCATAATAAGCCTGACG- - - - - -----=-------- CGCATTGCTTATCTTTTGGGTGACGGAACT- CTTTA
GCCCACGAGATATCAACACAA- - - CTTTACCATAATAAGCCTGACG- - - - -------=------- CGCATTGCTTATCTTTTGGGTGACGGAACT- CTTTA
GCCCACGAGATATCAACACAA- - - CTTTACCATAATAAGCCTGACG- - - - ------=-=------- CGCATTGCTTATCTTTTGGGT GACGGAACT- CTTTA
GCCCACGAGATATCAACACAA- - - CTTTACCATAATAAGCCTGACG- - - - - -----=-=------- CGCATTGCTTATCTTTTGGGT GACGGAACT- CTTTA
GCCCACGAGATATCAACACAA- - - CTTTACCATAATAAGCCTGACG- - - - - === === === -~ -~ CGCATTGCTTATCTTTTGGGTGACGGAACT- CTTTA
GCCCACGAGATATCAACACAA- - - CTTTACCATAATAAGCCTGACG- - - - - === === === -~ -~ CGCATTGCTTATCTTTTGGGTGACGGAACT- CTTTA
GCCCACGAGATATCAACACAA- - - CTTTACCATAATAAGCCTGACG- - - - - ------=------- CGCATTGCTTATCTTTTGGGTGACGGAACT- CTTTA
GCCCACGAGATATCAACACAA- - - CTTTACCATAATAAGCCTGACG- - - - ------=-------- CGCATTGCTTATCTTTTGGGTGACGGAACT- CTTTA
GCCCACGAGATATCAACACAA- - - CTTTACCATAATAAGCCTGACG- - - - - -----=-=------- CGCATTGCTTATCTTTTGGGTGACGGAACT- CTTTA
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Foniv_002_1 TATGC- - - GCTTAGTATGACACCTTAAGACTCTTCTAATATACCATGCAGTACC- - CACCCACCTACG - = = === === == o= - =
Fopi s_HDV247 TATG- - - GCTTAGTATGACACCT TAAGACTCTTCTAATATACCATGCAGTACC- - CACCCACCTACG- - - - - == === === - - -
Forcu_031 TATG - - GCCTAGTATAACGCCT TACGATGCTGCTAATATCTCTTTAAGTGCT- ATAGC- - - - === === mmmmmm e e o -
FOCUC_015 s - s mm oo m oo oo oo oo eeoeoeeeo-aooo-o---
e TS 1< 1<
Forcu_024 TATG - - GCCTAGTATAACGCCTTACGATGCTGCTAATATCTCTTTAAGIGCT- ATAGCTCTCCAGCGG- - - - - === === - - -
Fonom 004_1 AGTGAATATTCAGA- - - -- - - - - TGGAACTGAGTGCAAAGATCTTTAAGT TTT- AACTTTT--- - - m e e e mm e e -
Fol ag_001 TATG- - - GCCTAGTATAACGCCT TACGATGCTGCTAATATCTCTTTAAGTGCT- ATAGCTCTCCAGCGGG: - - - == = = - = - - -
Fol ag_004 TATG - - GCCTAGTATAACGCCT TACGATGCTGCTAATATCTCTTTAAGI GCT- ATAGCTCTCCAGCGGG - - - - - - - - - - - -
Fol ag_005 TATG - - GCCTAGTATAACGCCT TACGATGCTGCTAATATCTCTTTAAGIGCT- ATAGCTCTCCAGCGGG: - - - - === - - - - -
Fol ag_002 TATG - - GOCTAGTATAACGCCTTACGATGCTGCTAATATCTCTTTAAGTGCT- ATAGCTCTCCAGCGG: - - = = = = = == = = = -
FONi V_020_0 == - o s o mcmom oo e o e oo e e e e me—-em-e—e-----------s-ss-oa-ooao-
Foni v_005 ACTATTAGTCCAGACTACAAT CCAAGATCAATAATCAAT CCACGACT GGCGT TCATGGATTGATGACTAG - - - - - - = - - - - -
FONi V_013 0 --oom oo oo m o e e e e e s e o-oso--oo-----
Fovas_NRRL25433 ACTATTAGICCAGACTACAATCCAAGATCAATAATCAATCCACGACTGGCGT TCATGGATTGATGACTA- - - === === == - - -
Focuc_030_1 ~  ----emmmemmme e TTTGATGCTG = - = == = === == == == === === mm e e oo oo
oY TRV o) Ko e
Focuc_021 TATG - - GCCTAGTATAACGCCTTACGATGCTGCTAATATCTCTTTAAGI GCT- ATAGCCCTCCAGCGGG: - - === === - - - -
Fom n_005_0 CATGCTTGCCTGATCCATAAGCTTATCGT GG - - - - ACATTATTCAAACTTAT- - - - = === === mmmm e mmmmm e e o e oo
Fom n_011_1 TGTG - - GATCAGTA-- - - - - - - CACTGT GCGGCTAAAAATAGCT TA- - CCCT- ATAGAATCTAAGCACGTAAATAAATTAGC
Fom n_010 TATG - - GCCTAGTATAACGCCT TACGATGCTGCTAATATCTCTTTAAGIGCT- ATAGCTCTCCAGCGG - - - - - - - - - - - - -
Fom n_011 0 TATG - - GCCTAGTATAACGCCT TACGATGCTGCTAATATCTCTTTAAGIGCT- ATAGCTCTCCAGOGG - - - - - === - = - -
Fom n_012 TATG- - - GCCTAGTATAACGCCT TACGATGCTGCTAATATCTCTTTAAGTGCT- ATAGCTCTCCAGCGG- - - - - === = - = - - -
R Ok A e e e e e T T LT
Foni v_019 TATG - - GCCTAGTATAACGCCTTACGATGCTGCTAATATCTCTTTAAGTGCT- ATAGCTCTCCAGCGG: - - - === === = = - =
Focuc_018_0 TATG - - GCCTAGTATAACGCCT TACGATGCTGCTAATATCTCTTTAAGIGCT- ATAGCTCTCCAGCGGG - - - - - ----- - -
Fol uf _001_0 TATG - - GCCTAGTATAACGCCT TACGATGCTGCTAATATCTCTTTAAGIGCT- ATAGCTCTCCAGOGGG - - - - - - - - - - -
Fol uf _002_0 TATG - - GCCTAGTATAACGCCT TACGATGCTGCTAATATCTCTTTAAGIGCT- ATAGCTCTCCAGOGGG - - - - - - - - - - - -
Fom n_001 TATG - - GCCTAGTATAACGCCT TACGATGCTGCTAATATCTCTTTAAGIGCT- ATAGCTCTCCAGCGGG: - - - - === == = - -
