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a b s t r a c t
Depressive symptoms occur frequently in patients with schizophrenia. Several factor analytical studies investigated the associations between positive, negative and depressive symptoms and reported difﬁculties differentiating between these symptom domains. Here, we argue that a network approach may offer insights into these
associations, by exploring interrelations between symptoms. The aims of current study were to I) construct a
network of positive, negative and depressive symptoms in male patients with schizophrenia to investigate
interactions between individual symptoms; II) identify the most central symptoms within this network and
III) examine group-level differences in network connectivity between remitted and non–remitted patients.
We computed a network of depressive, positive and negative symptoms in a sample of 470 male patients
diagnosed with a psychotic disorder. Depressive symptoms were assessed with the Calgary Depression Rating
Scale for Schizophrenia, while psychotic symptoms were assessed with the Positive and Negative Syndrome
Scale. Networks of male patients who fulﬁlled remission criteria (Andreasen et al., 2005) and non–remitters
for psychosis were compared.
Our results indicate that depressive symptoms are mostly associated with suicidality and may act as moderator
between psychotic symptoms and suicidality. In addition, ‘depressed mood’, ‘observed depression’, ‘poor rapport’,
‘stereotyped thinking’ and ‘delusions’ were central symptoms within the network. Finally, although remitted
male patients had a similar network structure compared to non-remitters the networks differed signiﬁcantly in
terms of global strength. In conclusion, clinical symptoms of schizophrenia were linked in a stable way, independent of symptomatic remission while the number of connections appears to be dependent on remission status.
© 2017 Elsevier B.V. All rights reserved.
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1. Introduction
Patients with schizophrenia may present with a wide variety of
symptoms: positive and negative symptoms are considered core features of schizophrenia, but depressive symptoms are also common,
with a modal prevalence rate of 25% (Buckley et al., 2009; Siris, 2000).
In order to study the associations between symptoms, a network approach might be advantageous - in comparison to traditional factor-analytic approaches, network models offer the possibility to study
potential interactions between individual symptoms (Borsboom,
2017; Borsboom and Cramer, 2013). Speciﬁcally, within a network perspective, it is presumed that mental health problems result from complex interactions between individual symptoms, which inﬂuence and
reinforce each other, instead of originating from an underlying latent
disorder (Borsboom and Cramer, 2013).
In the past years the network approach has been increasingly applied to study psychopathology ((Isvoranu et al., 2016; Isvoranu et al.,
2017; van Rooijen et al., 2017); for a review see (Fried et al., 2016)).
For instance, Wigman and colleagues (2015) showed that the networks
of individuals with a psychiatric diagnosis contained positive feedback
loops, which may explain a ‘downward spiral of negative mental states’,
which are clinically recognizable in the way symptoms of psychosis can
enhance each other. Isvoranu et al. (2017) have moved beyond symptom-symptom associations, integrating environmental risk factors into
network models; they found that childhood trauma was associated
with symptoms of general psychopathology and not directly to positive
or negative symptoms. The network approach is therefore not bound to
‘traditional’ diagnostic categories – psychopathology is conceptualized
as a complex system and the ‘overlap’ between symptoms and risk factors of different disorders is a source of valuable information rather than
a problem to overcome.
Notably, a recent network paper using the baseline symptoms of the
‘Genetic Risk and Outcome of Psychosis’ (GROUP) study (KorverNieberg et al., 2012) showed that in male patients with schizophrenia
the symptoms assessed by the Comprehensive Assessment of Symptoms and History (CASH; (Andreasen et al., 1992)) displayed strong
within-and between- cluster interactions and formed a network with
central symptoms such as ‘loss of interest’, ‘chaotic speech’, ‘inability
to enjoy recreational interest in activities’, ‘inability to form or maintain
relationships with friends’ and ‘poverty of content of speech’ (van
Rooijen et al., 2017). Central symptoms have been argued to be relevant
as targets for treatment interventions, as these symptoms are most likely to inﬂuence the other symptoms in the network. In addition, relations
between suicidality, depressive and positive symptoms were investigated and based on the strong associations between depressive symptoms
and suicidality and between delusional and depressive symptoms, but
in the absence of a direct relationship between delusional symptoms
and suicidality, it was hypothesized that delusional symptoms may activate depressive symptoms and inﬂuence suicidal thoughts via this
pathway.
However, the CASH is limited in addressing current depressive
symptoms, since within the CASH the DSM-IV criteria are investigated;
these are known to show overlap with other symptoms in patients with
schizophrenia (i.e., negative and extrapyramidal side effects; (Siris,
2000)). We therefore aimed to expand on the previous study and investigate the association between positive, negative and depressive symptoms further by constructing a network model that includes the Calgary
Depression Rating Scale for Schizophrenia (CDSS; (Addington et al.,
1990)), which is a validated instrument for assessing depression in patients diagnosed with schizophrenia (Lako et al., 2012). The CDSS was
administered at ﬁrst follow-up. We combined data from the CDSS and
the Positive and Negative Syndrome Scale (PANSS; (Kay et al., 1987))
assessed at follow-up. In addition, the latter questionnaire was used to
