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About the author

Lizhe Zhu was born on March 14 1983 in Wuhan, the capital city of Hubei
Province, China. Growing up in a scholar’s family, he has broad interests
among many aspects of life. Though he was enrolled into the department
of the Electronic Information and Engineering of Huazhong University of
Science and Technology in 2001, he gradually realized that a career in
engineering might not fit the most his inner nerd.

Attracted by more fundamental understanding of the world, he pur-
sued a master degree of Nanoscale Science and Technology in Chalmers
University of Technology from 2005 to 2007. Thanks to the comprehen-
sive curriculum of this master program and the affiliated research projects
in many different fields, he was able to explore himself deep and broad
enough and became engaged with biophysics. After the master research
project with Prof. Erik Aurell in Royal Institute of Technology that
studied the genetic switch behind the latent behavior of the Epstein-Barr
virus using a systems biology approach, he made up his mind to study
biomolecules down to structural level.

This ambition resulted in an application from him for a PhD position
in the MOLSIM group of Amsterdam, one of the most experienced groups
in the world in molecular simulations. Fortunately, he was accepted by
Prof. Peter Bolhuis and received financial support from the EUROSIM
project of the Marie Curie Action early-stage researcher training program.
He was supervised by Prof. Daan Frenkel and Prof. Bolhuis for his first
project on the allosteric mechanism of membrane receptors and then by
Dr. Jocelyne Vreede on extensive studies of the HAMP domains from
bacterial chemoreceptors. The early years of this PhD were hard for him
because he was still lack of some fundamental knowledge, especially the
thinking patterns, that physicists or chemists trained since their bachelors
would have. However, he managed to survive the challenge and finished
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four decent projects that enhanced the understanding of the signaling
mechanism of allosteric proteins.

During his doctoral study, he served as tutors for a number of different
courses. With help from Prof. Evert Jan Meijer and Dr. Hong Zhang, he
managed to assist effectively in the quantum chemistry course. He also
explained exercises to students in the bachelor course of thermodynamics
lectured by Prof. Bolhuis. Mostly importantly, he tutored for four times
in the MOLSIM course that teaches basic skills of molecular simulations
to world-wide students. The last challenge greatly enhanced his teaching
and communication skills because the students are from very distinct
backgrounds.

The stress from his work during the years in Amsterdam was highly
alleviated by his adventure into photography and singing. He was also
actively involved in basketball and badminton among the community of
Chinese scholars and students in Amsterdam.

In 2012, with the four doctoral projects mostly finished, he moved to
the Hong Kong University of Science and Technology for a visiting scholar
position. There, as a "pre-postdoctoral", he has been supervising four
PhD students on a variety of potentially high-impact projects, including
a) finding novel inhibitors of kinases involved in neuro-degenerative dis-
eases; b) the working mechanism of the argonaute protein in the core of
the RNA-Induced-Silencing-Complex; c) allosteric protein recognition by
the scaffold PDZ domains.

In the future, he is determined to continue studying allostery in
biomolecular systems and devote his expertise in enhanced sampling of
rare events to fundamental research that enhances development of next-
generation drugs to cure cancer, which took away lives of many of his
family and friends.