Fom n_004 TATG- - - GCCTAGTATAACGCCT TACGAT GCTGCTAATATCTCTTTAAGT GCT- ATAGCTCTCCAGCGGG: - - - === = - = - - -
Fom n_005_1 TATG- - - GCCTAGTATAACGCCT TACGAT GCTGCTAATATCTCTTTAAGT GCT- ATAGCTCTCCAGCGGG: - - - - - == - = - - -
Fom n_006 TATG- - - GOCTAGTATAACGCCT TACGATGCTGCTAATATCTCTTTAAGTGCT- ATAGCTCTCCAGCGGG - - - - - - = - - - - -
Fom n_009 TATG - - GCCTAGTATAACGCCT TACGATGCTGCTAATATCTCTTTAAGIGCT- ATAGCTCTCCAGOGGG - - - - - - - - - - - -
Fom n_013 TATG - - GCCTAGTATAACGCCT TACGATGCTGCTAATATCTCTTTAAGIGCT- ATAGCTCTCCAGOGGG - - - - - - - - - - - -
Fom n_016 TATG - - GCCTAGTATAACGCCT TACGATGCTGCTAATATCTCTTTAAGIGCT- ATAGCTCTCCAGCGGG: - - = - === = = = - -
Foni v_002_0 TATG - - GOCTAGTATAACGCCT TACGATGCTGCTAATATCTCTTTAAGTGCT- ATAGCTCTCCAGCGGG- - - - - - - == - - - -
Foni v_015 TATG- - - GCCTAGTATAACGCCT TACGAT GCTGCTAATATCTCTTTAAGT GCT- ATAGCTCTCCAGCGGG: - - - - - = == = - - -
Foni v_037 TATG- - - GCCTAGTATAACGCCT TACGATGCTGCTAATATCTCTTTAAGTGCT- ATAGCTCTCCAGCGGG: - - - == = = - = - - -
FOCUC_013 -mmmmmmmmm s oeooeooooo--o-o----
FOCUC_037 - = - s oo m s s oo e e e e e-ooaooo-o---
Forcu_016 TATG - - GCCTAGTATAACGCCTTACGATGCTGCTAATATCTCTTTAAGIGCT- ATAGCTCTCCAGCGG: - - - == === == = - -
Focuc_011 TATG - - GCCTAGTATAACGCCT TACGATGCT GCTAATATCTCTTTAAGI GCT- ATAGCCCTCCAGCGGG: - - === === - - - -
Foni v_010_0 TATG - - GCCTAGTATAACGCCT TACGATGCTGCTAATATCTCTTTAAGTGCT- ATAGCTCTCCAGCGRG: - - - = === = = - =
Foni v_020_1 TATG- - - GOCTAGTATAACGCCT TACGATGCTGCTAATATCTCTTTAAGTGCT- ATAGCCCTCCAGCGGG - - - - - - = - - - - -
Fonom 004_0 TATG - - GCCTAGTATAACGCCT TACGATGCTGCTAATATCTCTTTAAGIGCT- ATAGCCCTCCAGOGGG - - - - - - - - - - -
Fol uf _002_1 TATG - - GCCTAGTATAACGCCT TACGATGCTGCTAATATCTCTTTAAGIGCT- ATAGCCCTCCAGOGGG - - - - === - - - -
Focuc_018_1 TATG - - GCCTAGTATAACGCCT TACGATGCT GCTAATATCTCTTTAAGIGCT- ATAGCCCTCCAGCGG: - - - = == === = = - =
Focuc_030_0 TATG - - GCCTAGTATAACGCCT TACGATGCTGCTAATATCTCTTTAAGTGCT- ATAGCCCTCCAGCGG - - - == == == = = - -
Fol uf _001_1 TATG - - GCCTAGTATAACGCCT TACGATGCTGCTAATATCTCTTTAAGTGCT- ATAGCCCTCCAGCGG: - - - == === == = - =
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1
Fogl a_Gr6 - CATTCGAGAAGACAGAGT TTATTGTAGACCCT CACATATAAAGGAATAGACGT CTATAAATATAGATAGAATCATCAGAAGTAATTCTTTAATTAACTC
Focuc_001 ACATTCGAGAAGACAGAGITTATTGIAGACCC- CACTTATAAAGGAAAAGACGT CTATAAATATAGATAGAATCATCGGAAGTAATTCTTTAATTAACTC
Focuc_035 ACATTCGAGAAGACAGAGT TTATTGTAGACCC- CACTTATAAAGGAAAAGACGT CTATAAATATAGATAGAATCATCGGAAGTAATTCTTTAATTAACTC
Focuc_037 ACATTCGAGAAGACAGAGTTTATTGTAGACCC- CACTTATAAAGGAAAAGACGT CTATAAATATAGATAGAATCATCGGAAGTAATTCTTTAATTAACTC
Forcu_016 ACATTCGAGAAGACAGAGTTTATTGTAGACCC- CACTTATAAAGGAAAAGACGT CTATAAATATAGATAGAATCATCGGAAGTAATTCTTTAATTAACTC
Focuc_011 - CATTCGAGAAGACAGAGTTTATTGTAGACCC- CACTTATAAAGGAAAAGACGT CTATAAATATAGATAGAATCATCGGAAGTAATTCTTTAATTAACTC
Focuc_013 - CATTCGAGAAGACAGAGITTATTGTAGACCC- CACTTATAAAGGAAAAGACGT CTATAAATATAGATAGAATCATCGGAAGTAATTCTTTAATTAACTC
Focuc_015 - CATTCGAGAAGACAGAGITTATTGTAGACCC- CACTTATAAAGGAAAAGACGT CTATAAATATAGATAGAATCATCGGAAGTAATTCTTTAATTAACTC
Forcu_024 - CATTCGAGAAGACAGAGT TTATTGTAGACCC- CACTTATAAAGGAAAAGACGT CTATAAATATAGATAGAATCATCGGAAGTAATTCTTTAATTAACTC
Forcu_031 - CATTCGAGAAGACAGAGT TTATTGTAGACCC- CACTTATAAAGGAAAAGACGT CTATAAATATAGATAGAATCATCGGAAGTAATTCTTTAATTAACTC
Focuc_021 ACATTCGAGAAGACAGAGTTTATTGTAGACCC- CACTTATAAAGGAAAAGACGT CTATAAATATAGATAGAATCATCGGAAGTAATTCTTTAATTAACTC
Focuc_030 ACATTCGAGAAGACAGAGTTTATTGTAGACCC- CACTTATAAAGGAAAAGACGT CTATAAATATAGATAGAATCATCGGAAGTAATTCTTTAATTAACTC
Focuc_018 - CATTCGAGAAGACAGAGITTATTGTAGACCC- CACTTATAAAGGAAAAGACGT CTATAAATATAGATAGAATCATCGGAAGTAATTCTTTAATTAACTC
Fom n_010 - CATTCGAGAAGACAGAGITTATTGTAGACCC- CACTTATAAAGGAAAAGACGT CTATAAATATAGATAGAAT CATCGGAAGTAATTCTTTAATTAACTC