assess psychotic remission status. A previous study in depression
showed that different severity symptom networks in depressed patients (at baseline) were associated with varying illness courses (van
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Borkulo et al., 2015). In order to apply this type of proﬁling, ﬁrst the stability (i.e., state-independence) of a network structure is required. However, this has not been investigated in patients with schizophrenia and
was therefore the secondary aim of this study.
In summary, network analysis has been shown to help disentangle
the interactions between individual symptoms of a disorder and as
such we have employed this methodology in the current study in
order to investigate the association between psychosis and depressive
symptoms. The aims of current study were as follows: I) to construct a
network of symptoms in male patients with a schizophrenia spectrum
disorder in order to investigate how negative, positive and depressive
symptoms interact, by using a validated questionnaires to asses depressive symptoms; II) to identify the most central symptoms within this
network and III) to examine potential group-level differences in network connectivity between remitted and non–remitted patients. This
might reveal important proﬁling information for prognosis.
2. Methods
2.1. Subjects
Data was collected as part of the longitudinal multicentre GROUP
study, described in detail elsewhere (Korver-Nieberg et al., 2012).
Here we used data from a GROUP subsample, consisting of male patients with non-affective psychotic disorders, diagnosed according to
the Diagnostic and Statistical Manual of Mental Disorders (DSM-IV;
(American Psychiatric Association, 2000)). Of note, we chose to include
only male patients, given the known gender differences in symptomatology and the relatively small number of included female patients in
GROUP (Hill, 2016; Morgan et al., 2008). Measurements of the GROUP
study were collected at baseline, at 3 and 6-year follow-up. Because
the CDSS was obtained in a large subsample at 3-year follow-up, we
used data from this wave only.
2.2. Symptom assessment
The CDSS (Addington et al., 1990) was used to assess depressive
symptoms. The CDSS is a nine-item structured interview, in which
every item is rated on a scale ranging from 0 (absent) to 3 (severe)
(Supplementary Table S1). The PANSS (Kay et al., 1987) was used to
measure the severity of positive and negative symptoms. The PANSS
consists of 30 items (Supplementary Table S1) in which each item is
scored on a scale ranging from 1 (absent) to 7 (extreme) and it is divided into three subscales: positive, negative and general psychopathology
(e.g., depression, anxiety and somatic concern) symptoms. The general
psychopathology subscale was not included in our network, since inclusion of this subscale would have created a substantial overlap between
with the items of the CDSS. In addition, we used the Andreasen et al. remission criteria (Andreasen et al., 2005) to assess whether a patient was
in symptomatic remission at the time of assessment (i.e., during the second assessment of the GROUP-cohort). The Andreasen criteria constitute a symptom severity and a time criterion. The symptom severity
criterion was determined by a score of 3 or lower on all of the following
items: P1 (delusions), P2 (disorganization), P3 (hallucinatory behavior),
G5 (mannerisms/posturing), G9 (unusual thought content), N1
(blunted affect), N4 (passive social withdrawal), and N6 (lack of spontaneity). For the time criterion we assessed whether a symptomatic remission had been maintained for 6 months or longer prior to the time
of assessment (i.e., 6 months before the assessment).
2.3. Statistical analysis
2.3.1. Network construction
We constructed a symptom network as previously described
(Borsboom and Cramer, 2013; Epskamp et al., 2017; van Rooijen et al.,
2017) of positive, negative and depressive symptoms. In the generated
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network model, individual items (i.e., symptoms) were represented as
nodes and associations between them as edges.
A non-paranormal transformation (i.e., a tool for relaxing the normality assumption) was performed prior to the analysis, since current
data were not normally distributed (Liu et al., 2009). For constructing
the generated network, the R package qgraph was used ((Epskamp et
al., 2012); R (Core Team, 2016)). The network structure was based on
L1-regularized partial correlations (Friedman et al., 2008; Tibshirani,
1996). For estimating the relations between symptoms, partial correlations are chosen over zero-order correlation (i.e., correlation between
two variables), since zero-order correlations can be spurious (i.e.,
resulting from indirect interactions). Moreover, L1-regularization guarantees an optimal balance between parsimony and goodness of ﬁt of the
network model. A speciﬁc form of L1-regularization, LASSO regularization, encompasses model selection with the Extended Bayesian Information Criterion (EBIC), which uses a so-called hyperparameter γ
(Chen and Chen, 2008; Foygel and Drton, 2015; Foygel and Drton,
2010; van Borkulo et al., 2014). The details of the inﬂuence of γ on the
network have been published earlier (van Borkulo et al., 2015). In the
generated network the hyperparameter was set to 0.5, which showed
an optimal balance between a network with many connections (γ =
0) and a network with minimal connections (γ = 1). The layout used
when computing the networks was derived from the FruchtermanReingold algorithm, which computes the optimal layout so that nodes
with stronger and/or more connections are placed closer and more central to each other (Fruchterman and Reingold, 1991). We primarily
displayed the correlation results in a ﬁgure as the applied
Fruchterman-Reingold algorithm simultaneously shows the strength
of associations between different symptoms (thickness of the connections) as well as the direction of these associations (i.e., positive or negative association) in the network.

