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Figure S1: Growth of Synechocystis mutants is compared in BG11 medium supplemented with 10
mM TES/KOH to an initial pH of 8.0 and with varying amounts of NaCl. The experiments were
carried out in 96-well plates. OD values are shown as the difference of the OD and the OD of wells
with the same condition but without cells. In some cases, this can lead to ODs < 0. Error bars
represent standard deviations of 8 biological replicates.
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Figure S2: Ratios of simulated growth rates in response to varied GG uptake fluxes. (A): Comparison
between phosphorolytic and hydrolytic cleavage of GG. At physiological GG uptake rates, there is no
difference between phosphorolysis and hydrolysis. At very high, non-physiological, uptake rates,
phosphorolysis of GG leads to higher growth rates than hydrolysis. This effect is slightly larger,
when glycerol is not used. (B): Influence of glycerol utilisation. At physiological uptake rates,
utilisation of glycerol does not increase growth rate. At very high uptake rates, a minor effect is
predicted.
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Figure S3: Phylogenetic distribution of reading frames showing sequence similarity to Slr1670. (A)
Full tree; for the sake of clarity, large clades are shown collapsed. The corresponding subtrees are
shown below. (B) Cyanobacterial subtree. The overwhelming majority of entries belong to the class
Oscillatoriophycideae. Stanieria, Myxosarcina and Pleurocapsa are the only representatives of
another class, Pleurocapsales. (C) Purple bacteria subtree. All species in this subtree belong to the
class a-proteobacteria. With the exception of Salinarimonas rosea (Rhizobiales) and
Thalassobaculum salexigens (Rhodospirillales), all entries belong to the order Rhodobacterales. (D)
Archaea subtree. All species in this subtree belong to the class Halobacteria. All species belong to the
order Haloferacales, with the exception of Halapricum and Haloarcula, which belong to the
Halobacteriales. Bootstrap values (500 repetitions) are shown on the nodes. Values < 80 are not
shown.



Cyanobacteria (54 entries)

A - Full tree

Ql
o
—_ ()]
@ ©
= s
.m wn
S = 9 o
N @ £ ©
T =T IS « S
N [ = = =
= Q = = Q
0 N~ © © ]
2 = I T Q
8 - O ) ©
2 8 & & =
Qo © G [3) 0
o <c S S £
r [T} = = =
= — Q. Q. 1]
i < O B 0
«
_ o

[ pues| cem_m_ ds eAqbujoidaT ---
988/ 99d "ds Sn92000y98UAS -
1002 D0d ds E:.Eo%»@ -

100Z 90d ‘ds wniqoue, %
10S HM "ds Sn22020y28UAg -
104G HM "ds Sn220a0yosuAg -
G01. D0 "ds ewouligpyen) -
02¥L DDd Sajsejdouoyjyo snnajosej0sjoy) -

Sa)sejdouoyjyo snjnalose|0sjos) - - -
WS DLy ds momsgm\% ““““““““““““““““““““““““““““““““““ me
0LL0AQ ‘ds ayjoueA) -
esojnpou mms\.aﬁ%% -
SAPIOAIBJUOI BAQDUAT ----
1-L1SOIY ‘ds eAgbufjoyde -
196/ 90d ‘(S BUBBGBUBPNGSY ----+--+++----+==--=-
196/ NDd 'ds euseqeuepnasd -
196/ D0d 'ds euseqeuepnasy -

202/ D0 d Haluels E:_:msgozm»o -
wnujuode wniigloeqoueA) -
LOVL DO "US BUIBUIBJIBE) --+-+--+---+-eereeemeeemesie e
8BUNJE| J8JIBqIPIGNY -
811 0Qd 'ds 808UjojeH -
BUleS SI1Sd022020jA10e( -
501 DOd “ds ewouLis]en) -
eigeydsouefo eusjue)s -
6162 00d 'ds esdeaoingld - -
11D "AS BUIDIBSOXAY ----------eveeemeeemeeeeeneene
Sa]SE|doUoYjY SNjnjase|08|o:
BS[eSqns euyniiag -
1-04S3 wnusjoeqoueAo snojuswiely -
sisuajeyd eidsoiyuy ----
LBOASIL ‘TS BAASOIYUY +++vvvremersemeemsssenssseens
5008 D0d "ds eidsouy -
sisugjeyd eiidsoiyy -
£089 90d ‘ds sisAdoyaouA
129 00d 'ds siisAaoyoeudg -
9161 0d 'ds eAgbujopday -
200/ 00d "ds %8888:% 1
206¢709E0N "ds $n90000yosuAS S0
9/£1 00d ‘ds eAgbufjoyda7 -
170G OGN ‘ds m:ooooo:om:% -
206270DGMUN ‘ds $N290204928U. >m
200, 90d ‘ds $N220204d8U, \Am .
2002 D0d "ds $n2a0aoyosuAs
0L¥S 3INDQ ‘ds sojyooksedy -
BUlieW SLoJYo0AIBdY -
688/ N0d 'ds Sn22090198UAS -
6.6/ D0d ds eAqbufjojdeT -
[ PUBJS| UCIBH "dS BAGOUAIOIEIBT ---------evememeeemeee e
BS0[NpouU BaUl|ISOPON ---- - 001
1-1SOIY ‘ds eAgbuAjoidaT -
90v9 D0 "ds eAgbudjojdeT -
opapioAydorioj)iaso S3I193JSILINN -
100012NYHQAY BUBJUOW BSABIOUBYQY ------------=---eemeememeeeemeeeeeeeee

B - Cyanobacteria subtree

¢0




C - Purple bacteria subtree

0.07

100

96

96

—

Supplementary Material

Rhodovulum sulfidophilum NHU 02465
Rhodovulum sulfidophilum
Roseibacterium elongatum
Jannaschia aquimarina
Jannaschia aquimarina
Roseivivax atlanticus

Roseivivax halodurans
Roseivivax isoporae
Puniceibacterium sp. IMCC21224
Maribius sp. MOLA 401
Oceaniovalibus guishaninsula
Citreicella sp. SE45

Pelagibaca bermudensis
Citreicella sp. 357

Salipiger mucosus

Salinarimonas rosea
Thalassobaculum salexigens
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Haloferax sp. Arc-Hr
Haloferax sulfurifontis
Haloferax denitrificans
Haloferax alexandrinus
Haloferax prahovense
Haloferax mediterranei
Haloferax elongans
Haloferax larsenii
Halogeometricum borinquense
Halogranum salarium
Halorubrum lipolyticum
Halorubrum kocurii
Halorubrum aidingense
Halorubrum sp. 5
Halapricum salinum
Haloarcula sp. SL3
Haloarcula vallismortis