Fomom 001 - - - TTCAAGAAGT TAGAGCTTATTATATACCCT CGCTTATATAGGAAAAGATATCTATAAATATAGACAGCATCATCAGAGGTAATTCTTTAATCAACTC
Fonom 004 - - ATTCAAGAAGI TAGAGCT TATTATATACCCT CGCTTATATAGGAAAAGATAT CTATAAATATAGACAGCAT CATCAGAGGTAATTCTTTAATCAACTC
Foni c_010 - -- TTCGAGAAGT TAAAGCTTATTATAAACCCTCGCTTATATAGGAAAAGATATCTATAAATATAGACAGCACCAT CAGAGGTAATTCTTTAATCAACTC
Foni c_012 - -- TTCGAGAAGITAAAGCTTATTATAAACCCT CGCTTATATAGGAAAAGATATCTATAAATATAGACAGCACCAT CAGAGGTAATTCTTTAATCAACTC

Foni c_001 - - ATTCGAGAAGTTAAAGCT TATTATAAACCCTCGCTTATATAGGAAAAGATAT CTATAAATATAGACAGCACCAT CAGAGGTAATTCTTTAATCAACTC
Foni c_003 - - ATTCGAGAAGITAAAGCTTATTATAAACCCT CGCTTATATAGGAAAAGATATCTATAAATATAGACAGCACCAT CAGAGGTAATTCTTTAATCAACTC