2.3.2. Network analysis
Based on earlier network studies, we expected that some symptoms
would cluster strongly. Therefore, in our results we will use the term
‘communities’ (i.e., a part of the total network that contains strongly connected items). At ﬁrst, a symptom network was constructed for the total
sample of male subjects. Communities and important symptom interactions were described, with a speciﬁc focus on the relations between delusional and depressive symptoms (including suicidality). Moreover,
we analysed the importance of each node by investigating the following
centrality measures: ‘node strength’, ‘closeness’ and ‘betweenness’
(Barrat et al., 2004; Boccaletti et al., 2006; Opsahl et al., 2010). For a description on centrality measures see Supplementary Methods. In the
second step of the analyses, the symptom network of male patients
who were in remission (based on the PANSS-remission tool) was compared to the network of male patients who were not in remission. In
order to compare networks of remitted and non-remitted male patients,
we used a network comparison test (NCT; (van Borkulo et al., 2017)),
which is a permutation test (1000 iterations) in which the difference
between networks of two groups (i.e., remitters and non–remitters) is
calculated repeatedly for randomly regrouped individuals. The NCT is
implemented in the R package ‘NetworkComparisonTest’(R (Core
Team, 2016; van Borkulo, 2016)). By using the NCT it is possible to compare two (independent) networks based on i) network structure and ii)
overall global strength. For details on the NCT see Supplementary
Methods.

