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Figure S3. Electron micrograph of the negatively stained Bacillus subtilis spore
inner membrane fraction. The bar indicates the magnification.

S3



Figure S4. Electron microscopic analysis of spores during the procedure of the Bacillus
subtilis spore inner membrane isolation. The left panel shows negatively stained spores. The
right two panels show low and higher magnification of the sectioned samples. The bar
indicates the magnification. (A) whole spores, (B) decoated spores, (C) cortex-degraded
spores, and (D) integument pellet.
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