101
Fogl a_Gr6 TTCCTCAACCACTACAGCT TAACTCGAAGACAAT- TTATTACGT CAGCCACAATGAAGT TTTCAAGAATCGT TACAGGT GCAGCATTTCTAGCCCGCACA
Focuc_001 TTCCTCAACCACTACAGCTTAACTCAAAGACAAT- TTATTACGCCAGT CACAATGAAGT TTTCAAGAATCGT TACAGGT GCAGCATTTCTAGCCCGCACA
Focuc_035 TTCCTCAACCACTACAGCTTAACTCAAAGACAAT- TTATTACGCCAGT CACAATGAAGT TTTCAAGAATCGT TACAGGT GCAGCATTTCTAGCCCGCACA
Focuc_037 TTCCTCAACCACTACAGCTTAACTCAAAGACAAT- TTATTACGCCAGT CACAATGAAGI TTTCAAGAAT CGTTACAGGT GCAGCATTTCTAGCCCGCACA
Forcu_016 TTCCTCAACCACTACAGCTTAACTCAAAGACAAT- TTATTACGCCAGT CACAATGAAGT TTTCAAGAAT CGTTACAGGT GCAGCATTTCTAGCCCGCACA
Focuc_011 TTCCTCAACCACTACAGCTTAACTCAAAGACAAT- TTATTACGCCAGT CACAATGAAGI TTTCAAGAATCGT TACAGGT GCAGCATTTCTAGCCCGCACA
Focuc_013 TTCCTCAACCACTACAGCTTAACTCAAAGACAAT- TTATTACGCCAGT CACAATGAAGT TTTCAAGAATCGT TACAGGT GCAGCATTTCTAGCCCGCACA
Focuc_015 TTCCTCAACCACTACAGCTTAACTCAAAGACAAT- TTATTACGCCAGT CACAATGAAGT TTTCAAGAATCGT TACAGGT GCAGCATTTCTAGCCCGCACA
Forcu_024 TTCCTCAACCACTACAGCTTAACTCAAAGACAAT- TTATTACGCCAGT CACAATGAAGT TTTCAAGAATCGT TACAGGT GCAGCATTTCTAGCCCGCACA
Forcu_031 TTCCTCAACCACTACAGCTTAACTCAAAGACAAT- TTATTACGCCAGT CACAATGAAGI TTTCAAGAAT CGTTACAGGT GCAGCATTTCTAGCCCGCACA
Focuc_021 TTCCTCAACCACTACAGCTTAACTCAAAGACAAT- TTATTACGCCAGT CACAATGAAGT TTTCAAGAAT CGTTACAGGT GCAGCATTTCTAGCCCGCACA
Focuc_030 TTCCTCAACCACTACAGCTTAACTCAAAGACAAT- TTATTACGCCAGT CACAATGAAGI TTTCAAGAATCGT TACAGGT GCAGCATTTCTAGCCCGCACA
Focuc_018 TTCCTCAACCACTACAGCTTAACTCAAAGACAAT- TTATTACGCCAGT CACAATGAAGT TTTCAAGAATCGT TACAGGT GCAGCATTTCTAGCCCGCACA
Fom n_010 TTCCTCAACCACTACAGCTTAACTCAAAGACAAT- TTATTACGCCAGT CACAATGAAGT TTTCAAGAATCGT TACAGGT GCAGCATTTCTAGCCCGCACA
Fonom 001 TTCCTTAACCACTATAGCTTAACT TGAAGACAATTTTATTACGCCAGCCACAATGAAGT TTTCAAGAATCGI TA DGCACA
Formom 004 TTCCTTAACCACTATAGCTTAACTTGAAGACAATTTTATTACGCCAGCCACAATGAAGI TTTCAAGAAT CGTTAGAGGT GCAGCGT TTTTAGGT]
Foni c_010 TTCCTCAACTACTATAGCTTAACTTGAAGATAACGT TATTACGCCAGCCAAAATGAAGATTTCAAGAATCATTA! CGCACA
Foni c_012 TTCCTCAACTACTATAGCTTAACTTGAAGATAACGT TATTACGCCAGCCAAAATGAAGATT TCAAGAAT CAT TACAGGT GGAGCGT TTTTAGCTCGCACA
Foni c_001 TTCCTCAACTACTATAGCT TAACTTGAAGATAACGT TATTACGCCAGCCAAAATGAAGATT TCAAGAAT CAT TACAGGT GGAGCGT TTTTAGCTCGCACA
Foni c_003 TTCCTCAACTACTATAGCTTAACT TGAAGATAACGT TAT TACGCCAGCCAAAAT GAAGAT TTCAAGAATCATTACAGGT GGAGCGT TTTTAGCTCGCACA