2.3.3. Additional analyses
We performed a stability check to investigate the stability of the generated networks (Epskamp et al., 2017). Moreover we used Exploratory
Graph Analyses (EGA) to detect highly connected clusters of symptoms
(i.e., communities; (Golino and Epskamp, 2016)). For a detailed description of both analyses see the Supplementary Methods.

3. Results
3.1. Study sample
After removing missing data, 470 male patients were included in the
analyses (from which 32% were in remission; see Table 1). Mean and
median scores of positive, negative and depressive symptoms are presented in Supplementary Table S1. Moreover, the derived correlation
matrix between the different items is presented in Supplementary
Table S2. The (overall) mean score of the CDSS was 1.07 (SD = 2.04)
for patients in symptomatic remission from psychosis and 2.5 (SD =
3.1) for patients not in remission, respectively. A commonly used cut–
off value of the CDSS of ≥6 was used (Sarró et al., 2004), 17.1% of the patients in the psychotic group suffered from depression. In the non-psychotic (remission) group this was 5.3% (Table 1). The time criterion of
the psychotic remission criteria was lacking in 4 patients (of whom 3
were in symptomatic remission). We therefore excluded these patients
from the comparisons between remission and non–remission.
3.2. Network including all patients (Fig. 1)
The network of negative, positive and depressive symptoms is presented in Figure 1; symptoms from the original subscales (depressive,
positive and negative symptoms) are shown in different colours. In general, all symptoms within the network were connected. Of note, the stability check showed considerable overlap between bootstrapped
conﬁdence intervals (CIs), indicating that the generated network should
be interpreted with caution regarding the differences between edgeweights (see Supplementary Material Figs. S1-S3). Of note, ﬁt indices
(e.g., RMSEA/BIC indices) to contrast for parsimony can be extracted
from the qgraph package ‘ggmFit’. However, there are currently several
problems with such ﬁt indices in network models and this method has
not been validated. Consequently, we decided to not report these ﬁt
indices.
3.2.1. Communities
We used EGA to identify 3 highly connected clusters of symptoms
(i.e., communities) within the original three subscales (i.e., positive and
negative subscales of the PANSS and the depressive symptoms as derived from the CDSS; see Supplementary Fig. S4). The depressive symptoms formed 1 community; within this community strong connections
between D2 (hopelessness) and D8 (suicide), as well as between D9
(observed depression) and D1 (depressed mood) were prominent.
The second community was formed of all positive symptoms, including
Table 1
Demographics and clinical characteristicsc.
Male
participants
(n = 470)