201
Fogl a_G76 TTCGCGATTGCCATCCCACAATCCGATACCGATACCGATACAACCGAACAAACGACAGACGCGGCTCCCAACT TGACGAATTTGGT TATTGGACAAACCA
Focuc_001 TTCGCTATTGCCATCCCCCAAT- - - - - - CCGATACCGATACAACCGAACAAACGACAGACGCGGCT CCCGACT TGACGAATTTGGT TATTGGACAAACCA
Focuc_035 TTCGCTATTGCCATCCCCCAAT- - - - - - CCGATACCGATACAACCGAACAAACGACAGACGCGGCTCCCGACT TGACGAATTTGGT TATTGGACAAACCA
Focuc_037 TTCGCTATTGCCATCCCCCAAT- - - - - - CCGATACCGATACAACCGAACAAACGACAGACGCGGCTCCCGACT TGACGAATTTGGT TATTGGACAAACCA
Forcu_016 TTCGCTATTGCCATCCCCCAAT- - - - - - CCGATACCGATACAACCGAACAAACGACAGACGCGECTCCCGACT TGACGAATTTGGT TATTGGACAAACCA
Focuc_011 TTCGCTATTGCCATCCCCCAAT- - - - - - CCGATACCGATACAACCGAACAAACGACAGACGCGGECTCCCGACT TGACGAATTTGGT TATTGGACAAACCA
Focuc_013 TTCGCTATTGCCATCCCCCAAT- - - - - - CCGATACCGAT ACAACCGAACAAACGACAGACGCGGECTCCCGACT TGACGAAT TTGGT TATTGGACAAACCA
Focuc_015 TTCGCTATTGCCATCCCCCAAT- - - - - - CCGATACCGATACAACCGAACAAACGACAGACGCGGCTCCCGACT TGACGAATTTGGT TATTGGACAAACCA
Forcu_024 TTCGCTATTGCCATCCCCCAAT- - - - - - CCGATACCGATACAACCGAACAAACGACAGACGCGGCTCCCGACT TGACGAATTTGGT TATTGGACAAACCA
Forcu_031 TTCGCTATTGCCATCCCCCAAT- - - - - - CCGATACCGATACAACCGAACAAACGACAGACGCGGCTCCCGACT TGACGAATTTGGT TATTGGACAAACCA
Focuc_021 TTCGCTATTGCCATCCCCCAAT- - - - - - CCGATACCGATACAACCGAACAAACGACAGACGCGECTCCCGACT TGACGAATTTGGT TATTGGACAAACCA
Focuc_030 TTCGCTATTGCCATCCCCCAAT- - - - - - CCGATACCGATACAACCGAACAAACGACAGACGCGGECTCCCGACT TGACGAATTTGGT TATTGGACAAACCA
Focuc_018 TTCGCTATTGCCATCCCCCAAT- - - - - - CCGATACCGATACAACCGAACAAACGACAGACGCGGECTCCCGACT TGACGAAT TTGGT TATTGGACAAACCA
Fom n_010 TTCGCTATTGCCATCCCCCAAT- - - - - - CCGATACCGATACAACCGAACAAACGACAGACGCGGCT CCCGACT TGACGAATTTGGT TATTGGACAAACCA
Fonom 001 CTCGCTATTGCCATCTCACAAT- - - - - - CCGATACCAAT CTAACCGCACAAACAACAGAT GCGCCTCCCGACT TGACGCATTTGGT TCTTGGACAGACTA
Fonom 004 CTCGCTATTGCCATCTCACAAT- - - - -- CCGATACCAAT CTAACCGCACAAACAACAGATGCGCCTCCCGACT TGACGCATTTGGT TCTTGGACAGACTA
Foni c_010 CTCGCTATTGCCATCTCACAAT------ CCGATACCAGT CTAATCTCAAAAACAACAGAT GCGCCTCCCGACT TGBCGCATTTGGT TGT TGGGCAAACTA
Foni c_012 CTCGCTATTGCCATCTCACAAT- - - - - - CCGATACCAGT CTAAT CTCAAAAACAACAGAT GCGCCTCCCGACT TGGCGCATTTGGT TGT TGGGCAAACTA
Foni c_001 CTCGCTATTGCCATCTCACAAT- - - - - - CCGATACCAGT CTAAT CTCAAAAACAACAGAT GCGCCTCCCGACT TGGCGCATTTGGT TGT TGGGCAAACTA
Foni c_003 CTCGCTATTGCCATCTCACAAT- - - - - - CCGATACCAGT CTAATCT CAAAAACAACAGAT GCGCCTCCCGACT TGECGCATTTGGT TGT TGGGCAAACTA
301

Fogl a_Gr6 TAGGGCCTCTCATTGI CGATGTAGGTAGCGTCTTAAGT TTTCCAGGCAAAGT CCTAATTATCTAGGCTAT TGGT GAACCAATCACTAGAGAGGT TAATAT
Focuc_001 TAGGGCCTCTCATTGICGATGTAAGTAGCGTCTTAAGT TTTCCAGGAAAAGT CCTAATTATCTAGGCTAT TGGCGAACCT CTCACTAGAGAGGT TAATAT
Focuc_035 TAGGGCCTCTCATTGICGATGTAAGTAGCGTCTTAAGT TTTCCAGGAAAAGT CCTAATTATCTAGGCTAT TGGCGAACCT CTCACTAGAGAGGT TAATAT
Focuc_037 TAGGGCCTCTCATTGICGATGTAAGTAGCGT CTTAAGT TTTCCAGGAAAAGT CCTAATTATCTAGGCTAT TGGCGAACCT CTCACTAGAGAGGT TAATAT
Forcu_016 TAGGGCCTCTCATTGICGATGTAAGTAGCGTCTTAAGT TTTCCAGGAAAAGT CCTAATTATCTAGGCTAT TGGCGAACCT CTCACTAGAGAGGT TAATAT
Focuc_011 TAGGGCCTCTCATTGICGATGTAAGTAGCGTCTTAAGT TTTCCAGGAAAAGT CCTAATTATCTAGGCTAT TGGCGAACCT CTCACTAGAGAGGT TAATAT
Focuc_013 TAGGGCCTCTCATTGICGATGTAAGTAGCGT CTTAAGT TTTCCAGGAAAAGT CCTAATTATCTAGGCTATTGGCGAACCT CTCACTAGAGAGGT TAATAT
Focuc_015 TAGGGCCTCTCATTGICGATGTAAGTAGCGTCTTAAGI TTTCCAGGAAAAGT CCTAATTATCTAGGCTAT TGGCGAACCT CTCACTAGAGAGGT TAATAT
Forcu_024 TAGGGCCTCTCATTGICGATGTAAGTAGCGTCTTAAGT TTTCCAGGAAAAGT CCTAATTATCTAGGCTAT TGGCGAACCT CTCACTAGAGAGGT TAATAT
Forcu_031 TAGGGCCTCTCATTGICGATGTAAGTAGCGTCTTAAGT TTTCCAGGAAAAGT CCTAATTATCTAGGCTAT TGGCGAACCT CTCACTAGAGAGGT TAATAT
Focuc_021 TAGGGCCTCTCATTGICGATGTAAGTAGCGTCTTAAGT TTTCCAGGAAAAGT CCTAATTATCTAGGCTAT TGGCGAACCT CTCACTAGAGAGGT TAATAT
Focuc_030 TAGGGCCTCTCATTGICGATGTAAGTAGCGTCTTAAGT TTTCCAGGAAAAGT CCTAATTATCTAGGCTAT TGGCGAACCT CTCACTAGAGAGGT TAATAT
Focuc_018 TAGGGCCTCTCATTGICGATGTAAGTAGCGT CTTAAGT TTTCCAGGAAAAGT CCTAATTATCTAGGCTATTGGCGAACCT CTCACTAGAGAGGT TAATAT
Fom n_010 TAGGGCCTCTCATTGICGATGTAAGTAGCGT CTTAAGTTTTCCAGGAAAAGT CCTAAT TAT CTAGGCTAT TGGCGAACCT CTCACTAGAGAGGT TAATAT
Fomom 001  TAGGGCCTCTCATTGICGATGTAAGTAGCATCTTAAGT TTTTCAGGCAAAGT CCTAATTATCTAGGCTATCGGCGAACCG - - ATTAGTGACGTTAATAC
Forrom 004 TAGGGCCTCTCATTGI CGATGTAAGTAGCATCTTAAGT TTTTCAGGCAAAGT CCTAATTATCTAGGCTATCGGCGAACCG - - ATTAGTGACGTTAATAC
Foni c_010 TAGGGCCTCTCGITGITGATGTAAGTAGCATCTTACGTTTTTCAGGCAGAGT TCTAATTATCTAGGCTATCGGCGAACCA- - - ATTAGTGATGCTAGTAC
Foni c_012 TAGGGCCTCTCGITGITGATGTAAGTAGCATCTTACGT TTTTCAGGCAGAGT TCTAATTATCTAGGCTATCGGCGAACCA- - - ATTAGTGATGCTAGTAC
Foni c_001 TAGGGCCTCTCGITGITGATGTAAGTAGCATCTTACGT TTTTCAGGCAGAGT TCTAATTATCTAGGCTATCGGCGAACCA- - - ATTAGTGATGCTAGTAC
Foni c_003 TAGGGCCTCTCGITGITGATGTAAGTAGCATCTTACGT TTTTCAGGCAGAGT TCTAATTATCTAGGCTATCGGCGAACCA- - - ATTAGTGATGCTAGTAC