Males
remissiona
(n = 150)

Males non –
remissiona
(n = 316)

Age at inclusion, years (mean ± SD)
Number of episodes (mean ± SD)
CDSS total (mean ± SD)
CDSS (%), no depression (score ≤ 5)

26.9 (6.6)
2.21 (1.41)
2.1 ± 2.9
407 (86.6)

25.99 (6.60)
1.94 (1.33)
1.07 (2.04)b
142 (94.7)b

27.2 (6.59)
2.36 (1.44)
2.5 (3.1)b
262 (82.91)b

PANSS (Mean, SD)
Positive symptoms
Negative symptoms

1.68 (0.70)
1.75 (0.76)

1.87 (0.75)
1.93 (0.83)

1.27 (0.31)
1.37 (0.39)

371 (78.9)
83 (17.7)
16 (3.4
366 (77.9)

110 (73.33)
27 (18.0)
13 (8.67)
110 (73.3)

259 (81.96)
54 (17.09)
3 (0.95)
254 (80.4)

Diagnosis
Schizophrenia (%)
Schizoaffective disorder (%)
Schizophreniform disorder (%)
Use of antipsychotic medication,
n (% yes)c
a

Remission criteria based on the PANSS remission tool (Andreasen et al., 2005).
Mean differences between remission and non – remission was signiﬁcant (p b 0.001)
for both CDSS score and percentage of depressed patients.
c
Data were missing for 52 patients.
b
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Fig. 1. Network structure of psychotic symptoms and depressive symptoms male participants (n = 470). The partial correlations are either positive (colored green) or negative (colored
red), with thicker lines representing stronger correlations. D1 indicates depressed mood; D2, hopelessness; D3, self-deprecation; D4, guilt ideas of reference; D5, pathological guilt: D6, morning
depression; D7, early wakening; D8, suicide; D9, observed depression; N1, blunted affect; N2, emotional withdrawal; N3, poor rapport; N4, passive social withdrawal; N5, difﬁculty in abstract
thinking; N6, lack of spontaneity; N7, stereotyped thinking; P1, delusions; P2, disorganization; P3, hallucinatory behavior; P4, excitement; P5, grandiosity; P6, suspiciousness; P7, hostility.

the negative symptoms N5 (difﬁculty in abstract thinking) and N7 (stereotyped thinking). Within this community, clustering between P1 (delusions) and P6 (suspiciousness), and P3 (hallucinatory behavior) and
P5 (grandiosity) were the strongest. The last community was formed
by the remaining negative symptoms: N1 (blunted affect), N2 (emotional withdrawal), N3 (poor rapport), N4 (passive social withdrawal)
and N6 (lack of spontaneity).
3.2.2. Interrelatedness between depressive and delusional symptoms
There was one association between depressive and positive symptoms, namely between D8 (suicide) with P6 (suspiciousness). Of note,
between suicide (D8) and delusions (P1) was no direct connection.
However, P1 (delusions) was connected with (other) depressive symptoms, including D2 (hopelessness), D3 (self-deprecation) and D4 (guilt
ideas of reference).

edges, rather than a few strong edges. Since there were no signiﬁcant
differences between the networks regarding network structure, we
did not pursue with further testing of speciﬁc edges (i.e., further testing
could lead to Type I errors) (van Borkulo et al., 2017). These results of
the NCT may be explained by the fact that in the network of the remitted
patients less edges were present compared to the network of the nonremitted patients (of note, this may be, in part, due to sample size differences). For example, a community (i.e., highly connected cluster of
symptoms) was no longer present within the symptoms of the positive
subscale of the remitters. The association between P1 (delusions) and
other depressive symptoms disappeared in the network of the remitted
patients. Interestingly, in the network of the remitted psychotic patients, no associations existed between symptoms originating from
the positive and depressive subscales. This was also the seen between
the negative and depressive subscales.