401
Fogl a_G76 TACOGATGCTOCTGA- - - - - < = < =« =« <= <= = oo m e e e e e oo e e o TGAACTCTCGGATGAGAAAGT CGTTCTCAGCCAACCCTCC
FOCUC_001 TATOGATGCTOGTGA- - - - - = = = == == <= <= === o momom e e oo oo TGAACTCTCGGATGAGAAAGT CGTTCTCAGT CAACCCTCC
FOCUC_035 TATOGATGCTOGTGA- - - - - = = = == == == == === o moxomom e e e on e oaaoe TGAACTCTCGGATGAGAAAGT CGTTCTCAGTCAACCCTCC
FOCUC_037 TATOGATGCTOGTGA- - - - - = = = == == == == === o mom e oe e e e oe e oiao e TGAACTCTCGGATGAGAAAGT CGTTCTCAGTCAACCCTCC
FOrcu_016 TATCGATGCTOGTGA- - - - - < - = == = = == = = m e e e e e e e e e TGAACTCTCGGATGAGAAAGT CGTTCTCAGT CAACCCTCC
FOCUC_011 TATCGATGCTOGTGA- - - - - < - = == = = = = m o m o m e e e e e e e e ce e TGAACTCTCGGATGAGAAAGT CGTTCTCAGT CAACCCTCC
FOCUC_013 TATCQGATGCTOGTGA- - - - - < - < =« == == <= = oo m o m e e e e oo e e e TGAACTCTCGGATGAGAAAGT CGTTCTCAGT CAACCCTCC
FOCUC_015 TATOGATGCTOGTGA- - - - - = = = == == == <= === o momom e e e oo TGAACTCTCGGATGAGAAAGT CGTTCTCAGTCAACCCTCC
FOr cu_024 TATOGATGCTOGTGA- - - - - < = = == == == == === o mox e e e e e o oaocaos TGAACTCTCGGATGAGAAAGT CGTTCTCAGTCAACCCTCC
FOr cu_031 TATOGATGCTOGTGA- - - - - = = = == == == == === o mom e om e e e on o oiao e TGAACTCTCGGATGAGAAAGT CGTTCTCAGTCAACCCTCC
FOCUC_021 TATCGATGCTOGTGA- - - - - = - = = = = = = == m e e e e e e e e e oe e TGAACTCTCGGATGAGAAAGT CGTTCTCAATCAACCCTCC
FOCUC_030 TATCGATGCTOGTGA- - - - - < - = == = == = == m e e e e e e e e e e TGAACTCTCGGATGAGAAAGT CGTTCTCAATCAACCCTCC
FOCUC_018 TATCOGATGCTOGTGA- - - - - < = = =« == <= <= == o m o m e e e e oo e e e TGAACTCTCGGATGAGAAAGT CGTTCTCAATCAACCCTCC
Fom n_010 TATOGATGCTOGTGA- - - - - = = = == == <= <= === o momom e oe e oo TGAACTCTCGGATGAGAAAGT CGTTCTCAATCAACCCTCC
FOMDM 001  TACOGAAGCTTCTGA- - - - - < = < =« == == == = oo mom e e e e e oo TGGACTCTCGGATGAGAAA]TA CARCCA C
FOMDM 004  TACOGAAGCTTCTGA- - - - - « < = = =« = == == o m o x e e e e e oo TGGACTCTCGGATGAGAAAG C

=

Foni c_010 TACCGAAGCTCCTGAGGCTAGTACTACCGAAGCT CCTGAGGT TAATACT GCCGAAGT TTCTGGAGT CT CGGATGAGAAAGT (X
Foni c_012 TACCGAAGCTCCTGAGGCTAGTACTACCGAAGCT CCTGAGGT TAATACT GCCGAAGT TTCTGGAGT CTCGGAT GAGAAAGT CGT TCTTAACCAACCTTCT
Foni c_001 TACCGAAGCTCCTGAGGCTAGTACTACCGAAGCT CCTGAGGT TAATACT GCCGAAGT TTCTGGAGT CTCGGAT GAGAAAGT CGT TCTTAACCAACCTTCT
Foni c_003 TACCGAAGCTCCTGAGGCTAGTACTACCGAAGCTCCTGAGGT TAATACT GCCGAAGT TTCTGGAGT CTCGGAT GAGAAAGT CGTTCTTAACCAACCTTCT
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501
Fogl a_G76 ACACGAAGAATCTTTAATCTGGTTCTTAAAGAT GCATTCGOGAAGTTTGTTCAATGOCC: - - -
Focuc_001 ACACGAAGAATCTTTAATCTGGTTCTTAAAGAT GCATTCGOGAAGTTTGTTCAATGOCC: - - -
Focuc_035 ACACGAAGAATCTTTAATCTGGTTCTTAAAGAT GCATTCGOGAAGTTTGTTCAATGOCC: - - -
Focuc_037 ACACGAAGAATCTTTAATCTGGTTCTTAAAGATGCATTCGOGAAGT TTGTTCAATGOCC: - - -
Forcu_016 ACACGAAGAATCTTTAATCTGGTTCTTAAAGATGCATTCGOGAAGT TTGTTCAATGOCC: - - -
Focuc_011 ACACGAAGAATCTTTAATCTGGITCTTAAAGATGCATTCGCGAAGTTTGTTCAATGOCCA: - -
Focuc_013 ACACGAAGAATCTTTAATCTGGTTCTTAAAGAT GCATTCGOGAAGTTTGTTCAATGOCCA: - -
Focuc_015 ACACGAAGAATCTTTAATCTGGTTCTTAAAGAT GCATTCGOGAAGTTTGTTCAATGOCCA: - -
Forcu_024 ACACGAAGAATCTTTAATCTGGTTCTTAAAGAT GCATTCGOGAAGTTTGTTCAATGOCCA: - -
Forcu_031 ACACGAAGAATCTTTAATCTGGTTCTTAAAGATGCATTCGOGAAGT TTGITCAATGOCCA: - -
Focuc_021 ACACGAAGAATCTTTAATCTGGTTCTTAAAGATGCATTCGOGAAGT TTGTTCAATGOCC: - - -
Focuc_030 ACACGAAGAATCTTTAATCTGGITCTTAAAGATGCATTCGCGAAGTTTGTTCAATGOCC: - - -
Focuc_018 ACACGAAGAATCTTTAATCTGGTTCTTAAAGAT GCATTCGOGAAGTTTGTTCAATGOCCA. - -
Fom n_010 ACACGAAGAATCTTTAATCTGGTTCTTAAAGAT GCATTCGOGAAGT TTGTTCAATGOCCA: - -
Forpm 001  ACACGAAGAATCTTTAATATGGTTCT TAAAGAT GCAT TCGOGAAGT TTGTTCAATGCCCAAAG
Forpm 004  ACACGAAGAATCTTTAATATGGTTCTTAAAGAT GCAT TCGOGAAGT TTGT TCAATGCOCCAAA-
Foni C_010 ACACGAAGAATCTTTAAT- - - - « - = = = =« == === == ox o wwmm e e mmmmnoe o e e
FOni ¢_012 ACACGAAGAATCTTTAAT- - - - « - - - = - = = = o m e e e e e e e e e e
Foni ¢_001 ACACGAAGAATCTTTAA- - - « - « -« -« -« - o m o m e e e e e e e e e
Foni c_003  ACACGAAGAATCTTTAA- - - « - « -« -« x « s o m e e e e e e
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1