3.3. Centrality measures

4. Discussion

D1 (depressed mood), D9 (observed depression), N3 (poor rapport),
N7 (stereotyped thinking) and P1 (delusions) showed highest centrality
measures (Fig. 2), indicating that these symptoms may be important
symptoms within this network.

This study investigated the interrelatedness of positive, negative and
depressive symptoms in male patients with non-affective psychosis,
using a network approach. As a ﬁrst main ﬁnding, we identiﬁed the
symptoms ‘depressed mood’, ‘observed depression’, ‘poor rapport’, ‘stereotyped thinking’, ‘delusions’ and ‘suspiciousness’ as being important
central symptoms with strong associations with other symptoms. The
second main ﬁnding is that the networks of remitters and non-remitters
are comparable regarding network structure, although the networks
differed regarding overall global strength. Symptoms with high centrality measures may be important symptoms as potential targets for treatment interventions, while the differences in global strength indicate
that the number of connections between symptoms seems to be dependent on illness state. Furthermore, we identiﬁed important interactions
between individual symptoms, for example, between depressive symptoms and delusions. Based on these associations we hypothesize that
depressive symptoms might be able to activate suicidality, while positive symptoms may trigger depressive symptoms and hereby inﬂuencing suicidality. This interrelatedness of symptoms may further increase
our understanding of psychopathology and provides important information for proﬁling.

3.4. Differences between remitters and non-remitters (Fig. 3A + B)
The NCT analysis comparing the symptom network of male patients
in remission of psychosis (based on the PANSS remission tool) versus
the network of male patients not in remission of psychosis showed signiﬁcant differences in global strength (P = 0.04), but not in terms of
network structure (P = 0.39). The fact that the test about network
structure invariance yielded no signiﬁcant differences indicates that
the null hypothesis cannot be rejected because there are no edges that
differ more than can be expected. The fact that the overall global
strength did differ signiﬁcantly might be due to more and/or stronger
edges. Combining both ﬁndings (i.e., no signiﬁcant difference between
network structure indicating no difference in edges, but signiﬁcant differences regarding global strength), it is more plausible that the signiﬁcant difference regarding the overall global strength is driven by more
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Fig. 2. Centrality measures of all symptoms within the network (n = 470). Figure showing the centrality measures (i.e., betweenness, node strength and closeness) of all symptoms within
the network. The highest betweenness index (i.e., P1) reﬂects the node, that is the most involved in the information ﬂow through the network, since it is calculated by counting how often a
symptom is passed on the shortest path between any combinations of two nodes. The nodes with the highest ‘node strength’ (i.e., P1 and D1) reﬂect the nodes with the most and strongest
connections, since node strength is calculated as the sum of the weighted number of all connections that are incident in a speciﬁc node. Lastly, the highest closeness index (i.e., P1) reﬂects
the node that is most easy to reach, since it is calculated as the inverse of the mean shortest distance to all other nodes. For the abbreviations of the items, see Fig. 1.

Fig. 3. Network model of remitted (n = 150) (A.) and non-remitted (n = 316) (B.) male participants. Network structure of positive, negative and depressive symptoms in remission (A)
and non-remission (B) male patients. The difference between the two networks was statistically signiﬁcant (P = 0.04) for global strength, but not in terms of edge-weight (P = 0.39) or
individual edges (all P = 1). The green colored edges indicate positive partial correlations, with thicker lines represent stronger partial correlations. D1 indicates depressed mood; D2,
hopelessness; D3, self – deprecation; D4, guilt ideas of reference; D5, pathological guilt: D6, morning depression; D7, early wakening; D8, suicide; D9, observed depression; N1,
blunted affect; N2, emotional withdrawal; N3, poor rapport; N4, passive social withdrawal; N5, difﬁculty in abstract thinking; N6, lack of spontaneity; N7, stereotyped thinking; P1,
delusions; P2, disorganization; P3, hallucinatory behavior; P4, excitement; P5, grandiosity; P6, suspiciousness; P7, hostility.