Forom 001 ATCCTCACA- - - - - - CGTCACTAAACCCTTTCTCCCGCTGATACACAATATCACTTTGATTCTTCGT TACCAGITT ACGCT TCGAGGA ﬂ GA

Fonom 004 ATCCTCACA- - - - - - CGTCACTAAACCCTTTCTCCCGCTGATACACAATATCACTTTGATTCTTCGTTACCAGITT GA

Fopi s_HDV247 TTACCGAAAGGGGEGGGEGT TGCCGAAAGCEG: - - - - - GGTGGEGCATGGTATCACTTTGATTCTTCGT TACCAGT TT | GAA CATGA

Forap_PHWB15 ATCCTCACA------ AGTCACTAAACCCTTTCTCCCGCTGATACACAATATCACTTTGATTCT TCGTTACCAGTTTTTCTACGCT TCGAGAAT%T ATGA
101

Forom 001 GAGGGAGCGCCGGAAGAGGECT TCGGT CCGAGGGAAT AAGCCAGTACGCT GACT TCTAT GACCCT GCTATTGGCGACAAGCTGGGECGTGACTCTTTTGT T

Fonom 004 GAGGGAGCGCCGGAAGAGGECT TCGGT CCGAGGGAATAAGCCAGTACGCTGACT TCTAT GACCCT GCTAT TGGCGACAAGCT GGGGCGTGACTCTTTTGI T

Fopi s_HDV247 GAGGGAGCGCCGGAAGAGGT CTCGBCCCGAGGGAAT AAGCCAGT ACGCT GACT TCTATGACT CTGCTAT T GGCGACAAGCT GGGECGTGACTCTTTTGT T
Forap_PHW815 GAGGGAGCGCCGGAAGAGGT CTCGGT CCGAGGGAATAAGCCAGTACGCTGACT TCTATGACCCT GCTAT TGECGACAAGCT GGGGCGTGACTCTTTTGI T

201
Forom 001 GACTACGATCAAGT CATCAACAGCT TCCTCCCCTCCAAGAT GGT GGEGAAACGAAGT TCTGTCAGCCATTACGT GTATTCGGTCCATTGATGCAGATTCG
Fonom 004 GACTACGAT CAAGT CATCAACAGCTTCCT CCCCT CCAAGAT GGT GGGGAAACGAAGT TCTGT CAGGCATTACGT GTATTCGGT CCATTGATGCAGATTCG

Fopi s_HDV247  GACTACGATCAAGTCATCAACTGCTTCCTCCCCTCCAAGAT GGT GGGGAAAT GAAGT TCTGT CAGGCAT TACGT GTAT TCGGTCCATTGATGCAGATTCG
Forap_PHWB15 GACTACGATCAAGTICATCAACTGCTTCCTCCCCT CCAAGAT GGT GGGGAAACGAAGT TCTGT CAGGCATTACGT GTATTCGGT CCATTGATGCAGATTCG

301
Fonom 001 TATATTCATCTTGCCCTCTGTTGGATTCTGCCCCTTAGAGGT TTTACCATTTCGGT CGTAATCTTAAAGTAT CCCTGCTTGCACGTAATTTGATTTGATT
Fonom 004 TATATTCATCTTGCCCTCTGITGGATTCTGCCCCTTAGAGGT TTTACCATTTCGGT TGTAATCTTAAAGTATCCCTGCTTGCACGTAATTTGATTTGATT

Fopi s_HDV247 TATATTCATCTTGCCTTCTGITGAATTCTGCCCCTTACAGGT TTTACCATTTCGGT TGTAATCT TAAAGTATCCCTGCTTGCACGTAAC- - - ACCCAGT T
Forap_PHWB15 TATATTCATCTTGCCTTCTGITGAATTCTGCCCCTTAGAGGTTTTACCATTTCGGT TGTAGT CTTAAAGTATCCCTGCTTGCACGTAAC- - - ACCCAGT T

401
Forom 001 TGATTTGATTTGATTATCCTACGIG AT GCCGGGATAACGGGGT CCGGCGAAC
Fonom 004 TGATTTGATTTGATTATCCTACGYGGT T ATGCCGGGATAACGGGGT CCGGCGAAC
Fopi s_HDV247 C- - CTTATTCTTACGGCCCT- CGCG ATGGAAGGATCA- - - - - - CCAGCA- - -
Forap_PHWB15 C- - CTTATTCTTATGACCCT- CGCGGT TACGT CACGT GGTCTCCACAAAT TTCCACCAACCATGGAAGGATCA- - - - - - CCAGCA- - -
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