G. van Rooijen et al. / Schizophrenia Research 193 (2018) 232–239

4.1. Symptoms networks and remission of psychotic symptoms
Remission status of psychosis inﬂuenced only the overall global
strength between symptoms; the remitted patients showed a network
that was not signiﬁcantly different in structure, but had fewer connections than the network in non-remitted psychotic patients. To the best
of our knowledge, no earlier study investigated the inﬂuence of state
on networks in patients with non-affective psychosis. Of note, our results are based on group-level data and it is important to acknowledge
that group-level results may not be generalizable to individual networks (earlier discussed by (Bos and Wanders, 2016; van Borkulo et
al., 2016)). It is currently unknown to what degree networks of an individual match the network at group level (Fried et al., 2016).
If we assume that our group-level results are representative for individuals, our ﬁnding that non-remitted patients showed a stronger connected network supports the hysteresis principal of the network theory
(Borsboom, 2017). This idea posits that mental disorders should be
interpreted as complex dynamical systems in which symptoms are
able to inﬂuence each other, ultimately creating self-reinforcing feedback loops. The hysteresis principal implies that the self-reinforcing nature of symptom activation is more likely to take place in more strongly
connected networks (i.e. networks with more and/or stronger edges;
(Borsboom, 2017)). Therefore, the observed difference in global
strength but not in structure between the remitted psychosis and
non-remitted psychosis, may be explained by the presence of a more
strongly connected network during an active psychosis, possibly due
to self-reinforcing loops of symptom activation, which might play an
important role in the maintenance of psychopathology.
Interestingly, both groups suffered from depressive symptoms (although the remitted patients showed signiﬁcantly less depression i.e.,
5.3% versus 17.1% respectively). In the network of the remitted psychotic group no associations existed between depressive symptoms and
symptoms of the other subscales, while in the non-remitted group several edges connected the depressive symptoms with symptoms of the
other subscales. This suggests that especially in the non-remitted
group symptoms of different subscales co-occur and might activate
each other. However, future longitudinal studies are required to investigate how symptom networks change, ﬁrst to a different state (e.g. from
absence of symptoms towards manifest psychosis or vice versa), and
second in relation to external stimuli (e.g., after stressful events and/
or discontinuation of treatment) and third whether patterns of network
connectivity are also related to the course of illness, as shown in depressed patients (van Borkulo et al., 2015). This is also important to pursue given the differences in sample size between our two groups, which
make it difﬁcult to disentangle whether edge absence is dependent on
the sample size or remission criterion.
4.2. Centrality measures
The symptoms ‘depressed mood’, ‘observed depression’, ‘poor rapport’, ‘stereotyped thinking’ and ‘delusions’ showed to have high centrality within our network. This implies that these symptoms might be
relevant as targets for treatment interventions, as these symptoms are
most likely to inﬂuence several other symptoms. Although comparing
between different network studies is challenging, due to the use of different questionnaires measuring different constructs of symptoms, current results are in concordance with results from previous studies (Fried
et al., 2016; Levine and Leucht, 2016; Madhoo and Levine, 2016; van
Rooijen et al., 2017). In our earlier performed network analysis in the
same sample using different questionnaires and at a different time
point, central symptoms included, among others, items reﬂecting the
social participation of patients (i.e., loss of interest, inability to enjoy recreational activities and inability to maintain relationship with friends;
(van Rooijen et al., 2017)). In the current study, centrality of the symptom ‘poor rapport’ underlines the importance of symptoms reﬂecting
the social participation of patients. Although measured by a different
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questionnaire, Levine and Leucht (Levine and Leucht, 2016) constructed
a network of only negative symptoms and showed in their baseline network that ‘poverty of content speech’ had, among others, one of the
highest closeness indexes from which there is overlap with the central
symptom ‘stereotyped thinking’ in current study. Additionally, in depressed patients the most frequently reported centrality symptoms
are ‘depressed and loss of interest/pleasure’ and ‘energy/fatigue’ (Fried
et al., 2016; Madhoo and Levine, 2016), from which the ﬁrst symptom
is also in line with our results, suggesting that depressive symptoms
have an important role in maintaining symptoms across different psychiatric disorders; these may be important transdiagnostic targets for
treatment interventions across different psychiatric disorders. Future
research should elaborate on these ﬁndings by investigating whether
targeting these central symptoms might indeed lead to better outcomes,
as the importance of central symptoms is currently only theoretically
based (Wichers et al., 2017).
4.3. The relations between suicide, depressive and delusional symptoms
As highlighted above, in our previous network study in the same
sample but with different symptom scales and a different point of
time (van Rooijen et al., 2017) we found no direct connection between
delusional symptoms and ‘recurrent thoughts of suicide’ but instead
several connections between delusional and depressive symptoms.
Based on these ﬁndings we suggested that delusional symptoms seem
to activate depressive symptoms and via this pathway inﬂuenced suicidal thoughts. In the current study, which including a validated questionnaire to measure depressive symptoms in psychotic-patients, we
found similar results since ‘suicide’ was connected to several depressive
symptoms, however, only one association was present with the positive
symptom ‘suspiciousness’. Moreover, the symptom ‘delusions’ was connected with several (other) depressive symptoms. This ﬁnding is also in
line with an earlier study, where Bornheimer (Bornheimer, 2016)
showed that depressive symptoms were moderated by positive symptoms in predicting suicidal ideation. Thus, it could be hypothesized
that depressive symptoms are linked to suicidality, while positive
symptoms especially trigger depressive symptoms and hereby inﬂuence suicidality. Of note, this hypothesis is based on the assumption
that our resulting network displays potential causal relationships and
that it is representative for the network structure within individual
patients.
4.4. Limitations
As the network approach is developing there are several issues of debate. Some limitations are also applicable to current study; ﬁrstly, results of the performed stability check indicated that the generated
network should be interpreted with caution due to the overlapping conﬁdence intervals, especially when investigating differences in edgeweights of the network. As a result further studies with larger datasets
are needed to replicate our ﬁndings. Secondly, as discussed in-depth
in comments on earlier published network studies we should be careful
with generalizing results to individuals since the generated networks
are based on group-level analysis (Bos and Wanders, 2016; Fried et al.,
2016). This is especially important in the interpretation of centrality
measures for treatment interventions: ideally, within-person network
should be investigating to help determine the central symptoms within
these networks; this may help guide personalized treatment interventions. Thirdly, the naturalistic study design does not allow a control for
the effect of differences in current treatment; for example the differences in overall global strength between remitters and non-remitters
could be due to differences in medication use or compliance. Fourthly,
it could be hypothesized that the difference in global strength is a result
of reduced severity of symptoms in those who are in remission, represented by decreased mean sum-scores of positive, negative and to a
lesser extent depressive symptoms in remitted patients. However, van
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Borkulo et al. (van Borkulo et al., 2015) argued that the level of mean
scores does not necessarily inﬂuence the generated network. Likewise,
a lower score of items does not automatically lead to weaker associations between these items. Nevertheless, factors that are related to severity, such as variance in symptom scores (i.e., due to a ﬂoor/ceiling
effect) in one of the groups might still lead to different levels of network
connectivity. A ﬁfth limitation is that due to a low number of female participants, there was insufﬁcient data to perform separate analyses in female participants and compare male-female networks. Given known
differences between men and women in terms of onset, course and nature of psychotic symptomatology (Leung and Chue, 2000), extrapolation of our results to women should be done with caution. Lastly,
based on the cross-sectional design of our study we are unable to establish causality, which makes our conclusions regarding interactions between individual symptoms hypothesis driven. In line with this
limitation, remission status was assessed at 3-years of follow-up after
baseline and the 6-months time criterion was assessed retrospectively.
Consequently, a recall bias could have taken place with patients having
difﬁculties with remembering symptom severity up to 6 months prior
to assessment. Moreover, the items G5 (mannerisms/posturing) and
G9 (unusual thought content) are both part of the Andreasen et al. remission criteria (Andreasen et al., 2005), however, we did not include
all symptoms of the general psychopathology scale in our network analyses. Given the wide application of the Andreasen et al. criteria
(Andreasen et al., 2005) in current literature we chose to apply the original and complete criteria.
In conclusion, in the current study we constructed a network to highlight interrelations between psychotic and depressive symptoms and
identiﬁed symptoms with high centrality measures, indicating that
these symptoms are important within the network and might be potential targets for treatment interventions. In addition, we replicated in part
that depressive symptoms may moderate the relation between psychotic symptoms and suicidality, and in addition we showed that the
number of connections between symptoms differed between remitted
versus non-remitted psychotic male patients. These ﬁndings on symptom level may be informative to generate hypotheses regarding the
maintenance and development of psychopathology.
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